wo 
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SEQII> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for tost amino acid 
of peptide sequence 


Amino acid sequence ( X = Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10934 


41302 


A 


10996 


219 


688 


RRMHAYVSLDPLERPPFFFFFLF 

FFFFFFFLRRSFALVAQAGVHW 

RDLGSPQPPPPRFK*FSCLSLPSS 

WNYRHAPPRPANFVFLVETGL 

QLPTSGDLPASASQSVGITGVS 

HCAWPGNWLLKETRCGSSVGR 

Q1TGPITPDAWVDPG1PDRYLQ 


10935 


41303 


A 


10997 


3 


298 


FFFFFLRQSFALVAQAGVQWRD 

LCSPQPPPPRFK*FSCLSLPSSW 

NYRHGPPHPANF\*FLVEMEFH 

HVGQACLKLLPSGDPPALASQS 

AGITGVSHRA 


10936 


41304 


A 


10998 


2 


438 


APSVRSGNERDLARDEEAQETQ 

VRGCHASGG\CTPAATAGASPP 

AWAGRRGTGQRLRSQPRQTGR 

QPPRVQPLAPPPGAPAPLPNPQ 

NCRRKTRSHPRFWAGTLAPGPC 

PGLWCLPGLVQVDVLAAGRCD 

H LSCLPPLCPQ A FLL 


10937 . 


41305 


A 


10999 


2856 


3044 


GAATGEGGCCRLPGHPALAST 
A*AIPCRGPRVQETSPPPVLGW 
DPGSRAMSRALVFAWVGAG 


10938 


41306 


A 


11000 


1 


908 


GLGDPGVPVLRSGGLGPPADLK 

GDQAVAE*LHEASGVTEHHPS 

AQPGPGGEAAEPAHLIV*EPEG 

GSPGHPGGGPGHPG*SEGPAGG 

KPGPAGGGSAQGCRRSSEPSGT 

*SGRSPR*GPHGHPDCRTHPAR 

EGAQVHSRSPLPGGAPVRRGCS 

QGPEQRLQQEDFLRVQQLSAA 

GPLRPQLYPQVWLCPDEHQLLE 

QYPRSYFSERIDVFKPCGVQQG 

CPVLDRASSKISPEDAAGSVVR 

LRSLWAASGLQQGASGLATFL 

QLLTCGVLWPDEELVHLLLDE 

VVASAALRCPDPVPMEPTCG 



wo 
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SEQID 
NO: 


SEQ ID NO: 

of ntntidt 

sequence 


Met 
hod 


SEQ ID NO: 
in INSN 
09/540,217 


Nucleotide 

Int alinn Af firet 
codon Tor peptide 
sequence 


Nucleotide location of last 

rnrfnn for tact amino arid 

of peptide sequence 


Amino acid sequence ( X-Unknown, 
~o»up luuvhi /~pu>3iDic nucleotide 
deletion, \=possiblc nucleotide insertion) 


10939 


41307 


A 


11001 


218 


990 


VLQLLKAMRLELFLPPGGFMV 

LLASGVKLOTFATQVPSWLHP 

VDPSPGLEVELPASPVQCAHTP 

QPLGGRWDWVPWSRGQRSSG 

RLGPHGSPWRRWEAQAWQPA 

GPKPCPVGS*GPVRNRGQRRW 

AGTAGDPVHPPQPLAQVLSPSL 

PGADRAGQLLRVQGPPSPCPPG 

TPAGPQGRCAAPVPTGVSPSTP 

PCKLREQAPALASPERGSHSAA 

VG*RAPQVLPKW*PELMFRWV 

RSFFLLVG SWLTSG VKLHPFVV 

SVTALKGDASGVIPSSRWVHGL 

AGLRCEAADLRDSGAQLASPS 

GSLTRTGGGAACQSRAVCPHSS 

AFGWSMGLGAMEQGAALIGEA 

RASREPMEEVGGSGMAACRSQ 

ALPRGQLRPSEKSRAAPVGWH 

CWGPSTPSAATGPGAKPLIARG 

RQGRPAAQSAGPAKPMPTRNSS 

WPARAVRSPGSHWRLSLHTSL 

QAERAGSGLGQPRKGLPQCSSG 

LKGSSSAAKVVAQAEEAQRAS 

EGCEDYLARCHLSIRKMRRRN 


10940 


41308 


A 


11002 


3 


644 


EPPGPTGPPSPQSPWHPGLPGR 

WSSTHVVFTHLHLAGPGWSCD 

HRWMGKQLPVSLSASGVQGVP 

RFRSQDMYQSSRNKFPSGAAH 

VPQEWAVPWKNQGNTHQSSRP 

SESGCCAQAEGSNQCHQRQEA 

AGPSRLSLPDGGRRLETPRHPN 

GPWY WNNSPQRLN* WRRGDPS 

WPEPQGKPHTGGARVPACQRR 

E1CLSPFRGPRRRQKENIYEYL 


10941 


41309 


A 


11003 


202 


438 


FHGHPAPGEMRGWPRVTKRSP 
AQSGKT\HFPPGSPGPPDTSTESI 
FRRAWKAPGFPGRGRTADPET 
ARCGAWDEIVEPV 


10942 


41310 


A 


11004 


520 


1094 


GPLSQCPPLPRLLPPLGVYSKGR 

APHADTHSPGHRRTHAHAQPA 

AAAATATR*QRRRRLPPRRTPF 

RRPAARPDRRVPAHSSAVLPRP 

GKPGAFQALRKMDSVDVSGGP 

GEPGGKLGFARLRRAPPDRLPG 

CPSSHSFQTQSLSFMAKNVDEP 

LESATSLLGLLRRSWFCFTWQK 

QTVYWSTGRIRHSGEK 


10943 


41311 


A 


11005 


1 


138 


SISLMNIDVKILNK1LANQ1QQH1 
RKLIHHD*VGFIPCLRJLVIYI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10944 


41312 


A 


1 1006 


65 


297 


NQRLPQPFLPTTPPPPATRAT*D 
EEKSPYPGPGSDKKCPTLQLPSP 
PTPSAGGFPPLGESGSPGGLVK 
AQIMEGISM 


10945 


41313 


B 


1 1007 


322 


6900 




10946 


41314 


A 


1 1008 


3 


215 




10947 


41315 


A 


1 1009 


1 


234 




10948 


41316 


A 


11010 


149 


300 




10949 


41317 


B 


11011 


28 


162 




10950 


41318 


A 


11012 


700 


861 


RRKCIPGRRNSKHKGPDGAGRP 
* VCREQQEGQC A WTG YPG AQG 
PDPYCGKGPYS 


10951 


41319 


A 


11013 


291 


744 


LKRTKCDQLLKTSFLDLGRGPI 

LKWLCTSKWGHQQII1RA*GTE 

YKTTSFFFFFETASRLCHPGWE 

CSGAISAHS*FLLPGSCHSPASA 

S*VAVTTDTREHAQLIFF*HFSR 

DGFHVVARWLDLLTCDLPLSL 

QVLGYRNYINVRQLPSR 


10952 


41320 


A 


11014 


139 


414 


S FKTAPPGFFFSF* L H LI LM LKFT 

PGAIKLVFL\QFLLG1SFFFLGKP 

PSSWFRNESCSVFRKESSQSWQ 

GRAHVWG*SDPWSSGRSRRAH 

L 


10953 


41321 


A 


11015 


5 


565 


VHTTEATCTTTGAKPCPWPSKL 

ATRQDHSVLSTSNPRGPTPHKS 

GSPETAGALSSGDAGSRGEGPR 

TVSSERSSPGKGGSTLLGTTA*G 

PGPAHFASAVLGPSSKSLQAAS 

♦EVDSFPSSLLKTAVSVLASTVR 

LSVSFMPPFITVSVTSSVISASSS 

PSELASMATLPG ASG* A A RA VN 

FELDEE 


10954 


41322 


A 


11016 


188 


515 


SQTVSIVGELPIPRKRCEIGIWD 
AQKR/CPRLTGP W ATI S VPTISK 
KATGN/PQH PN H PRARYQFNAE 
*WKVHF*TNTDRPSHECPCTLV 
VHRTLDQLRHKSSTSGGKTHG 


10955 


41323 


A 


11017 


80 


397 


SVQRSVDHL*DHP*TSVDWELY 

LDGSSFANPCKAHTLKTTTSPAS 

VTPEADWSMHSQSMRNSLRJDS 

FSLKFGLIIIHDFLTPTFNPLENP 

CGFLTRFCCVPNQISS 


10956 


41324 


A 


11018 


104 


392 


PSQFHLKLLHLMLALLYPVGTC 

QVKDSSLLQKSTSVPPDSPQTG 

H\SKLGPFNPGRFR*RPQCQPGV 

LPPDVELSCHSWSNVLWTTAA 

KTPIFCSY 



wo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*—Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


10957 


41325 


A 


1 1019 


125 


1404 


NLALGMAMWN\RPCQRLPQQP 

IVAEPTAEGEPHLPTGRELTEA 

NRJFAYAALCG1SLSQLFPEPEHS 

SFCTEFMAGLVKWLELSEAVLP 

TMTAFASGLGGEGTDVSVQTL 

LKDPILKDDPTV1TQDLLSFSLK 

DGHYDARARVLVCHMTSLLQV 

PLEELDVLEEMFLESLKEIKEEE 

SEMAEASRKKKENRRKWKRYL 

L1GLATVGGGTVIGVTGGLAAP 

LVAAGAATIIGSAGAAALGSAA 

GIAIMTSLFGAAGAGLTGYKM 

KKRVGAIEEFTFLPLTEGRQLHI 

TIAVTGWLASGKYRTFSAPWA 

ALAHSREQYCLAWEAKYLMEL 

GNALETILSGLANMVAQEALK 

YTVLSGIVAALTWPASLLSVAN 

V I DN P WG VCLHRS AE VG KH L A 

H ILLSRQQGRRPVTLIG FSLGAR 

VIYFCLQEMAQEK 


10958 


41326 


A 


11020 


3 


1693 


CQRLPQQPLVAEPTAEGEPHLP 

TG RELTE AN RF A Y A A LCG I S LS 

QLFPEPEHR'VLLSCPLGTPVGL 

HSDAHYGQRLAVAVHVEGTLP 

FTSSTFAAASVFQKARPWQHPG 

EQMAFSGKPFLVAAVTSAGGS 

GAPSVGCTELISTSVLGYHTAL 

EMAGLVQWLELSEAVLPTMTA 

FASGLGGEGADVFVQILLKDPl 

LKDDPTVITQVHPTPGVKDGKL 

IF*ARVLVCHMTSLLQVPLEEL 

DVLEEMFLESLKEIKEEESE*ES 

PATKTEGGGEDKDRKHPLMGD 

KMTESKTDLWIYEMGNAGVLL 

FRR YL WLQPKX KEN R RK WKR 

YLLIGLATVGGGTV1GESS*RCA 

PLVAAGAAT1IGSAGAAALGSA 

AGIAIMTSLFGAAGAGLTGKVQ 

KE*VGA1EEFTFLPLTEGRQLHI 

T1AVTGWLASGKYREDQEDQA 

ALAHSREQYCLAWEAKYLMEL 

GNALET1 LSGL ANM V AQE ALK 

YTVLSGKCPHLPWPASLLSVAN 

VIDNPWGVCLHRSAEVGKHLA 

H1LLSRQQVPGNGCV1GFSLGA 

RVIYFCLQEMAQEKGEHGLL 


10959 


41327 


A 


1 1021 


208 


324 


VSLLKAADNWLVNSYPFCNSV 
SSEFFFR* IRDFFLF Wl H 


10960 


41328 


A 


11022 


1265 


1459 




10961 


41329 - 




11023 


188 


730 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs) 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possil)lc nucleotide 
deletion, \=possiblc nucleotide insertion) 


10962 


41330 


A 


11024 


64 


228 


QHLLRRWGRSGLLLNDR*VSN 
EIKMEINKFIELNNMSDTIYQTL 
WDTANTVLKFM 


10963 


41331 


A 


11025 


1 


648 




10964 


41332 


A 


11026 


26 


613 


VGAGGRGWRFAAAVRRAAGG 

GLRPGPAPGPRAGGGGPRGAH 

LALLRRAGALRAGKEYGKADA 

RWVYFDPTIVSVEILAVALDVS 

LALFLIYAIVKEKYYRHFLQITL 

CVCELYGCWMTFLPEWAHPEA 

PNLQQPATGWLYWLGFTLFFF* 

RCVGFLIPRNWLLWAVHGPRTS 

RKWHQKGNQFQWKEVFSGTF 


10965 


41333 


A 


1 1027 


2 


252 


ARGRAGVAGGPR*AAELPGLP 
RDPFPASRPLRRSDCLGGLIRHK 
PPDPGAGARVEGEALPSWSPGG 
ALEEG VT* PGTRG PP WE 


10966 


41334 


A 


11028 


3 


637 


RDQVRRGQGGEPAR1QCPRRRL 

GEGPGAPNRLGPPARDPRCSPW 

PRADSPRDPNRLSSPQLPRPAYL 

GPACFP*PSWGVSRSLPSLAPW 

RPHRLPDSQRFPNGGSRSRATS 

GSWTWKSKECREWRPSGSRGT 

RG SSG SG AG SSG SS AG VG RRAG 

HGRWHLR*GPLFPAAPASATCP 

LWHGWKGASLDLGLQPWATF 

YPRVTGARGGRTLGP 


10967 


41335 


A 


11029 


158 


462 




10968 


41336 


A 


11030 


339 


866 


QICHSPPGNKAHSHLLPYQTPV 
PSSQYPPSPSRTLQLPFPTPWNP 
CQWPSRGSCGPSAVGTGPPFPT 
GIPSVP*APSARG*HHSSACGCH 
PGCAGPQPARSPHGPAPASGCH 
TVSGCCHALLQSCLAPGRPSPA 
GTWPHPPPGGLPSAPGTEPCTA 
FEGFQPPCWLSQHPLSPCL 


10969 


41337 


A 


11031 


621 


944 


TPQGGTAPSGGRHPWASASPHR 

LPPL*CSARPGCH/SSRMRSPGT 

RPSGPLAQDCHPPPRPQTPHAGS 

HHTSAPQAPAGTF**RQRVAPG 

SSCWHLPQSWSCSAWLGGC 


10970 


41338 


A 


11032 


3 


257 


AGRASKGG*NPSKAVQGSVPG 
AEGSPPEGGCGQGPAGLGLPGA 
RQDCSRA*QHPPGPGGGQEVY 
LDISLAPGSTGIQGLEAKHL 


10971 


41339 


A 


11033 


94 


227 


SSYVFKSILTAFGMTWMRLETII 
LSEVTQG*KTKHQMFSLICGS 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540\217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion. V=possiblc nucleotide insertion) 


10972 


41340 


A 


11034 


404 


894 


FVYFFRGELCKISSTLGFKGTGQ 

GLQPSKVS**VPSRPAGNGRPA 

Y PETSQPPPG PSGG * H WLAG W 

Q*GGPEPGWTCIWP*GS*GTE1G 

SPSQPGPEPAGVPSPRDAGSAA 

TGCHTGLAGVVWPPRLCHRRV 

TDGRKSMKRCLSRSYCTSSVRA 

SGGGAGRIT 


10973 


41341 


A 


11035 


1 


408 




10974 


41342 


A 


11036 


68 


204 


SFLWH PLG LHFHTHH** *N YKS 
SSK*MVRIRVTFSKFIFVRNNYC 


10975 


41343 


A 


11037 


5 


188 


PQCRLHLRQGLALSPKLECSSAI 

TAHCSLELPGSSNPPSASRF*GS 

RSVAQAGVQQCYHSSLQPRTP 

GVKQSSLSFPFLRLQPKVSSATL 

PVRLQE 


10976 


41344 


A 


11038 


1 


263 




10977 


41345 


A 


11039 


2 


283 




10978 


41346 


A 


11040 


1 


1965 


MAAENEASQESALGAYSPVDY 

MS1TSFPRLPEDEPAPAAPLRGR 

KDE DA FLG D PDTG EAR* PRPC P 

ALGSPRSSFFCVKHPGSPLRETR 

KDPFSAAAAECSCRQDGLTVIV 

TACLTFATGVTVALVMQIYFG 

DPQVRGTNGEGEETGEWGVG* 

CLRNCGKGSSVDAAVAAALCL 

G I V A PH SSG LG G * G A VE VG V PQ 

AYFLPPGL*ASCAARALREETL 

QRSWETKVGTLVRRESSGESLF 

IALLLTQAL1C*VLAQDGFNVT 

HDLGQWGLGIWERHEVDGEG* 

NL*DLEPPPLPGSLLHRPDLAEV 

LDVLGTSGPAAFYAGGNLTLE 

MVAEVSARVVRVGACPKVPIA 

GHPRPHFFGVYRGDLSPGSQGP 

PSGEASQSMATSFWPFNLTSLV 

SREQALHWVAEVRLTRLPFPGF 

KDIRSGEIGYCHRADDMLRWV 

LGRTWGLQRQRWVWGKGQEK 

SSYELDGAPTAAQVLIMGPDDF 

IVAMVRYASSDSEPGTRDPLNQ 

EG VG AG * RFS WPN RTAN HS A PS 

LVGFASLLSWGP*GL*VGGAM 

AWLPLCGTYLALGANGAARGL 

SGLTQVRFTPWLAFFSREPSCG 

LDCRCLS*QSNLLQVDSECRAE 

TSWGGHRDR*RKDSSQGCPWV 

HGSRJITNNFUAVKDPRSPDAA 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10979 


41347 


A 


11041 


1 


363 


SSMTTVHATTATQKTVGETLA* 

LLQMIIPVSTSVAEAMGKVIPEP 

DKRLTGMAFCVPTHNMLVVAL 

ICHLQKAAKYDGMRRCFNATT 

G1TFNGHFVRLLSWDEFGSSNR 

VVDLMVHTASKE 


10980 


41348 


A 


11042 


162 


303 


CLLLKSCSQEAAAALALPALGL 

VFDVFL*IYFVRTKYLRVGFRN 

FF 


10981 


41349 


C 


11043 


56 


118 




10982 


41350 


C 


11044 


345 


410 




10983 


41351 


C 


11045 


7 


439 




10984 


41352 


A 


11046 


2 


80 




10985 


41353 


B 


11047 


205 


5326 




10986 


41354 


A 


11048 


1 


813 




10987 


41355 


A 


11049 


1 


1454 




10988 


41356 


A 


11050 


2 


1624 




10989 


41357 


A 


11051 


1 


1185 




10990 


41358 


A 


11052 


1 


2149 


MKEKMLRAAREKGRVTHKGK 

PIRJLTADLSAETPQARREWGPIF 

NILKEKNFQPRISYPDKLSFISEG 

EIKYFTDKQM LRDFVTTRP VLK 

ELLKEALNMERNNWYQPLQFCH 

AKNMPNSHLIPKPGRDTTKKEN 

FRPISLMNIDAK1LNKILANRIQ 

QH1KKLIHHDQVGFIPGMQGWF 

NIHKSINVIQHINRTIDKNHMIIS 

1DAEKAFDK1QQLFMLKTLNKL 

GIDGTYLKIRIKYLGIQLTREVK 

DLFKENYKPLLNEIKEDTNKW 

KNIPCSWVGRINIMKMAILPKVI 

YRFNAISNKLPMTFFTELEKTTL 

NFIWNQKRARIAKSILSQKNKA 

GG1TLPDFKQYYKATVTKTAW 

YWYQNRDIDQWNRTEPSEITPH 

IYTYL1FDKPEKNKQWGKDSLF 

NKWCWENWLAVCRKLKLDPF 

LTPYTKJNSRWIKDLNVRPKT1K 

TLEEILGITIQDTGMGKDFMSKT 

PKAMATKAK1DKWDQIKLKSF 

CTAKETTIRVNRQPTKWEKIFA 

TYSSDKGL1FRIYNELKQIYKKK 

TNNPI KK W A ICDMN RPFS KEDI Y 

AAKKYMKKCSPSLAIREMQIKT 

TMR Y H LTP V RM A 1 1 KKSGNNR 

QTESQIMSELPITIASKRIKYLGI 

QLTKDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWIGRJNIVKVM 

ATI ni/ m~"VI\/TJ\ /TTXIT A A AP\TTA 1 

AILPKPTT^VHVTNLAAQDri AL 
EAAQISLEGHPQEKEISVTAMPL 


10991 


41359 


A 


11053 


1 


2031 
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SEQ ID 

NO: 


SEQ II) NO: 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 

III UOOli 

09/540 .21 7 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 

rmlnn fnr luKt amino ficid 

or peptide sequence 


Amino acid sequence ( \=Unknown, 
deletion, \=possiblt nucleotide insertion) 


10992 


41360 


A 


11054 




1188 




10993 


41361 


C. 


11055 


1 


353 




10994 


41362 


B 


11056 


151 


1608 




10995 


41363 


A 


11057 




373 




10996 


41364 


B 


11058 




488 




10997 


41365 


A 


11059 


I 


1257 




10998 


41366 


A 


11060 




3527 




10999 


41367 


A 


11061 




2373 




11000 


41368 


A 


11062 


1 


1755 




11001 


41369 


A 


11063 




1599 




11002 


41370 


B 


11064 


220 


1286 




11003 


41371 


A 


11065 




1826 




11004 


41372 


A 


11066 




1645 


MDKFLDTYTLPRLNQEEVESLN 

RPITGAEIVA1INSLPTKKSPGPD 

GFTAEFYQRLISNFSKVSGYRIN 

VQES\QAFLYTINRQTESQ1MSA 

LPLT1ASKRIKYLGIQLTRDVKD 

LFKENYKPLLNE1KEDTNKWK 

N1PCSWVGRINMLKMAILPKNW 

KKTTLKFIWNHKRACIAKSILS 

QRNKAGGITLPDFELYYKATVT 

KTAWYWYQNRDIDQWNRTEP 

SEITPH I YN HMIFDKPDKN KK W 

GNDSLFDKWCWENWLAICRKL 

KLDPFLTPYTKINSRWIKDLNV 

RPKTIKTLEESLGNTIQDIG1GK 

DFMSKTSKAMTTKAKIDKWDL 

IKLKSFCTAKETTIRVNRQPTE 

WENIFAIYSSDKGLISRIYKELK 

Q1YKKKTNNPIKKWAKDMNRH 

FSKEDIYAAKKHMKKCSSSLAI 

REMQIKTTMRYHLTPVRMAHK 

KSGNNRTRENYFKIHMESKKSQ 

NSQGNRKEKEQSWRHHATRLQ 

TIVQGYTVAKTACYWYKNRPT 

DQSNRTENQEIRLHTYNHLIFD 

KPDKSNGETTPYSINGARJTG 


11005 


41373 


A 


11067 


1961 


2588 


KLAQDRDALSPPLLFN1VLEVL 

ARAIRQEKEIKGIQLGKEEVKLS 

LFADDMIVYLENPIVSAQNLLK. 

LISNFSKVSGYKINVQKSQAFL 

YTNNRQTESQTMSELPFTIASK 

RIKYLGIQLTRDVKDLFK.ENYK. 

PLLNE1K\EDTNKWKNIPCSWV 

GRINIVKMA\ILPKVN\YRFNAIP 

IKLPMTVFTELEKNYFKVHMGT 

KKEPASPSQS 


11006 


41374 


A 


11068 


2 


278 




11007 


41375 


A 


11069 




274 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11008 


41376 


A 


11070 


261 


1382 


LELSFPPAGQRGVLSGDPQNLC 

TCPSGSWHVPRCWAVERQRPN 

LPRTVTQLVAEDGSRVYVVGT 

AHFSDDSKRDVVKVSAATRH1P 

DTGWCKLLPGSRDGLVRFPTY 

RVSMLICMDESTLLREAQELSLE 

KLQQAVRQVRSRGQGSGSGSG 

SKPPHITEQLGMAPGGEFREAF 

KJE VG TG * G RG WPQG CG SQ A VT 

FKRAIAALSFWQKVRLAWGLC 

FLSDPIR+GCPRDPGRPAGWSV 

GMAEMIGEFPDLHRTIVSERDV 

YLTYMLRQAARRLELPRASDG 

DGRPQAWDPL*G*GPRGHVPGI 

EKNWSTDLNIQEIMT*VPAPPC 

KPHPTSPQVAAFFGLLGYSLYW 

MGRRTASLVLSLPAAQYCLQR 


11009 


41377 


A 


11071 


3 


506 


KDCQF*VGPEQKKALYKVHAPI 

QAALQLGPYE*ADQKRTCVRF 

GRHTCETAAFTFWKSLGLDKV 

TKPRSSSSQLLALAIRSSPGSTT 

DACLLDSFSGKSRISSWFGS 


11010 


41378 


A 


11072 


2 


374 


I RRESTH LQQA LGTTPQDRLTC 
TGHSAQPPACSASPLPPGPP*SS 
AWPLPPSTRLARQKQAAATAQ 
P* PLTTQTLGP WSSASTWTSAH 
KQPGAAAQEWTSTAGSRQLLA 
GASGSSPSSCSVWTN 


11011 


41379 


A 


11073 


3 


553 




11012 


41380 


A 


11074 


239 


547 


GHHFQMNVVCRCSVWMLSLEP 
HPVGQIHSC**ERAKLCGKEFN 
RJVI HN LMG HMHLHSDSKPFKCL 
YCPSKFTLKGNLTRHMKVKHG 
VMERGLHSQVSRPSLEA 


11013 


41381 


A 


11075 


1 


267 


MAISMVTTRSTTIRTTAAGCHY 

ENDMAHNHSDRGGLPLKVVLT 

TPFLTPPGKGGGAAGALERRTE 

EGDRDAGGAAQEGGLTPTSVP 

PSS*HTLWLRTVDPEASTSPSTP 

RHPYPNRGGGGRALEPHPRR*V 

♦AGCHYENDMArTNHSDRGGLP 

LKVVLTTPFLTPPGKGGGAAGA 

LERRTEEGDRDAGGAAQEGGL 

TPTSVPPSS 


11014 


41382 


A 


11076 


1 


1707 




11015 


41383 


A 


11077 


I 


1407 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or firs! 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


M016 


41384 


A 


11078 


1 


1275 


MVKGSIQQEELTILKIYAPNTG 

APRFIKQVLSDLQRDLDSHT1M 

TGDFNTPLSTSDRSTRQKVNKD 

IQELNSALHQADLID1YRTLHPK 

STE YTFFS A PH RT YS I IDL I GGSK 

ALLSKCKRIEITTNCLSDHSAIK 

LELRIKKLTQNRSTTWQLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAH KRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

AELKEIETQKTIQKISESRSWFF 

EK1NK1DRLLARLIKKKREKNQI 

DAIKNDQGDITTLERVVLEEPD 

TLHLLNYTPRKVLYRWNRQSS 

TSVIETNKTSVELSLPFDEDYIIE 

IKPFSDGGDGSSSEQIRIPKIS/NK 

KTK*PNPWRQK*G**LAVADA 

Y A RG SG A STSN ACTLS A I ST1 


11017 


41385 


A 


11079 


1 


426 


MLHTKQHLSMGTEDMDDKLH 
FSDCSAASLVSLSTTTGGHVLT 
NMSADIARYLPVLYRWNRQSS 
TSVIETNKTSVELSLPFDEDYIIE 
I KPFSDGGDGSSSEQIRIPK1SNA 
*ARGSGASTPNACALSAISRIMI 
SLTARSSL 


11018 


41386 


A 


11080 


3 


620 


DRTLAEAPHTAPARSGHRGWC 

PRPHRRRRNRGRQLLAPGRGA 

DPGAGEAATVQWRLLRGQPAA 

ALHVQQGAGDAANAGLQRGA 

HADSHDRAVPAGHAPGPVAAA 

GRGHDGQVPAALG*AGGPVGL 

RRPEPPLQTRGKGRLAPATQQV 

GQA RRLPTGRGQLLLRRPQPA A 

HHGPRPRLGGRGRGGSHKSPPH 

GIWPRLAGWRATLE 


11019 


41387 


A 


11081 


335 


640 


PLGVLWSLWKSLVHSDAGAGE 

L*EV1TGSTWPNP*QCCLVPNV 

DDEEEGEEQDDDDDEEEEGL*D 

1 Utcu UfcLIcO c bctUUUU V ecu 

EEDEGEDDWKFAKE 


11020 


41388 


A 


11082 


2 


204 





WO 01/075067 



PCT/US01/08631 



SEOID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nkno\vn, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1021 


41389 


A 


11083 


3 


1471 


SKDTKRDVDSKSPGMPLFEAEE 

G VLSRTQ1 FPTTIKVI DPEFLEEP 

PALAFLYKDLYEEAVGEKKKE 

EETASEGDSVNSEASFPSRNSDT 

DDGTGIYFEKYILKDDILHDTSL 

TQKDQGQGLEEKRVGKDDSYQ 

PIAAEGEIWGKFGTICREKSLEE 

PKG V YG EG RJ S RPCG DR W* RSD 

AEESSHHRGRQSGYPENKLCGF 

LLKTPH H VLERADEAGSHGNE 

VGNASPEVNLNVPVQVSFPEEE 

FASGATHVQETSLEEPKILVPPE 

PSEERLRNSPVQDEYEFTESLH 

NEVVPQDILSEELSSESTPEDVL 

SQGKESFEHISENEFASEAEQST 

PAEQKELGSERKEEDQLSSEVV 

TEK.AQK ELKK.SQIDTYC YTCKC 

PISATDKVFGTHKDHEVSTLDT 

AISAVKTVIRDSDKTKSGEGAY 

GREMKSPHKFPEGK1HNDKEH 

DR1VQEFLAETGPKVTRFNEQC 

RFRPRIYVYENNQTQ1MVEEPQ 


11022 


41390 


B 


11084 


148 


235 




11023 


41391 


A 


11085 


30 


420 


VSGTRGPSPCLGTSWASGAWR 
PPLGGLPPSAGANGPGRVRSAA 
GCSLVAGCKVLGSWVSGFAGR 
SHVACAGSSGESVRARCPGTA* 
AAGGPGPQAFQAAY*QGSRMH 
RAPPRPNRQVQTWWEEGAGTG 


11024 


41392 


A 


1 1086 


2 


73 


ERLRMPGVAK.GRPR*GNPRRG 
RG 


11025 


41393 


B 


11087 


1 


1412 




11026 


41394 


A 


11088 


39 


427 


PPYWGHFHSSAAASAALKGKD 
GGSSRSLVPPAQ*HSHSPSKTHC 
VHTPSRSCAQGLTHTLTQSPPSL 
KIAQSPSFDAkAHARLRIWQIPS 
APRVPPLSASLSPTRTAGSVRFE 
SQSTKTSRSHRFLPRT 


11027 


41395 


B 


11089 


1 


813 




11028 


41396 


A 


11090 


3 


365 


RTPSSKGCGRPPRGMGAQGSA 

GCGRRRSPRRSRQARRWSHPC* 

PPSSPPWPRPARSPPGCSHRAAL 

SSPSPPSSFLARHSARPRLALAL 

GPPPWCSSGCASSAPFDLQHPE 

QSQNQDARG 


11029 


41397 


C 


11091 


295 


412 




1 1030 


41398 


A 

A 


1 1092 


21 


164 


r a \fTC\Trvrvr\i \/DTirrrM \/c 
GA VTENDFYDLVR 1 IGGDLVb 

KVDLIDKFVHPK*VKSFLILPLTI 

SV 



wo 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \»Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11031 


41399 


A 


11093 


1 


1373 


GISTMVGSALRRGAHAYVYLV 

SKASHSSRGHQKQAWGSRPPAA 

ECATQRAPGSVVELLGKSYPQD 

DHSNLTRKVLTRVGRNLHNQQ 

HHPLV/LIKERVKEHFYKQYVG 

RFGTPLFSVYDNLSPVVTTWQN 

FDSLL1PADHPSRKKGDNYYLN 

RTHMLRAHTSAHQWDLLHAG 

LDAFLVVGDVYRRDQIDSQHY 

PIFHQLEAVRLFSKHELFAGIKD 

GESLQLFEQSSRSAHKQETHTM 

EAVKLVEFDLKQTLTRLMAHL 

FGDELE1RWVDCYFPFTHPSFE 

MEINFHGE\WLEVLGCGVMEQ 

QLVMSAGAQDRIGWAFGLGLE 

RLAMILYDIPD1RLFWCED\ERF 

LKQFCVSNIMQKVKFQPLSKYP 

A VINDISF WLPSEN Y A E\NDF* Y 

LVRTIGSDLVERVDLIDKFVLPK 

THKTSH S YRI M YR\H M E PTLSQ\ 

REVRHI/HIQALQEAAVQLLGV 


11032 


41400 


A 


11094 


8 


119 




11033 


41401 


A 


11095 


2 


475 


QAGPSGG1PEG1AITGDDSSMHA 

IAPEDLPVGQDVEAEDSDTGDL 

DPVLTVFRRGVEREFFSNWYKT 

A WSFSKL AQKGLLSS* PSSLSSS 

SSSSDKAVTAGTELFASSLSSSS 

DPRRSISSSSLLFVAPLPVVSSTL 

AG P YLPT AFFTPG R L A FS FS 


11034 


41402 


B 


11096 


677 


696 




11035 


41403 


A 


11097 


1 


357 


STMIEAHVDVRTTDGYFFLLFC 

VGFTKKHKNLIPKTSYA*HQQY 

1CLPHQDDRVTHQNPSLPDGSIA 

RVLSIYYLY1SRREMNSIISQGL 

QKVHIHIVIPGSLMNQELLDDLI 

TVFFKA 


11036 


41404 


B 


11098 


1 


541 




11037 


41405 


A 


11099 


14 


671 


PAPWRLGKNKRLTKGGKKGA\ 

KKKGVNPFSKKEWY\D\VKAPA 

MFNIRNIGKTLVTVRTQGTKIAS 

DGLK/G VRVFE VSL A DLQNDE V 

AFRK\FKLIT\EDVQGKNCLTN\F 

HGMDLY/TRDKMCSMVKK\WQ 

TM I E A H VD V KTTDG Y LLRLFC 

VGFTKKRNNQIRKTSYA\QHQQ 

\VRQIREGRWM\EIMDPRRWQD 

QMDLEEVGHELIAGSIWKRHR 

KGLPIYLSSP 



WO 01/075067 
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SEQID 

NO* 


SF.Q ID NO: 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tJnknown, 
* = Stop codon, / s possihle nucleotide 
deletion, \=possible nucleotide insertion) 


11038 


41406 


A 


11100 


1 


217 


RQGLTLSFRLECPGVISAHCSLN 
LPGSSKPPASAPQVAGTTGVYH 
HAS*FF1FFVEMGFHHVAQPGL 
CNFVF 


11039 


41407 


A 


1 1101 


2 


442 


LDVQIQEAQRTPGKFIAKRYSP 

RH F VI RLSKLKTKER1LRA VRQ 

KHQVTYKGKP1RLAADFSTETL 

QARRDRGPI FSLLKQNN YQPRI 

LYPEKLSIIYEGKIQSFSDKQML 

REFAIRKPPLQELLKGSLNLETN 

PGNT*KQNFFKA 


11040 


41408 


A 


11102 


2 


545 


EPRPGEKTAHVYGPDCLCGSCV 

QLSFSGAFFSTRWVSYEQANCK 

GEQFVFEKGEYAHWDWWTSS 

QRT/DLSSLRPIKVDSQEHKIILY 

ENPNFTGKKMEIIDDDWPSFHA 

\HGYQEKVSSVWLRSGTWVGY 

♦YPGYRGLQYLLEKGDYKDSS 

DFGARHPQVQSVRCIHDMQGH 

QCGAFHPSK 


11041 


41409 


A 


11103 


2 


389 


EIIDDDVPSFHAHGYQEKVSSV 

WVRSGM* VHCQP WLTLPQELR 

LWGPRSGETLALTSAPVSKTCD 

FGARHPQVQSVRCIHDMQGHQ 

CGAFHPLGTQEEEEAGQKEQM 

EQVPFWLARGDICELSGKKSV 


11042 


41410 


A 


11104 


1 


446 


MEEEELEFVEELEAVLQLTPEV 

QLAIEQVFPSQDPLDRADFNAV 

EY INTLFPTEQLPMPSAHGG VSS 

CGNAGGPVSFATRENARCGIW 

GSGGVCDGVFGA/GAAGWGGV 

♦GGGALGWMLSGRR1VLRSAIF 

TSPVSRAGSPERGWSCDC 


11043 


41411 


A 


11105 


1 


210 


SSDGRHLAFDQGSPG*VLGHVG 
KQRAVDVQPSVAVRVRQPLLL 
LSTIMGSGLLGWEQG1DILNSIEI 
CSI 


11044 


41412 


A 


11106 


2 


287 


AAESPGRSTRTDGAGLTRSLPR 

GSRCAGAWVAAGGLSWARGG 

GRQEAGWRNDG*GGTGARGG 

AGSRAAAHARGAAGHRASVSK 

PGPSRSSRFQCC 


11045 


41413 


A 


11107 


150 


389 


GEEIAWLGAARPGKPTPSRJPL* 
PSLFPWRPHKFPERSVFAGSQP 
ASQSPPLRPPPPSHPEGSCLGSR 
LPPPGYLLPLR 


11046 


41414 


C 


11108 


43 


213 




11047 


41415 


A 


11109 


3 


246 


SSFPAPAREGALAPCRCLAG1SV 
TLQGNP*GRCHHHHHHHHHHH 
HRCYDSQESGKLPRPGPKAELE 
GPPAWLLVGPGAHP 



WO 01/075067 
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SfcQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, ^possible nucleotide 
deletion, ^possible nucleotide insertion) 


11048 


41416 


A 


11113 


1 


726 




11049 


41417 


A 


11114 


2 


251 


LSCGRSLHQGSVTSCKTINALT 
LTVDTWRGCAW*GCACTFHCR 
SATNM1RAYVYFSTISVLSLQEI 
R LSLRA ILADLRLSICF 


M050 


41418 


A 


11115 


1 


1041 




11051 


41419 


A 


11116 


1 


398 


MGPNSTLENLLKGATSVFYNR 

DQEEAQKKERKLRGRTKALAA 

ALQ/SWQSPGAPRC1H*LLSVW 

QARVF*RGMPRQQDEATSTLSI 

QWQKPVETELSPDMEVTGFRA 

SLTDERVHLPEVLPQEYTEQRR 

QGHL 


11052 


41420 


A 


11117 


5 


137 




11053 


41421 


A 


11118 


5 


272 




11054 


41422 


A 


11119 


2 


211 


WNQPRCPSTVNW1MKIWYIYT 
MEHYAAIKRNMIMSFAATWME 
LEAIFLSKMPQ*QKNKYCVFLH 
ACLES 


11055 


41423 


B 


11120 


1 


1560 




11056 


41424 


A 


11121 


1 


588 




11057 


41425 


A 


11122 


80 


574 


EPAAQGNVLVDLLC*MKNRNR 

WLPNELSQVLHVTQSQFSKTG 

MSAKHTAFAMRMSPAQMTDIV 

VGLSTGQSPFMVLMQQGGHSA 

MQETRIASLPVTAIPAGMK1PCV 

TAGSACMVGPSVRVNEWFSAY 

GMAGMAYSRVSTFVRGLSPRY 

LTTREAPGCGSSAGH 


11058 


41426 


A 


11123 


48 


131 




11059 


41427 


A 


11124 


1 


1195 




11060 


41428 


A 


11125 


2 


1028 




11061 


41429 


A 


11126 


1 


1008 


NMMEQVLDIPSL*VISKDNANV 

TIDAVCFIQVIDAPRAAYEVSNL 

EL AIIN LTMTN IRT VLG SMELDE 

MLSQRDS1NSRLLRIVDEATNPL 

ALKIAARMIEDGELDKRIAQRY 

SGWNSELGQQILKGQMSLADL 

AKYAQEHHLSPVHHQVAEWM 

RARNGQLFRLRSNHLTLLVEQN 

NF YARG AKI YPDI H 1 DRSLKKCP 

SDLFAANARCGICQQSDERCLR 

YQPRRERGLYRIDITYPGKSYTT 

TALPSRFVWFVTG KAQSTQ AS 

ALSYIDSLLYHHLDLYGQRLGH 

LDDGTDSWNHVPTLNGQCTLV 

L1HEYVDTRGPE1KTILVISWWN 

ILVFH 



wo 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11062 


41430 


A 


11127 


3 


333 


DIGIGEENRKRWLRTGKCSFLP 
KEREWMDRLMSWGLVDTFRH 
ANPQTADRFSWFDYRSKGFDD 
NRGLRIDLLLA SQPL A ECC V * T 
GIDYEIRSMEKPSDHAPVWATF 
RR 


11063 


41431 


A 


11128 


2 


136 


YCKLACLQVDSRGSQVFALDV 
AARHR*QFAMPESDAVAMLKH 
LS 


11064 


41432 


A 


11129 


3 


431 


GVFGRVSEKQRPAAPAAGERPL 

PRPRPLPCGAAARTGPFAAQAA 

♦RAAAAPRSERRRHHGAEEGH 

QRC1YRHAADRALGEAARRTG 

YALRPAGEPELAAAARRJR*RAP 

DPGPRVPRHLGLLATRACPPGG 

AHCSPERGAISW 


11065 


41433 


A 


11130 


64 


2436 


RRQGLEGWWA1GLEGLTGKAL 

AWLFTVPGVRGLQWSPRFFLTR 

LRTLLCKVLGVLFSVAGGKKG 

PTCILQILKGQRRQEA*CISGWA 

ERVWASGQA*WEVWLHWAKS 

RNWFLFWKQHVHALRVRLDTT 

LFSLEEGSSFWNQGLTWKVVR 

RTFSESINHTPRJTLGVPYSVHSF 

QL PG LLN FG EFK VCFVLSPRJ FN 

LTHENFLSSEGPEIGGLLGATFN 

CLNKRL A K Y RM RN V HPKPKL V 

RYLHSRLPPEPAAAP*AWCGPR 

HLSCRQMSSSSQIGNDSFQLQV 

TPVHLLPLSHTTRKNPEMYDLP 

LLFFNPQESAILQLFHQDGECLH 

CSPI VGD WCHLGHSQACPSFS V 

PSGLFVPSLLCGAAFGRLVANV 

LKRYSVCVRVCAHVHVCARVR 

VYACVWVRMTISLTVILIESTM 

EITYGLPIMVTLMVSTLPPGPCQ 

AQGHVRPTGPIFRSLLEWETEV 

EMDK*GHDFAHVLVSECISSEA 

♦GMLLFCGGPDRSLFSTFRAVW 

SLSRLLDSVIAAGKQ*A*RT*SV 

GYSLLCPDLKGDPSAVSILRTT 

VHHAFPVVTENRGNEKEFMKG 

NQL1SNNIKFKVKXTA*EERQV 

RDKRSRLTRLSALELRNMCDE 

HIASEEPAEKEDLLQQMLERR* 

EPGGAPTARRATQRWGEPLAQ 

MFPLTFHGLILRSQLVTLLVRG 

VCYSESQSVSLSEA EISQ A RPDE 


11066 


41434 


A 


11133 


3 


80 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
G*>/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 

*=St()n COdOll. ^nncvihlt* niirl*>/i»i#tj» 

deletion. \=po.ssible nucleotide insertion) 


11067 


41435 


A 


11134 


2 


958 


LKC ELS\DQG LA PA 1 QTV RJLTH E 

SLTALEI PNA LLQTIQDLI LDLR 

VRCVMATLQHTAEEIKRLAEK 

EDWIVDNEGLTSLPCQFEQCIV 

CSLQSLKGVLECKPGEASVFQQ 

PKTQEEVCQLSINITQVFIYCLE 

QLSTKPDADIDTTHLSGDVSSP 

DLFGSIHEDFSLTSEQRLLIVLS 

NCCYLERHTFLNIAEHFEKHNF 

QGIE*1TQVSMASLKELDQRLFE 

NYIELKADPIVGSLEP*IYAGYF 

DCKDCLPPTGVRNYLKEALVNI 

IAVHAEVFTISKELVPRVLSKGI 

EAVSERAQSTDAVCFILQQKWS 


11068 


41436 


A 


11135 


52 


1053 


MDEEERVYRACYILC1SLLSSPG 

NPGLHSPMLDLDNDTRPSVLG 

HLSLFLIQKYNHSILFFSPLAWR 

YKTPHRVAFVEKLTKLVLSQLP 

YF*IISNMFYFVFLIFKTAEKSNP 

INH1*TRLCLFLVF*KMIQEVMH 

SLVKLTRGALLPLSIRDGEAKQ 

YGGWEVALRSHSAHFCLDVFV 

RRLTHESLTALEIPNDLLQTIQD 

LIFRPGSQL*PVSRIFIFSAGTFRF 

KNHLHDFTGFHTCLTGAPRGPV 

GGCASDDGQAAADTSQWLS*!* 

VLYL*LFLLASMFSLSVDVFSL 

AP*R*FSKHLFCF*EQRLLIVLSN 

CCYLERHTFLNISHGSP 


11069 


41437 


A 


11136 


50 


426 




11070 


41438 


A 


11137 


2 


949 


QQVWKQNCFKHYSNETDNSTT 

QLVGVQTLQVVVPSLILCEHCM 

NFSSPHVWCCMVQAVPGGQGQ 

TIMQVPVSGTQGLQQVSNI*KY 

*AVYQRRGFKE*I1TTGQTQQIH 

QQPQTA VTAGQTQVI PLALSHR 

SKTDLEESDN*VRYQPVNADGT 

ILQQGKCTHKLP*DFLGQLFCPL 

DN * HTTSSGQGTVT VTLP V AGN 

VVNSGGMVMVRKCIFQLCL*N 

FLEHAT*CLLKEEPLYVNAKQY 

HRILKRRQARAKLEAEGKIPKE 

RRVCITLGRI*ERRJAGFYF*NY 

LFSPKEKDSPHMQVGRHIHFILL 

FITLY 


11071 


41439 


B 


11138 


26 


80 
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SKQ ID 

NO* 


SEQ ID NO: 

sequence 


Mcr 
hod 


SKQ ID NO: 
in INSN 

III U^OI* 

09/540,217 


Nucleotide 

li\rtkt\i\n i\f firct 

• ULnllUII Ul III 31 

codon for peptide 
sequence 


Nucleotide location of last 

ro/tnn for lad iiminn nc*iH 

of peptide sequence 


Amino acid sequence ( X=Unknown, 

— o*u|j cuuuii, /— |nhSMDic niicieouoe 
deletion, \=possible nucleotide insertion) 


11072 


41440 


A 


II 139 


203 


797 


H RH I A RH L FPRTTPTP* LS WQG S 

*TPRWKGVRAVVTQPRKERRA 

ESEQFQATKPRSQL*LQPPTPSL 

VSSCQLKTTAASRPLT*PSKSVY 

PSAPFHPWLPC/SKPERSVSPES 

NDSISEELNHFKPIVCSPCTPPK 

RLPDGRVLSPLI1KSTP/PQPKQK 

PAEADFL*GQSTDPQKVGTDLS 

GAADQKDPFKSHSYLSGS 


11073 


41441 


A 


11140 


33 


379 


EATSNFKQPPSLPFWCLKSRTSL 

KPRQSKVCSSSFPVPGKTGNEL 

ALQIP*FKSSCGPRFPD***PAGR 

/SAPSLGPPPSQSCAHQ*EHWVQ 

VCIKHGITNAEPPAEHLKVLVR 

E 


11074 


41442 


A 


11141 


248 


622 


SESSGRFWLCGLGPGTSPLLSL 

KFPHLLPASRGRSPPSPRPRVPR 

GKATQVVWAWGYRCVDEDPA 

RCLGTPGRTD/PHCGQGLLCPL 

G KSCSTSQPLSQG DG RGTS WDR 

SHACSPGGHPHRCIGCM 


11075 


41443 


C 


II 142 


1 


1311 




11076 


41444 


A 


11 143 


452 


1286 




11077 


41445 


A 


11144 


2 


299 


GLPLAHGLLG RFGMDRIYEGQ 

VEMTGD*CDVESIDGQPGAFTC 

YLDVGLARTITGNKVFGALKG 

AVDKGCSVPHSTR*FPACDSAE 

FALGIPYFVQPNI 


11078 


41446 


B 


11145 


49 


832 




11079 


41447 


A 


11146 


1 


1074 




11080 


41448 


A 


11147 


1 


360 




11081 


41449 


A 


11148 


1 


1155 




11082 


41450 


A 


11149 


75 


266 




11083 


41451 


A 


11150 


2 


222 




11084 


41452 


A 


11151 


1 


549 




11085 


41453 


C 


11152 


453 


665 




11086 


41454 


A 


11153 


1 


1962 




1 1087 


41455 


A 


11154 


1 


295 


ASTAGVSYYVAQAGLKLLGLS 

LSKCRDYRCEPPCPE*MSLYKV 

MAMARKAMSL\YIYFFLDEFM 

YFAGTWMKLETIILSKLSQGQK 

TKHRMFSLVGGN 


11088 


41456 


A 


11155 


1 


363 




11089 


41457 


B 


11156 


I 


375 




11090 


41458 


A 


11 157 


1 


197 




11091 


41459 


C 


11158 


1 


270 




11092 


41460 


C 


11 159 


1 


146 




11093 


41461 


C 


11 160 




268 




11094 


41462 


C 


11161 




301 




11095 


41463 * 


A 


11162 




289 




11096 


41464 


B 


II 163 


19 


240 





WO 01/075067 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






1 1097 


41465 


A 


11164 


2 


253 




1 1098 


41466 


B 


1 1 165 


1 


978 




1 1099 


41467 


B 


11166 


1 


316 




moo 


41468 


A 


11167 


191 


319 




11101 


41469 


A 


11168 


608 


763 




11102 


41470 


A 


11169 


274 


437 




11103 


41471 


A 


11170 


1 


417 




11104 


41472 


C 


11171 


1 


792 




11105 


41473 


A 


11172 




449 


IYLTKELKDLYKEKCKTLLKEIT 














DDTNKWKHIPSSWMGRINIVK 














MTTLPKAIYKFNAIPFRIPPSFFT 














ALEDTILKFIWNQKR/CPHSQCK 














IKQKEQIWRHHTT*FQAIL*GHS 














HQNS/1GTWMKLENIILSKLLQG 














QKTKHCMFSLIGGN 


11106 


41474 


A 


11173 


1 


441 




11107 


41475 


B 


11174 


1 


597 




11108 


41476 


A 


11175 


5 


265 




11109 


41477 


A 


11176 




280 


S1YPNTCTRMFIVALLTIAKTWN 














QAICPTMIDWIKKMWHIYSME 














YYAA1KNDEFMSFVGTWMKLE 














Tl IFSKLSQGQK\TKHRMFSLIGG 














ELEQ 


11110 


41478 


A 


11177 


590 


747 


KAYQPEKAQDQVDSQPNSTRG 














TWMKLETI I LSKLTQEQKYTKHC 














IFSLISGS 


11111 


41479 


A 


11178 


-> 


274 


FYYKDTCTHMFIVALFTIAKTW 














NQPKCPSVIDW/IMKNMWHIYT 














MEYYAAIKNDEFMSFSGTWMK 














LETIILSKLTQE\QKTKHCMFSLl 














SGS 


11112 


41480 


A 


11179 


1940 


2061 




11113 


41481 


A 


11180 


493 


743 


KATRSVNC/WWDHL* RPFWGS 














PH 


11114 


41482 


B 


11181 


1 


1248 




11115 


41483 


B 


11182 


50 


8445 




11116 


41484 


A 


11183 


40 


125 




11117 


41485 


B 


11184 


1 


1896 




11118 


41486 


A 


11185 


1 


624 




11119 


41487 


A 


11186 


1 


357 




11120 


41488 


A 


11187 


1 


304 




11121 


41489 


A 


11188 


681 


834 




11122 


41490 


A 


11189 


3 


2128 




11123 


41491 


A 


11190 


175 


402 





wo 



01/075067 



PCT/US01/08631 



SEQII> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


11124 


41492 


A 


11191 


46 


790 


NPGAVKMPAYHSSIMDPDTKLI 

GNM/AHLLPIRSQFKGPAPRET\ 

KDTVDIVDEAIFLPSGPNVFFVKN 

YE1KNE\ADRTLIYITLYISECLK 

KLQK\CQFPKAQGGGKEMFYA 

GESTNFSHFLGEPGF\PTLTAILC 

PTMPANK\QEDE\VMRALFTNQP 

KGKRLGLRLCEKSFSDP\QNG*T 

PAKWVDLAFVKRQRMNKSLS 

GPWTVEGSPGQPTVSRGPGAAF 

FQQDVTQSFCLYLVKFYRDERR 

ACLYLKNS 


11125 


41493 


A 


11192 


1 


828 




11126 


41494 


A 


11193 


1 


525 




11127 


41495 


A 


11194 


43 


1826 


THVRLAGARASPRAPRLRPRKP 

RPQGLPCLPGLRRARLEGGARG 

RADEMFLLPLPAAGRVVVRRL 

AVVRSGSRSLSTADMTKGLVL 

GIYSKEKEDDVPVQFTSAGENFD 

KSLAGKLRETLNISGPPLKAGK 

TRTFYGLHQDFPSVVLVGLGK 

KA AG I DEQEN WHEG KEN I RA A 

VAAGCRQIQDLELSSVEVDPCG 

DAQAAAEGAVLGLYEYDDLK 

QKKKMAVSAKLYGSGDQEAW 

QKGVLFASGQNLARQLMETPA 

NEMTPTRFAEIIEKNLKSASSKT 

EVH1RPKSWIEEQAMGSFLSVA 

KGSDEPPVFLEIHYKGSPNANE 

PPLVFVGKGITFDSGGISIKASA 

NMDLMRADMGGAAT1CSAIVS 

AAKLNLPIMIIGLAPLCENMPSG 

KANKPGDVVRAKNGKTIQVDN 

TDA\EGRLILADALCYAHTFNP 

KVILNAATLTGAMDVALGSGA 

TGVFTNSSWLWNKLFEASIETG 

DRVWRMPLFEHYTRQVVDCQL 

ADWNNIGKYRSAGACTAAAFL 

KEFVTHPKWAHLDIAGVMTNK 

DEVPQSTGKA*LGRPTRTL1\EF 

LXLRFSQDNCLVQILKNVFHSVL 

NWTVELKKVFE 


11128 


41496 


A 


11195 


1 


273 
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seq II> 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown, 


NO: 


of peptide 


hod 


in US5N 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,2 17 


codon for peptide 


of peptide sequence 


deletion, ^possible nucleotide insertion) 










sequence 






11129 


41497 


A 


11196 


2996 


8256 


LPTRRSWAVFFKGGESGAHTLR 














RKARKKRKKQVKGGSPKKGEE 














AKKVEAPRLPKLAAPGGGAGA 














KGGAGGTSDMRLWSWVLHLG 














LLSAALGCGLAERPRRARRDPR 














AGRPPRPAAGPATCATRGPRPP 














RLAAAAAAAGRAWEAVRVPR 














RRQQREARGATEEPSPPSRALY 














FSGRGEQLRVLRADLELPRDAF 














TLQVWLRAEGGQRSPAVITGL 














YDKCSYISRDRGWVVGIHTISD 














QDNKDPRYFFSLKTDRARQV 


11130 


41498 


A 


11197 


75 


266 




11131 


41499 


B 


11198 


I 


363 




11132 


41500 


A 


11199 


1 


649 


PRIRHEVIEEVIRMMLEIINSCLT 














NSLHHNPNLVYALLYKRDLFE 














QVFRTHPSFQDIMQN1DLVISFFS 














SRLLQAGAELSVERVLEII\SQG\ 














ALRCPKDRLKE1SQKLKFKYVE 














EEQPRGVF*SPYVWSLVLQLQQ 














S A L Y WEFHRTFQLFHPWDSRLR 














GRDASSPPGTPSSQGRPFQSSFIS 














GVTEVGQTGYLVYLLLKEDCT 














SVFSSHTL1WRIGC 


11133 


41501 


A 


11200 


108 


210 




11134 


41502 


A 


11201 


53 


259 




11135 


41503 


A 


11202 


1 


2679 




11136 


41504 


A 


11203 


1 


675 




1 1 137 


41505 


A 


11204 


834 


1077 


KGLWTVPPSFGDTVSGPPVPTG 














GSAGHTVPPPPR*CRRQPPPSPP 














WRRLFLPQLRSRSSQPPAGPAR 














H LPPPAARPECFCA 


11138 


41506 


A 


11205 


1 


681 




11139 


41507 


A 


11206 


1777 


1940 


VPILPQPLLLHP11LLS*VPJLPQP/ 














PAPPPYNPFITSPPHTWSGLQFH 














SVTSPPPPAQQFTLKRVAEAKG1 














VK 


11140 


41508 


A 


11207 


3 


547 




11141 


41509 


A 


11208 


1 


578 




11142 


41510 


A 


11209 


194 


379 




11143 


41511 


A 


11210 


1 


927 




11144 


41512 


B 


11211 


1 


916 




11145 


41513 


A 


11212 


1 


441 


RRJCLQKQ A LG PEQNLETLLN L 














ATSVFYNRDQEEQVQKEKRDQ 














RKAAALVMALRQTNLGGSERT 














EHEAGQSPGKACYQCGLLGHF 














K K DCPM RN KLPPR/R VSTM L RQ 














SLEGALPQRMKVPWVRSPQPD 














DPTTGLRVPGASASSCHHPH 


11146 


41514 * 


A 


11213 


164 


359 




11147 


41515 


C 


11214 


157 


189 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno»vn, 
*=Stop codun, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11148 


41516 


A 


11215 


13 


399 


VEAFPTGSEKATAVISSLLSDIIP 
QSRLPTSIPSDNRRAFISQISQAV 
FQALSIP*NLYIPYGPPSSRKH/T 
LTKLSHQLKKDWTILLPLSLLRI 
QACPRNATGYSPFKVLYRHSFL 
LRPSL1PDTRPT 


11149 


41517 


A 


11216 


2 


152 


WYGE1MGDVSQGCFER*WAMF 
LRA ASSG 1 RGG VGT* SG RH * AE 
GRFYGDFRGNRAASVFSR 


11150 


41518 


A 


11217 


1 


1143 




1115! 


41519 


A 


11218 


28 


453 




11132 


41520 


A 


11219 


275 


1128 


DISTPSLATDHMPITIPLNLIT/TY 

PTQRQYPIPPHALKGLKPVITDL 

LQHRLLKPINSPYNSP1LPVQKP 

DK.SYRLVQDLRLTNQIVLPIHP 

VVPNLYTLLSSIPSSTTHYSVLH 

LKD AFFTI PLH PSSQPLFA VTWT 

DPDTQQSQQLTWAVLPQGFRD 

SPHYFSQALSHDLLSFHPSASHL 

IQYIDDLLLCSPSFESSQQDTLL 

LLQHLFSKGYQSDDRPAFTSQ1 

TQAVSQALGIQWMLHIPYHPQS 

SGKVEWTNGLLKLLLLLLTANI 

DDTSYLQIPHKGLQ 


II 153 


41521 


A 


11220 


1 


606 




11154 


41522 


A 


11221 


713 


835 


LSQWRSDNGPAFISQ1TQAVSQ 
APGIQ*NLYIPYHPQSSGK 


11155 


41523 


A 


11222 


1 


1133 


AEALPVQFYFHLSD1RGMLLHE 

PDLQKG I KA VSQEDPQ WS YQA 

DSPGIARRDYMVSRLVEGLKK 

A A Y KA VMYDKLKKTTQVTI VP 

GPDFNLASHHPDTTPDPHDCYL 

SDTPGIHSISH1SFFAIPHPDHTW 

F1DGSSTTPNRHTPAKAGYA1VP 

STSI1EAAALPPSATSRQAKLIAL 

TRTLTLAKELCVNIYTDSKYAF 

H1LHHHAVIWAERGFLTKQGW 

SNINASLI KTLLKATLLPKEAGV 

IHCKGHQKASDP1AQGNTYAD 

K1AKEAASGPTSVPHGQFFSFSL 

VTPTYSPTKTSTYPSLLTQG K W 

FLDQGKYLLPASKAHS1LPSFH 

NLFHVGYKPLAHLLEYLISFLS 

WKSILKE!TSQ*SICYSTTPQG 


11156 


41524 


B 


11223 


1 


1156 




11157 


41525 


A 


11224 


1 


4991 




11158 


41526 


A 


11225 


-> 


590 




11159 


41527 


A 


11226 


203 


1772 




11160 


41528 


A 


1 1227 


1 


1669 




II 161 


41529 


A 


11228 


1473 


1604 




II 162 


41530 


A 


11229 


82 


159 





WO 01/075067 
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SEQ II) 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknotvn, 


NO- 


VI |)C|JIIUC 


hod 


III UOOI» 


1 «i t ■ s\ n f\ I li ret 

lucdiiun ui iiidi 


COO On IUI IdM dllllliu aliu 


"Tjiup cuuuii, / — pussioic nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sequence 






11163 


41531 


A 


11230 


1 


1323 




11164 


41532 


A 


11231 


377 


631 


LLKGKLTNRKDIHTKTPSVRHH 














HRRPKPGRDTTKKMLNQYPW* 














TSMQKSSIKYWQTESSSTSKSLS 














TMIKLASSLGCKNWKKL 


11165 


41533 


C 


11232 


1 


1677 




11166 


41534 


A 


11233 


753 


966 


FVFLWSLMMVTYRWGFGVDV 














LSVC*FSFQQS\EPQLQVCWSLL 














EVHS*PCLPGYQQRRNSCWPRG 














SCDVVIT 


11167 


41535 


A 


11234 


1253 


1459 


LSDSPKLK*RKKC*GQPERKVG 














LPTKGSPSD*QQISWQKLCKPE 














ESGGQYSTFLKKR1FNPEFHIQQ 


11168 


41536 


B 


11235 


1 


924 




11169 


41537 


A 


11236 


299 


436 




11170 


41538 


A 


11237 


259 


536 


FQKEWYQLLLVPLV/EIWL*IHL 














VLDFF*LVNY*LLPQFQSMLLV 














SSEIQLLPGLVLGECMCQGIYPF 














LLDFLWSLMMVTYRWGFGVD 














VLCVC 


11171 


41539 


B 


11238 


79 


1587 




11172 


41540 


A 


1 1239 


1608 


1763 




11173 


41541 


A 


11240 


1 


2001 




11174 


41542 


B 


11241 


1 


741 




11175 


41543 


B 


11242 


1 


1368 




11176 


41544 


C 


11243 


1 


3924 




11177 


41545 


A 


11244 


470 


619 


KVTRGWGSPHQDAG*SPCQSH 














QDQTP*GILKEHQEKARRK*RQ 














LCVLQL 


11178 


41546 


B 


11245 


1 


3546 




11179 


41547 


A 


11246 


363 


476 




11180 


41548 


A 


11247 


1 


759 




11181 


41549 


C 


11248 


376 


986 




11182 


41550 


A 


11249 


556 


821 


MS1RSTWRRAEFNSWVSFLTFR 














L VDLSLVFDDG DVQ VG F WCGC 














PSCLLVFLL/ISQDPQLQVCWSL 














QEVHSRPCSPGYQQQRLQYSEY 


11183 


41551 


A 


11250 


119 


340 




11184 


41552 


B 


11251 


1 


942 




11185 


41553 


A 


11252 


436 


732 


LHIWPFLLPCKAQNQVHCSKFC 














PLGRFPFMAVLQGCPRKGL*CC 














SCPLLGG I WISCR1IC AFRTYLRP 














IMYIPLPFADGMLLCTAHSMAR 














CFGYCSLVV 


11186 


41554 


C 


11253 


1 


1878 




11187 


41555 


A 


11254 


720 


1535 


1LPEVQGGAGT1*LSLFLIE*PLF 














LSPA*LP WPELPTLC* 1GVVRDG 














TPVLCQFSKGMLPVFAHSV 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
'-Stop codon, /^possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


11188 


4)556 


A 


11255 


2 


1059 


WLLAASPLWLCRJRP/LILAAFM 

GWQSRSALGTQSQESGKGSPD 

QVLVPQDCGPWLGSVELVSVP 

GSQAGEEPJLSENKGRVTQMKl 

PEERSGSN1CCSAIFAVLQPPLLI 

PRQTRSGVDLQQNPTDLQLRVL 

TVRRKTNK.EKGHPHQNPTCTSP 

ASKTKGALRFIKQVLRDLERAL 

DSHTIMGDFNTPLSTLDRSTRQ 

KVNKDIQELNS ALHQV DLID1 Y 

RTLHPKSTEYTVFSAPHHTYSKI 

DHTVGSKALLSKCKR1EILTNCL 

SDHSAIKLELRIKXLTQNHSTTL 

KLNNLLLNDYWVHKETKAEIK 

MVFEIDENKDTIYQNLWDTFK 

AVCRGKFIALKAHKRKQERVT 


11189 


41557 


A 


11256 


82 


159 




11190 


41558 


A 


11257 


820 


1358 


HTDGFLVWMPFLFVSFPSNSQD 

RQLQVCWRLLEVHSRPCFPGY 

QQRWLQNNRY/SVNRKCCCL1V 

PLEVLSQRSTHQHVGEWLCLL 

GRKFPAGMEACTAMLCSSSVL 

EA ATLSFS VQH RACTGG S* KPQ 

QGRVYPSEGREHNGAAAFGPF 

CSSECPASCPDPGTQPCAPGTY1 

PFFSCQT 


11191 


41559 


A 


11258 


2435 


3261 


QVRGYRCRFVTWVNCMSLRFG 

VQRIPSPSLTGTQPPVGAD*HLT 

RPGTPLR'NFQRNDQAVTFAVH 

\HIH\FVQPLLLIPMQTGSGVDLR 

QTPTDLQLRVLTVRRKTNKQK 

GHPHRNPICMSPSSKTKARQAN 

IQIQEIQRTPQR YSSRRATPRH 1 1 

VRFTKVEMKEKKLRAAREKGR 

VTHKGKPI RLTVDLL A ETLQ A R 

REWGPIFNILKEKNFQPRISYPA 

KLNFISEEEIKSFTDKQMLRDFV 

TTRPALQELLKEALNMERNNQ 

YQPLQNHAKL 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locnlioD of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 

° s StOD COdOn. ^DOSSible nuclpntirir 

deletion, \=possiblt nucleotide insertion) 


11192 


41560 


A 


1 1260 


1439 


2544 


VSSTTKEKALSVPPRWCILQKK 

NPPNHQPVSLPEVFLPQ1LKFSG 

PPHWRRIEDEYKVMRLN1GDM 

KTKKKMLEKYEQLEIRHQQKS 

RT*KAVCCIT*LSRHI1LLGQAPL 

VQQSM*QPESHHQVNPPETSYG 

IHQTPKLS*IGIK*RPWIM/MSEV 

KGYKVGNFFFAKAPNRAPPLL 

K.PRQTGSGVDLQQTPADLQLR 

VLTVRRNTN KQKGHPHQNP1CT 

SPSSKTKEVENLEKRLDKWLTR 

LTN VEKSLNDLMELKTM A REL 

HDEGTSFSSQFDQLEERVPVME 

DQMNEMKQEEKFREKRMKRN 

EQSLQEIRDYVKRPNLRLIGVPE 

SDGENGTKLENTLQDIIQENFPS 

LARQANIQIQE1QRMPQR 


11193 


41561 


A 


1 1261 


2772 


3111 


QSGPSAAGLLEFAGGPLQTLFA 

WVSAAEVGKCKGSGSSLS*PK 

KGVMDGTWKIGSLPPEYCAFPT 

G*KNGAP/LRLYPTPGSEGPTPT 

ESP*/FASTAVGDQTA RQQRGW 

GRGARH 


11194 


41562 


A 


11262 


248 


597 


drcpaawdrhpagiqssrreps 

katwtlrsklsvqdgrrdssl 

rlnckvaarlgaghppmlrlg 

lrc*ypgkqglewtssk:lqqtc 

h*gs*llkgkltnrkdihsktps 

VRHYHQR 


11195 


41563 


B 


11263 


1 


2250 




11196 


41564 


A 


11264 


1298 


1681 


G VS VPLL WG ASQLG Y LG V M DP 

LAEAVCPFSDLQLHSGRTSTVF 

KAALGQSGAHCPERCVSAQS* 

AD*RALREHKQ*FGSTLCGPVM 

VVAMELGSSTMVELVSSPANS 

VKVFLFLH1FSSTCCFLTFS 


11197 


41565 


A 


11265 


1272 


1497 


SGLLPIKVAFTKPQFLFILLRJWL 
♦RGYVFCSWKVTTPREQPQCIT 
DGYQIFIFMQKTLSCLS1LGKRT 
MSLMQ 


11198 


41566 


A 


11266 


1 


1071 




11199 


41567 


A 


11267 


788 


1286 




11200 


41568 


A 


11268 


3 


455 




11201 


41569 


A 


11269 


1 


711 




11202 


41570 


A 


11270 


225 


525 


GGGENFSYPWYLLVGCGWFSS 
SPIVPDVPPFSLLLPAQKKKPAP 
PKXPEPKPKXAPAKKGEKVPKG 
KKG K. A D AG KEGNN PAENG DA 
KTAQAQKAEGAGDAK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Inmtinn of firct 

codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnkno»vn, 

* = Stftl> CfMlnn /=n(Weihlp nitrljantifl* 

deletion, \=possible nucleotide insertion) 


11203 


41571 


A 


11271 


914 


1261 


TAKPKTN WCCRA PTSRLASTFA 

TMPFKKAECVGDAHPATVKDE 

PQRISARLSVAKPAPPKPEPKPK 

KAPAKKGEKVPKGKKGKAD\A 

GKEG\NNPAEN\GDAKTDQAQK 

A\EGA\GDAK 


11204 


41572 


A 


11272 


3 


359 




11205 


41573 


A 


11273 


440 


642 


WKAEREEIEPR/PKKAPAKKGE 
KVPKGKKGKAEAGQDGDNPTE 
NGDAKTDQGQKAEGAGDAKR 
TVSHQN 


11206 


41574 


A 


11274 


499 


723 




11207 


41575 


A 


11275 


147 


459 


STYVPLPSPPSSMPKRKAEGHA 

MGDKAKVKDEPQRRFARLS\A 

KPAPPKPEPKPKKAPAKKGEKV 

PKGKKGKAD\AGKEGE*PLQKN 

GDAKTDQAQKA\EGA\GDAK 


11208 


41576 


B 


11276 


179 


400 




11209 


41577 


A 


11277 


24 


601 




11210 


41578 


A 


11278 


266 


441 




11211 


41579 


A 


11279 


17 


570 


HQPKKDLTGFVKWPRY1RLQR 

QRAILYKRLKVHLAINQFTQAL 

ARQTATQLLKLAHKYRPETKQ 

EKXQRLLARAEKKAAGKGDVP 

TKRPPVLRAG VNTVTTL VEN K 

KAQLVVIAHDVGPIELVVFLPA 

LCRKMGVPYCQ\IKGKARLG\R 

LVHRK\TCTTCRFTQ\VNS\EDK 

G A LAK\L VEAIRTNYNDRYDEI 

R\RH WGGN VLGPKS V ARJ AKL\ 

EKAKAKELAH*TGGSYQDQLQ 


11212 


41580 


A 


11280 


175 


289 


RPCVKESG KPH LKSSTM WTTL 
KLLRI*PRRTTCSPRLS 


11213 


41581 


A 


11281 


205 


361 




11214 


41582 


A 


11282 


144 


396 


CLEVLHKILFFEMESHSVTQAG 
VQWRDLGSLQPLPPG\SSNSPTS 
ASQVAG 1 RSMRQKGRANFFVFL 
VEMGFHH VGQ A DLELLTL 


11215 


41583 


A 


11283 


241 


550 




11216 


41584 


A 


11284 


2 


106 




11217 


41585 


A 


11285 


2 


447 


PPLSRLLCPRHPHSGWPEGYSPE 
HLRCGLRSGTLRSRQALHCQVS 
SNP*PPSLWF*GCGNVL*ELCLF 
VLPVSVNLYQVLLSEIWEFHRT 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 

ui |>cunuc 

sequence 


Met 


SEQ ID NO: 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location or last 

i^A/lAn fur lad <\ m ■ r*» /*\ o t 1\ 

couon i or last amino aciu 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


11218 


41586 


A 


11286 


1 


2172 


PAGRCRTAWAVAAQQLMLSA 

A LRTLKH VLYYSRQCLM VSRN 

LGSVGYDPNEKTFDK1LVANRG 

EIACRVIRTCKKMG1KTVAIHSD 

VDASSVHVKMADEAVCVGPAP 

TSKSYLNMDAIMEAIKKTRAQ 

AVHPGYGFLSENKEFARCLAAE 

DVVFIGPDTHA1QAMGDK1ESK 

LLAKKAEVNTI PGFDG V VKDA 

EEAVRJAREIGYPVM1KASAGG 

GGKGMRIAWDDEETRDGFRLS 

SQEAASSFGDDRLLIEKFIDNPR 

HIEIQVLGDKHGNALWLNEREC 

SIQRRNQKVVEEAPSIFLDAETR 

RAMGEQAVALARAVKYSSAGT 

VEFLVDSKKNFYFLEMNTRLQ 

VEHPVTECITGLDLVQEM1RVA 

KGYPLRHKQAD1R1NGWAVEC 

RVYAEDPYKSFGLPSIGRLSQY 

QEPLHLPGVRVDSGIQPGSDISI 

YYDPMISKLITYGSDRTEALKR 

MADALDNYV1RGVTHNIALLR 

EVIIN\SRFGKRNLNT*FL\SKGF 

PEAFKGHLLTKS\EICTQFLAIAS\ 

SLFV\AFQLRAQHFQENSRMPVI 

KPDIANWELSVKLHDKVHTVV 

ASNNGSVFSVEVDGSKLNVTST 

W\NL\ASPLLSVSVDEHSEGLFQ 

CLSREAGGNMSIQFLGTVYKV 

NILTRLAAELNKFMLEKVTEDT 

SSVLRSPMPGVVVAVSVKPGD 

AVAEGQE1CVIEAMKMQNSMT 


11219 


41587 


A 


11287 


62 


2600 




11220 


41588 


C 


11288 


277 


508 




11221 


41589 


B 


11289 


94 


1440 




1 1222 


41590 


A 


11290 


57 


237 


FLHAENKAHRPGISLCGLRAQP 
RQPASRHAW*SMRSEQRPWLT 
ASGRSSGQTRSSRSLG 



WO 01/075067 



PCT/US01/08631 



SEQID 
ri\J. 


SEQ ID NO: 
oi pcpiiuc 
sequence 


Met 

hnffl 
IIUU 


SEQ ID NO: 

in 1 ISSN 

111 UOOm 

09/540,217 


Nucleotide 

luvaiion ui iirai 

codon for peptide 
sequence 


Nucleotide location of last 

rnflnn for Incl ft m inn nrili 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
h7iv|f luuviif /~j/oasiDic nucicoiiue 
deletion, \=possible nucleotide insertion) 


11223 


41591 


A 


11291 


i 


1968 


EFDYSEDKSSWDNQQENPPPTK 

KIGKKPVAKMPLRRPKMKKTP 

EKLDNTPASPPRSPAEPNDIPIA 

KGTYTFDIDKWDDPNFNPFSST 

SKMQESPKLPQQSYNFDPDTCD 

ESVDPFKTSSKTPSSPSKSPASFE 

IPASAMEANGVDGDGLNKPAK 

KKKTPLKTDTFRVKKSPKRSPL 

SDPPSQDPTPAATPETPPVISAV 

VHATDEEKLAVTNQKWTCMT 

VDLEADKQDYPQPSDLSTFVNE 

TKFSSPTEELDYRNSYEIEYME 

KIGSSLPQDDDAPKKQALYLMF 

DTSQESPVKSSPVRMSESPTPCS 

GS\SFEETEALVNTAAKNQHPV 

PRGLAPNQESHLQVPEKSSQKE 

LEAMGLGTPSEA1EITAPEGSFA 

SADALLSRLAHPVSLCG\ALDY 

LEPDLAEKNPPLFAQKLQREAX 

VHPTDVSI\SKTALYSRIRTTEVE 

KPAGLLFQQPDL\DSALQIARAE 

II\TKEREVSEWKDKYEESR\RE 

VMEMRKIVAEYEKTIAQMIEDE 

QREKSVSHQTVQQLVLEKEQA 

LADLNSVEKSLADLFRRYEKM 

KEVLEGFRKNEEVLKRCAQEY 

LSRVKKEEQRYQALKVHAEEK 

LDRANAEIAQVRGKAQQEQAA 

HQASLRKEQLRVDALERTLEQ 

KNKEIEELTKICDELIAKMGKS 


11224 


41592 


A 


11292 


63 


2203 




11225 


41593 


A 


11293 


27 


586 




11226 


41594 


A 


11294 


89 


288 




11227 


41595 


A 


11295 


1 


522 


HERFETTYFKKFP\GYYVTGDG 
CQRDQDGYYWITGRIDDMLNV 
SGHLLSTAEVESALVEH*RLLQ 
EAVAVVGHPHPCEGVNASYCFV 
TLCDGHTFSPKLTEELKKAWM 
RKRLAPFATPDYIQNAPGLPKT\ 
RSGKIMRRVLRKIVAQNDHDLG 
DM ST V A D PS\ V I S H L FS H RC LTI 


11228 


41596 


A 


11296 


2 


569 




11229 


41597 


B 


11297 


1 


990 




11230 


41598 


A 


11298 


I 


252 




11231 


41599 


A 


11299 


39 


174 


RHIYSSNEVH*KEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEIPLSSL 



WO 01/075067 



PCT/US01/08631 



SfcQiD 


SEQ ID NO: 


Mel 


SEQIDNO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno>vn, 


NO- 


ui pcpuuc 


nou 


in uodii 


location of first 


codon for last amino acid 


*=Slop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sequence 






11232 


41600 


A 


11300 


16 


379 


1LDTSPMRWTQKNFSM1LAQPE 














qqcktlsqnknk.drrik.kk.ee 














KKKKKKKKKKKKKKKKKKKK 














KKKKK*EKEKEKEKEKKKEKE 














EEKKK7QEEEEEEEEEEEEEEEE 














EEEEEEEEEEERRRR 


11233 


41601 


A 


11301 


1 


249 




11234 


41602 


A 


11302 


1 


353 




11235 


41603 


A 


11303 


1 


847 




11236 


41604 


A 


11304 


3 


224 


QEKKRRKEKKK\KEEEEEEEEE 














EEEEEEEEEEEKKKKKKKKKK 














KKKKKKKKKKKKKKKKKKKK 














KKKKKKKKKGRKTDLAVDPV 


11237 


41605 


A 


11305 


1 


417 




11238 


41606 


A 


11306 


1 


1314 




11239 


41607 


B 


11307 


1 


133 




11240 


41608 


A 


11308 


45 


266 




11241 


41609 


A 


11309 


35 


313 


FLQMEDTYIVTKLLLLLRFAWL 














YLDLVFVLI*YRKKRRKKKRKK 














KEKEKEKEKKKKKKKKKKKK 














KKKKKKKKKKKRKKEMALQS 














CSLWYLYA 


11242 


41610 


C 


11310 


240 


391 




11243 


41611 


A 


11311 


1 


579 




11244 


41612 


A 


11312 


141 


410 


PEPILTMESKGM WQLFELTL/H 














NSKVNTLSKELHSEFSEVMNE1 














WASDQIRSAVLISSKPGCF1AGA 














DINMLAACKDPSRSNTAITRKH 














RE 


11245 


41613 


A 


11313 


1 


358 


K WFTPMEFEIKGG YA * SKN WR 














LSVRCGGWPLRRLMEEGSLPNP 














SR1YYRNKLR1LKSQNNSSVDPC 














MRNLDECE VCRDG WELFCCDT 














CSRVFHDDCHIPPVESEKMKES 














AGSQQCCQES 


11246 


41614 


A 


11314 


1 


921 




11247 


41615 


A 


11315 


108 


2765 





WO 01/075067 
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SEQII) 

PI V/. 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

III UOijIi 

09/540,217 


Nucleotide 

1 or at inn nf firct 

IULoIIUII III III 91 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last dmino iicid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*ss St fin rnHnn /=nAcc!hl« nui'lAAtiflit 

oiu p Luuuiif /- 'pusaiuic nucicoiiur 

deletion, \=possible nucleotide insertion) 


11248 


41616 


A 


11316 


98 


2418 


AKLMAQQGQQGQMASGDSNL 

NFRMVAEIQNVEGQNLQEQVC 

PEPIFRFFRENKVEIASAITRPFP 

FLMGLRDRSFISEQMYEHFQEA 

FRNLVPVTRVMYCVLSELEKTF 

GWSHLEALFSR1NLMAYPDLNE 

IYRSFQNVCYEHSPLQMNNVN 

DLEDRPRLLPYGKQENSNACHE 

MDDIAVPQEALSSSARCEPGFS 

SESCEQLALPKAGGGDAEDAPS 

LLPVSCKLAIQIDEGESEEMPKL 

LPYDTEETFDLKTPQVTNEGEP 

EKGLCLLPGEGEEGSDDCSEMC 

DGEERQEASSSLARRGSVSSEL 

ENHPMNEEGESEELASSLLYDN 

V PG AEQSA YENEKCSCVMCFS 

EEVPGSPEARTESDQACGTMDT 

VDIANNSTLGKPKRKRRKKRG 

HG WSRM RMRRQKNSQQNDNS 

KADGQVVSSEKKANVNLKDLS 

KIRGRKRGKPGTRFTQSDRAAQ 

KRVRSRASRKHK.DETVDFKAP 

LLPVTCGG VKG 1 LH KKK LQQG I 

LVKCIQTEDGKWFTPTEFEIKG 

GHARSKNWRLSVRCGGWPLR 

WLMENGFLPDPPRJRYRKKKRI 

LKSQNN SS VDPCMRNLDECE V . 

CRDGG ELFCCDTCSR VFHEDCH 

IPPVEAERTPWNCIFCRMKESPG 

SQQCCQESEVLERQMCPEEQLK 

CEFLLLKVYCCSESSFFAKIPYY 

YYIREACQGLKEPMWLDKIKK 


11249 


41617 


A 


11317 


1 


1210 




11250 


41618 


A 


11318 


1 


743 


MRYKKEQPLFLPKYDLGADAA 

ILQPQEEDCGSTQVRGGHHRTK 

TEETGLLVTSLNQGIKPHDSVT 

KLLSPQRSSVLFLLLITSGVHTD 

SSKAVLESRRSLGYEASFLEYF 

QSFYKLFPVDRLYAWHCSDHR 

NTTVTAINTDRPGLLTLSLTVTI 

GQGSKKAPSGFSHISPAPTVKQ 

QPILCDDRDFSPSSFPSTNTPSQF 

ATNEVLTTGPPPGAG/CCQYSTI 

TRKTGPNCQAGGCPGGARPAK 


11251 


41619 


A 


11319 


314 


486 




11252 


41620 


A 


11320 


3 


122 




11253 


41621 


A 


11321 


1 


289 




11254 


41622 


A 


11322 


1 


399 




11255 


41623 


A 


11323 


3 . 


259 



WO 01/075067 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11256 


41624 


A 


11324 


1 


369 


M PATWEA EA RESH KREFETH U 

VQHSETPSE.KEEEVEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEGEEEEEEEEEEEEEEEEEEE 

GEEEEEEEEEEEEEEDEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEGEEEEEEEEEEEEEEEEE 

EEGEEEEEEEEEEEEEEDEEEEE 


11257 


41625 


B 


11325 


1 


441 




11258 


41626 


A 


11326 


1 


267 




11259 


41627 


B 


11327 


1 


234 




11260 


41628 


A 


11328 


1 


383 


MVRPFLYKKIKEEEEEEEEEEEE 

EEEEGEEEEEEEEEEEEEEEEEE 

EGEEEEEEEEEEEEEEEEEEDKD 

DEEER/EKKEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEKKHSL*DPD 

LGEKENKGQRKRKLARGTSQP 

SLSPGGSDPLGA 


11261 


41629 


A 


11329 


305 


625 


VAPGDRHAFPLAPSGLSPELTLP 

QTQCCAQATVQGLEGTRSWSQ 

SGTSSLSPWSHTSLRRRRKEEG 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEE/IEEGEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEAKTQ 


11262 


41630 


A 


11330 


294 


501 


AFDKQPRGRGRVVKEEVLKKK 
KKEEEKEEEGEEEEEEEEEEEEE 
E/EEDEEEEEEEEEEEEEEEEEEE 
EEEEEEEE 


11263 


41631 


C 


11331 


618 


966 




11264 


41632 


B 


11332 


1 


332 




11265 


41633 


A 


11333 


1 


705 




11266 


41634 


A 


11334 


1 


417 




11267 


41635 


A 


11335 


1 


639 




11268 


41636 


A 


11336 


2 


2347 


LMLVV1FNGTERIEDLRKPPSFD 

A 1 LGGG LRVLFFQNEAHPPFAS 

WRNNEEARTDRPSQQLRSLNG 

KWRLMRYFLLTHLCETLVKVK 

DAEDQLGARVGY1ELDLNSGKI 

LESFRPEERFPMMSTFKGLLCG 

AVLSR1DAGQEQLGRRIHYSQN 

DLGEYSPVTEKHLTDGMTVRE 

LCSAA1TMSDNTAANLLLTTIG 

GPNELTAFLHNMGDHVTRLDR 

SEPELN EA1PNDERDTRCLGQW 

QQRSQTINWPTTTLAP 


11269 


41637 


A 


11337 


56 


243 


YSCLMFPQDGE*LEKEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEN 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540\2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid .sequence ( \=Unknown, 
* = StOD codon. /=no<;sihl^ nnrl^nf iili* 

deletion, \=possible nucleotide insertion) 


11270 


41638 


A 


11338 


1 


503 


MKHQHFALLVPEKFLIAQSTAS 

RVDRRQIWRDVSSERGEISQCL 

KVGTSLNSTDVSAVEAVRATV 

LG SGTLTPTV LRSN AG P YTRJ ST 

VPACLLGQEEEEEEEEEEEEEEE 

EEEEEEEVEEEEEEEK/EEEE/EEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEGEEEERRKS 


11271 


41639 


A 


11339 


1 


651 




11272 


41640 


A 


11340 


1 


2184 


MNIDAN1PNK1LENR1QQHIKKL 

IHHDQVGFIPGMQGWFNIRKSI 

NVIQHINRTKDKNCMIISIDAEK 

AFDK1QQCFM LETLNKLG IGGT 

YLK 1 IRA I YDKPTANIILNGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGVQLGKE 

EVKLSLFADDMIVYLENPIVSA 

QHLLKLISNFSKVSGYKINVQK 

SQ A FL YTNN RQTENQI M SELPF 

TI ASKRIKYRG IQLTRDLKDLFK 

ENDKPLLKEIKED/DKEMEEHS 

MLMGRKNQYRENSHAAQELE 

KNYFKVHMEPKKSPHYQVNPK 

PKEQSGRHHVT*LQTILQGYSN 

QNSMVLVPKQTYRSMEQNRSL 

RN1MATYLQLSDL*QTQEKQAM 

GKGFPI**MVLGKLASHM*KPE 

TGSLPYTLYKNQFKVD*RLKR* 

T*NHKNQRRKPRHYHSGHRHG 

QGLHV*NTKINGNKNQN*QMG 

SN*TKELLHSKRNYRQSDQATY 

KMGENFHNLLIRQRANIQNVQ* 

TQTNLQEKNKQPHQKVGEGHE 

QTLLKRRHLCSQKTHEK\NSPSL 

AI REMQI KTTMRYHLTPVRM Al 

IKKSGNSRKH IQKKEEEEEEEEA 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEKCSLKHTEAPCVKGIETIFW 

NKFSLCDITKSYLSGVQKLEER 

AHKVKLALKFKKEIKMALHGG 


11273 


41641 


A 


11341 


1 


870 




11274 


41642 


A 


11342 


2 


259 


GSTISCARCAELRGSASRFRPLP 
AAAMKWMFKEDHSLEHRCVE 
SAKIRAKYPDRVPNLTMGQLYE 
K.EKDEDG FLC VA YSG ENTFG F 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 

sequence 


Mel 
hod 


SEQ II) NO: 

in INSN 
09/540,217 


Nucleotide 

coclon for peptide 
sequence 


Nucleotide location of last 

rnHnn fnr loci o m mA o s»i rfl 

cwjuii ivi lost aiiiinu uciu 

or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
— oiop couun, / = possioie nucleotide 
deletion, \=possiblc nucleotide insertion) 


11275 


41643 


A 


11343 


I 


461 


GCRCRCRRRCCCARCAELRGS 

ASRFRPLPAAAMKWMFKEDR 

W\LEHRCVESAK\IRAKYPDRVP 

VIVEK/VSQGSQJVDIDKRKY\L 

VPSDITVUQFMWIIRKRIQLPSE 

KAMFLFVDKTVPQSSLTMGQLY 

EKEK\DEDGFLYVA\YSGRGTLF 


11276 


41644 


A 


11344 


I 


966 




11277 


41645 

* 


A 


11345 


1 


1037 


RPPFPVPGVQKCPLPTRGGLHIG 

RWLRDRAGPPEAQDGTGGRSR 

SRRRPPALPNSRPSPVASGREM 

VVLSVPAEVT\VILLDI\EGTmP 

IAFVKG/DILFPYIERKMLKXEYL 

QTHW\EEEEFQ\QDVSLFEGNK 

A\EEDAHLDG\AVPIPGKHLGIG 

V\DD\LQQM[\QAVVDNVCWQM 

SLDRKTTALK\QLQGH\MWRAA 

FTAGRMK\AEFFADVVPA\VR\K 

WREAGVMKVYIYSSGSVEAQKL 

LFGHSTEGD1LELWDGHF\DTKJ 

GHKRRRVKVTRK\IADS1\GCST\ 

NKHFVFWTDVTSRRASAGLRE 

AGCCTLAVV\VRPG\NAG1NR*L 

RKTYYSLITSFQWNYYLPSST 


11278 


41646 


A 


11346 


346 


858 




11279 


41647 


A 


11347 


1 


234 




11280 


41648 


A 


11348 


1 


1696 




11281 


41649 


A 


11349 


I 


234 




11282 


41650 


A 


11350 


1 


1696 




11283 


41651 


A 


11351 


1 


211 




11284 


41652 


A 


11352 


1 


417 




11285 


41653 


A 


11353 


1 


1458 




11286 


41654 


A 


11354 


219 


329 




11287 


41655 


A 


11355 


132 


451 




11288 


41656 


A 


11356 




996 




11289 


41657 


A 


11357 




867 


MARLWGALSLWPLWAAVPWG 

GAAAVGVRACSSTAAPDGVEG 

PALRRSYWRHLRRLVLGPPEPP 

FSHVCQVGDPVLRGVAAPVER 

AQLGGPELQRLTQRLVQVMRR 

RRCVGLSAPQLGVPRQVLALEL 

PEALCRECPPRQRALRQMEPFP 

LRVFVNPSLRVLDSRLVTFPEG 

CESVAGFLACVPRFQAVQISGL 

DPNGEQVVWQASGWAARI1QH 

EMDHLQGCLF1DKMDSRTFTN 

VYWMKVND*SFATGAEDSGY 

QDANTFTLSWANLTWHQLGW 

LAYDRKLDCQGMAD 


11290 


41658 ~ 


A 


11358 


3 


226 




11291 


41659 


A 


11359 


1 


756 





WO 01/075067 
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SEQID 

NO* 


SEQ ID NO: 

ui pcjinuc 

sequence 


Met 
hod 


SEQ ID NO: 
in IKSN 

III UOOI^I 

09/540,217 


Nucleotide 

lUCalllin UI IliM 

codon for peptide 
sequence 


Nucleotide location of last 

f n/frtn frti* Inct amino nrirl 

LUUVII III! IujI OK III 

of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 

'=Clnn Pittitin /— fwbc c i tit nn/>laAlii(A 

— oiup ivuuh, /- (JUaaiuic nucicOIIOC 

deletion, \=possible nucleotide insertion) 


1 1292 


41660 


A 


1 1360 


35 


142 




11293 


41661 


C 


11361 


151 


484 




11294 


41662 


A 


11362 


1 


1245 




11295 


41663 


A 


11363 


2 


1464 


CQAKFIMNRLKK/NERQKVQDI 

ICEVKQNIHLIRASFAGKGKQLE 

EKMQPLEPEAIMLSELMQEQKT 

KCRMFSLISGKHGVHMDSKTG 

ATDSGAYLRVEEIQTTIREYYK 

HLYANKLENLEEMDKFLDKYT 

LPRLNQEEVESLNRPITGAEILAI 

ISSLPTKKSPGPDGFTAEFYLRY 

KEELVPFLLKLSQS1EREGILPNS 

F YE A S 11 LI PKPG RDTTKKENFRP 

ISLMNIDAKILNKILANRJQQHI 

KKLIHHDQVGFIPGMQGWFNL 

RKSINVIQHINRAKDKNHMIIS1 

HEEKAFDKIQQPFMLKTLNKLG 

IDGTYLKIIRAIYDKPTANIILNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARAIRQEKEIKGIHL 

GKEEVTLSLFADDM1VYLENP1 

VSAQNLLKL1SNFS1CVSGYKIM 

VQKSQ A FL YTNN RQTESQI M S E 

LPFTI A SRRIK Y LG 1 Q LTRDM K D 

LFKENYKPLLSEIVTVF 


11296 


41664 


A 


11364 


41 


559 




11297 


41665 


C 


11365 


63 


370 




11298 


41666 


A 


11366 


3 


211 




11299 


41667 


A 


11367 


47 


358 


PDMGLEDEQKMLTESGDPEEE 

EEEEEELVIGLRLSVHTGNLGRP 

GM*NFPLLLSIQN*MGDPHSAIS 

GGQCGSASWPSARJPLQQVREQ 

CRASWKKCVK\ARERLEL\CDE 

R\*SSRSHTEEDCT\EELFDF\LH 

A\RDHC\VAHKLL*QLAFCTDPP 

TTSERAMPSQLEEMCKRPGSG 


11300 


41668 


A 


11368 


1 


2082 





wo 



01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Ston codon. A=nossible nnrlpntirfp 
deletion, \=possible nucleotide insertion) 


11301 


41669 


A 


11369 


1 


2013 


MKHLKRWWSAGGGLLHLTLL 

LSLAGLRVDLDLYLLLPPPTLL 

QDELLFLGGPASSAYALSPFSAS 

GGWGRAGHLHPKGRELDPAAP 

PEGQLLRJEVRALGVPFVPRTSV 

DAWLVHSVAAGSADEAHGLL 

GAAAASSTGGAGASVDGGSQA 

VQGGGGDPRAARSGPLDAGEE 

EKAPAEPTAQVPDAGGCASEE 

NGVLREKHEAVDHSSQHEENE 

ERVSAQKENSLQQNDDDENKI 

AEKPDWEAEKTTESRNEGISLG 

DIPLPGS1SDGMNSSAHYHVNFS 

Q A I SQD VN LH E A I LLCPNNTFR 

RDPTARTSQSQEPFLQLNSHTT 

NPEQTLPGTNLTGFLSPVDNHM 

RNLTSQDLLYDLDINIFDEINLM 

SLATEDNFD\PIDVSHLFDEPDS 

DSGLTLDSSHNNTSD1KSNSSHS 

VCDEGA1GYCTDHE\SSSHHDL 

EGAVGGYYPEPSKLCHLDQSDS 

DFHGDLTFQHVFHNHTYHLQP 

TAP\ESTS\EPFPW\PGGRSQEGL 

RE'DTLKDTDRNLSRDEQRAK 

ALHIPFXSVDEIVGMPVDSFNSM 

LSRYYLTDLQVSL1RDIRRRGK 

NK V A AQNCRICRKLDI I LN L E DD 

VCNLQAKKETLKREQAQCNKA 

IN 1 MKQKLHDL YHDIFSRLRDD 

QGRPVNPNHYALQCTHDGSILI 

VPKELVASGHKKETQKGKRK 


11302 


41670 


A 


11370 


3 


255 




1 1303 


41671 


A 


11371 


1 


1611 




11304 


41672 


A 


11372 


109 


207 


MLCLQRFYM1FVDFQSRPQF*L 
KSCQHIISCHQ 


11305 


41673 


A 


11373 


1 


666 




11306 


41674 


A 


11374 


1 


1254 
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SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11307 


41675 


A 


11375 


33 


1458 


KLPLKAKMGKEKTHINIVVIGH 

VDSGKSTTTGHLIYKCGG1DKR 

T1EKFEKEAAEMGKGSFKYAW 

VLDKLKAERERGITID1SLWKFE 

TSKYYVT1 1 DA PGHRDF1 KNMIT 

GTSQADCAVL1VAAGVGEFEA 

GISKNGQTREHALLAYTLGVK 

QLIVGVNKMDSTEPPYSQKRYE 

EIVKEVSTYIKKIGYNPDTVAFV 

PISGWNGDNMLEPSANMPWFK 

GWKVTRKDGNASGTTLLEALD 

CILPPTRPTDKPLRLPLQDVYKI 

GGIGTVPVGRVETGVLKPGMYV 

VT\FAPDNVTTEV*SVEMHHEA 

LSEALPGDN/VGAFNVKNVSVK 

DVRRGNVAGDSKNDPPMEAA 

GFTAQVI1LNHPGQISAGYAPW 

LDCHTVAHIACKF\AELKKK1\DR 

RF\GKKLED\GPK\FWKSGDAAI 

VDMVP\GKP\MCVESFSDYPPL 

GPFAVHDMRQTWAGGAHQKQ 

VDKKVA AG A\G KVTK\S AQKAQ 


11308 


41676 


A 


11376 


1 


880 




11309 


41677 


A 


11377 


1304 


2340 


KETEAQRKRLRRNEPEEQEIRT 

RKTRSPQTPDQQTYKKGRNER 

LCGISQPTKEPTRGGFCRFRNPP 

STMRIFACWGKPAWTACCNSLR 

ARRMLMERNARAAGSRKRMG 

RMDCWARVLDIXNLAAEAKSEP 

EKKAGVKRICKRRCTGSSFDU 

DY*LFNGDYYDRMYSYP\ARVP 

PPPPIARAVVP\SKRQRVSGNTS 

RRGKSGFNSKSGQRGSSKSGKL 

KGDD\LQAIKE\ELT\QIKRKSGF 

LFLGKTWEKIEKEQSKQAVEM 

KK**SQKEEQSSQLR*KKDET*C 

¥ RLbVLKGOA\EDSA\EEGDLLD 

DDDNEDRGDDQLELIKDDEKE\ 

AEEEEDDRD\SANGR\DDSLST 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11310 


41678 


A 


11378 


80 


1141 


ETQNRISSPSPSCEIFLIFSYIFRL 

CEK P YHQTRSASN VTN KTDPRS 

MNS\RVFIGNLNTLVVKKSDVE 

A IFSK YGKIWGCS VHKG FA LSF 

SMLMKRNARAAVAGVEDGRMl 

AGQVLDrNLAAEPKVNRGKAG 

VKRSAAEMYG/SQ*QNTLLRPL 

YFSSSFDLDYDFQRDYYDRMY 

SYPARVPPPPPIARAVVPSKRQR 

VSGNTSRRGKXSGFNSKEWNSG 

VSSKFWKR*KGDDLQ\AIKEEL 

T\QIKQKVDSL\LENLEK1EKEQS 

KQAVEMKNDKSEEE\QSSSS\LK 

KDETVNLKMESEGGCRLTLPEE 
r,np\i r>** vr»P**Pcri<TMr>PAr;<: 


i ni i 


4 

tlU / 7 


A 


1 R70 

I 1 J/7 


i 
l 


i n4 




inn 


*T 1 UOu 


A 
r\ 


1 1 JO\J 


i 
i 






11313 


41681 


A 


11381 


397 


898 




11314 


41682 


A 


11382 


1 


663 




11315 


41683 


A 


11383 


44 


398 


ATMLGLNIISRKWFYKSSEKSL 
GLRGGLGRPLAFTLYSLLQAAL 
LCVNAIAVLHE/ERRISSKNICA 
n n t r t f c\ i c\ mj i vj p \c p ph i v c n i 

UU 1 ix 1 IVJlvJ Wl W DPkX.KvJl ixov^L/ 

MNLIRSVRTEMRVPLIIVNSIAI 
VLLLLFG 


11316 


41684 


A 


11384 


3 


754 


GLYYRKCQLISKEDVTHDTRLF 

CLMLPPSTHLQVPI/GEHVYLKL 

P1TGTEIVKPYTPVSGSLLSEFKE 

PVLPNNKYIYFLIK1YPTGLFTPE 

LDRLQIGDFVSVSSPEGNFKISK 

FQELEDLFLLAAGTGFTPMVKI 

LNYALTDfPSLRKVKLMFFNKT 

EDDI1 WRSQLEKL AFKDKRLDV 

FFVI ^API^PWWHK'nrJHr^PAI 1 

OCT W rvrvlN L,L/i\.orV V L» V^l^VJi V r 
FTFOPiVRl I HHI >JFQK1\JFIHQFT 


i ni7 


*T 1 UO J 


A 


1 1 JO J 


i 
l 


1 / oj 




i nix 


1 1 UOU 


A 
c\ 


1 1 386 




j\jy 




11319 


41687 


A 


1 1387 


511 


728 




11320 


41688 


A 


11388 


I 


100 




11321 


41689 


A 


11389 


1 


777 
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SEQ ID 

Pi V/. 


SEQ ID NO: 

oi pcpiiuc 
sequence 


Met 

null 


SEQ ID NO: 

in 1 iCCM 
III UOijIi 

09/540,217 


Nucleotide 

i oca nun oi iirst 

codon for peptide 

sequence 


Nucleotide location or last 
cvuuii iur idM aininu aim 

or peptide sequence 


Amino acid sequence ( X=Unknown, 

— cuuuitt / = poasiuie nucieoiioc 
deletion, \= possible nucleotide insertion) 


11322 


41690 


A 


1 1390 


2 


707 


PNPKCR*VFPVFLFYKPI*PFPSS 

PA/SL1ARPS*VPILPQPPLL/TPY 

NPPTTSPPHTRSGLQFSSATSSSP 

PAQQFPLREVAGAEGIVNAHVP 

FS L S D LSQ I SQH LG S FSSD PTK Y 1 

QEFR YLTLS YNLT WSDLN VI LT 

STLSPDERERVFPVSQSH/V**P/ 

SGFMSQTSRKALEQFPERJPQW 

NYQANSPGKNFKN*NLALKPH 

NRN*STLPSTCTIIERKQPDGNA 

FLSYNYLPP 


11323 


41691 


A 


11391 


2 


339 


LLLFRSLPAKLNQAPILPWPL/PP 

PPYNPSITSPVHTWFSLQFHSET 

SPPPPAQQFPLRAVAGTEG1VR 

MNGKEFFLQPNLTLITAGFKSQ 

TSRKALEQFPER1PNGTIRQIPQ 


11324 


41692 


A 


11392 


1 


993 




11325 


41693 


A 


11393 


3 


1127 


TKETRFIHGPKTPAPVTDWEGS 

LPLVFNHCRDASLHHSRFKGVR 

PHRDTCLGPSPLAASPAFLGKG 

QAAHCQAELSPNSSSASTPPPY 

NPSITSPPHTRSGLQFSSATSSSP 

PAQQFPLREVAGAEGIVRVHVP 

FSLSDLSQISQCLGSFSSDPTKY 

TQEFQCLTLSYNLTWSDLNVIL 

TSTLSPDEWERVSSLAQSHADN 

\PGFTSQTSRKALEQFPE/TDPQ 

WNHQANSPG1ARRDYMVSCLV 

EGLKKAAYKAVNYDKLKETTQ 

GEDENPAQVVARLAATLRRFT 

ALDPEGPEGRLILNMHF1TQSAP 

DITKKLQKLESGPQTPQQELINL 

TFKVHMNGEETDAARSPWKPP 

GPSRTPSFRACFPCPHNFCGY 


11326 


41694 


A 


11394 


1 


312 




11327 


41695 


A 


11395 


I 


244 


MFADR*LFSTTHQS\IVPLYL\LF 

GA*AGVLATAVLSLL1RAELGQP 

GNLLGNDHIYNVIVTAHAFVIIF 

FIVIPIIIGGFGN'LVPLIIGAPDM 

AFPRINN1SF*LLPPSLLLLLAS\A 

IVE\AGAGTRLNKSYPP\LAGNY 

SHPWKPPVDLTIFSLHLAGVSS1 

LG A INFITTI IN 1 KPPA 1TQYQTPL 

FV*STTHQSHRTTIPIYSAHELA 

SSPQPLSLLIRAELGQPGNLLGN 

DHIYNVIVTAHAFVIIFFIVIPIIIG 

GFGN 


11328 


41696 


A 


11396 


1 


1287 




11329 


41697 


A 


11397 


3 


583 
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SEQID 

NO: 


SEQ ID NO: 

of rw^ntidp 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11330 


41698 


A 


11398 


3 


419 


ILSISKLRTSLAGEGSVDTPKAS 

GVTRHIKGPGVAAEMSAFILPL 

PG*VSPGW£WAASAVLNGLRT 

TLALRRGVCLIRSRPGTLGLED 

GASPRTESLHTGTACKGAVDGS 

SEVDEKLKRIALDFLGLHGGDD 

PRSSWH 


1133! 


41699 


B 


11399 


I 


1242 




11332 


41700 


C 


11400 


504 


755 




11333 


41701 


A 


11401 


155 


710 


ETETTGEREGSLSNHPSNPTAA 

GLSLDTMKSHCPNHSSLLSTAA 

SPPKLWRCFKEEHXELAVLGAP 

PKPLLPPTSHRDPTSASVYLRAP 

THVVWSLFKHPLS*TPCCMGF\I 

AFAWSVKSRDRKIGCERDPGPI 

AYASTAK\CLN\1WALILGLLHD 

HSGSSSSPVLIVPGLWDRSGGIT 

GGQELCP 


11334 


41702 


A 


11402 


I 


1158 




11335 


41703 


A 


11403 


80 


996 


LKG KFLSM SG\ALD VLQMKEE 

DVLKFLAA\GTH\LGGTNLD\FH 

MEQYIYKRKSDG1Y11YLMRTW 

EKLLALAARA1VAIENPADVSAI 

SSRNTGQRAVLKFAAATGATPI 

AGRFTPGTFTNHIQAAFRE\PR\L 

LVVTDPRADHQPLTEASYVNLP 

T1ALCNTDSPLRYVDIAIPCNNK 

GAHSVGLMWWMLAREVLRM 

RGTISREHPWEVMPDLYFYRDP 

EEIEKEEQAAAEKAVTKEEFQG 

EWTAPAPEFTATQPEVADWSE 

GVQVPSVPIQQFPTEDWSAQPA 

TEDWSAAPTAQATEWVGATTD 

WS 


11336 


41704 


A 


11404 


1 


819 




11337 


41705 


A 


11405 


1 


1032 




11338 


41706 


B 


11406 


63 


344 




11339 


41707 


A 


1 1407 


49 


281 


FFKSTVCSFQKQFQTLPVPIGGS 
IMY*DISDHRGQR**NVGPCGH 


11340 


41708 


A 


11408 


985 


1213 


TQCVTINY*GMKWGSFGYIVFH 
KDGCAL1DKRFHTFCVSFKGSQ 
IQSSAAFLIPDVQVHQRLQKDF 
QGLMVPIVGS 


11341 


41709 


A 


11409 


1 


774 




11342 


41710 


A 


11410 


3 


249 




11343 


41711 


A 


11411 


3 


619 




11344 


41712 


A 


11412 


3 


493 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO* 


f\f nt*ntiftp 


hod 


in t J<vSN 

III VJiJOl ~ 


Inratinn ft f ft ret 


rnriftn for lact amirn arirl 
luuuh mi idji niiiiuu dim 






sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






11345 


41713 


A 


11413 


3 


292 


DALPRWPSGSGDGGAVREAGQ 














QGTRLERPAAVLIRAADPGRRT 














Q A L A/G LPRG * PH PRM DPPESFQ 














ATGGTQQMTSTAPSWLTM'LR 














SVSGW*ELKD 


11346 


41714 


B 


11414 


190 


315 




11347 


41715 


A 


11415 


227 


545 




11348 


41716 


A 


11416 


1 


1896 




11349 


41717 


B 


11417 


52 


1822 




11350 


41718 


A 


11418 


1 


458 




11351 


41719 


C 


11419 


196 


327 




11352 


41720 


A 


11420 


258 


375 


TRALSKFGSSRVEQS*AGYSGP 














GTP*EGGSGILGETVC 


11353 


41721 


A 


11421 


3 


854 




11354 


41722 


A 


11422 


1 


434 


MTVSKNKCHTKGGKKGTEKK 














VVASFSKIYWYNVKAPAMFSIR 














NIGKALVIGTHGTDFVSDGFKG 














GLIEIPDSIGKDK.EKACRSIYPLH 














DVFVRKVKMLKKPKFELGKLM 














ELHGEGRSSGKATGNESGA/KV 














E*ADGYGSPAQKSF 


11355 


41723 


A 


11423 


1 


642 




11356 


41724 


A 


11424 


260 


534 




11357 


41725 


A 


11425 


1 


438 




11358 


41726 


C 


11426 


391 


750 




11359 


41727 


A 


11427 


786 


926 


AQGQRQETIQGGRSLSRTLYL* 














GRSGTSLSQKLAQLSSLTGDST 


11360 


41728 


A 


11428 


488 


649 


VLQLLKVAHPELFIPPGGFVFSL 














TSGVKLHT*ALQLLKVAHPELL 














IPPGSWSH 


11361 


41729 


A 


11429 


1 


2028 




11362 


41730 


A 


11430 


1022 


1417 


SLMGTSTSSALGMHVPRAITRD 














VLSAPV1VSGNTAKFCTMLGHF 














LKKTRTERRDIQAP*SFISLPPKS 














TWEKLSSAAMVSTLR*GASDQ 














K/C*LLGGNDRVSLIVIQVEG\PL 














QDPGTLGRLLQSLTVKRISV • 


11363 


41731 


A 


11431 


1 


535 




11364 


41732 


A 


11432 


3 


1186 




11365 


41733 


A 


11433 


201 


458 


QVDGCIPELKV*F*KKRGRRGR 














RG RRRRRRGRRREEGGGGGGG 














SFWRTH HTKPKDQHKJCDTMG 














HFRSCAFQEGFVVHVPLLSSEK 


11366 


41734 


A 


11434 


1392 


1532 


AQGQRQETIQGGRSLSRTLYL* 














GRSGTSLSQKLAQLSSLTGDST 


11367 


41735 


A 


11435 


1253 


2820 




11368 


41736 


A 


11436 


1504 


1718 


VIGIWALALGILARPQRGFHVV 














HLQDVGGAAA*AAKGLLRNVV 














R**VDQVQVSGAQG1AGVVVT 














VGGEEDF 


11369 


41737 


B 


11437 


1 


1383 
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StQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


StQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of las 
codon for Inst amino acid 
of peptide sequence 


[ Amino acid sequence ( X=Unknown, 
o*u|r luuuij, / — |hj»idic nucleotide 
deletion. \=possiblc nucleotide insertion) 


11370 


41738 


A 


11438 


*» 


310 


VHGRASSLGVG/TPIPKGHGQ1K 
P/DRLKPPVYGACKLLDMELEM 
AFFVGPGNRLGEP/IPISKAHEPI 
FG M V L MN A WS A RH I QK WE Y V 
PLGPFLGKSFGTPVKSS 


11371 


41739 


A 


11439 


1 


1337 


MSF1PVAEDSDFPIHNLPYGVFS 

TRGDPRPR1GVAIGDQ1LDLSIIK 

HLFTGPVLSKHQDVFNQPTLNS 

FMGLGQAAWKEARVFLQNLLS 

VSQARLRDDTELRKCAFISQAS 

ATMHLPAT1GDYTDFYSSRQHA 

TNVG1MFRDKENALMPNWLHL 

PVGYHGRASSVVVSGTPIRRPM 

GQMKPDDSKPPVYGACKLLDM 

ELEMAFFVGPGNRLGEP1PISKA 

HEHIFGMVLMNDWSARD1QKW 

EYVPLGPFLGEEFWGHCLLPW 

VVPMDALMPFAVPNPKQGPRG 

PCRYLCHDEPYTFDINLSVNXLK 

G\EGMSQAAT\ICKVQILKYMY 

WTXMLQQAHSPTLSNGQNLARP 

GDLLGFLGPI\SGPGAQKNFGS\ 

MLELSWKGTKP\ID\LGNGQTVR 

KFLLD\GDEVIITAMATRDFKW 

YS\QGDGY\RIGFGQ\CAGKVLP 

ALLPIMRFFLLF 


11372 


41740 


B 


11440 


100 


383 




11373 


41741 


A 


11441 


1 


263 


MEYYA A1KKDEFMSFVRI WMK 
LETHLSKLSQGQKTKHRRFSLI 
DG/I HHRSFTRTENSSQRTGRKC 
WN* * PTCGLARS WFGKTWSGN 


11374 


41742 


A 


11442 


2 


160 




11375 


41743 


A 


11443 


150 


308 


CLHR*GRGSPRPGPGGGSTGGA 
GPGAGPSLAPPLPAQNAEGLGG 
RRRGNKYL 


11376 


41744 


A 


11444 


1 


372 




11377 


41745 


A 


11445 


49 


177 


SQQGLYAKPTSSQAL*GDGQAS 
AEMGR1LSYE*EHAVFGFSSL 


11378 


41746 


B 


11446 


1 


420 




11379 


41747 


C 


11447 


1 


334 




11380 


41748 


C 


11448 


I 


268 




11381 


41749 


C 


11449 


1 


564 




11382 


41750 


A 


11450 


1 


264 




11383 


41751 


A 


11451 


33 


194 




1 1384 


41752 


C 


1 1452 


1 


309 




11385 


41753 


A 


11453 


I 


738 




11386 


41754 


A 


11454 


1 


2028 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotton for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11387 


41755 


A 


11455 


-» 
j 


1008 


LKDAVFSIR1SPESQKLFAFQWE 

DPESG VTTQ YTWTQLTQG FEN S 

PTIFGEALARDLQKFPAKDLGCI 

LLLYMDDLLLGHSTAVRCAKG 

MDALLQHLEDCGYKVSKKKA 

QICRQQVTKWGDWERFEWEPL 

QQQAFCKLKEK.FMSAPALGLP 

DLTKPFTLYVSEREKTAVGVLI 

QTVGPWPTPVAYLSKQLDGVS 

KGWPPCLRALAATALLAQEAD 

KLTLVQNLNIK.APHAVGTSAQ 

KPELIALTRALELSEGTWMKLE 

T1ILSKLSQGQK/DQTLHVLTGIS 

RST* ACSCL ASLQ VGLETGSQL 

S LEN PLR VG IQRRRCFTC A VDG 

EGFLLGVPMA 


11388 


41756 


A 


11456 


677 


879 


KRRNHQILEIRSHLQSVEDNLK 
SGLGSTASL*MSWTQPRNGAE 
VGFLL1LGYIKETPRNAETPSMV 


11389 


41757 


A 


11457 


I 


624 




11390 


41758 


A 


11458 


3 


130 


VEEEQGHSFRNAR*1ISW*RNEN 
GLDRMDCSCRNG ERDKG HG 


11391 


41759 


A 


11459 


1 


1477 


MADPPWSSVQVNKYDSGLLSS 

VSAEPLASSASSHPGMSDNAPA 

SLESGSSSTPTNCSTSSAIPQPGA 

ATKPWRSKSLSVKHSATVSML 

SVKPPGPEAPRPTPEAMKPAPN 

NQKSMLEKLKLFNSKGGSKAG 

EGPGSRDTSCERLETLPSFEESE 

ELEAASRMLTTVGPASSSPKIAL 

KGIAQRTFSRALTNKKSSLKGN 

EKEKEKQQREKDKEKSKDLAK 

RASVTERLDLKEEPKEDPSGAA 

VPEMPKKSSKJASFIPKGGKLNS 

AKKEPMAPSHSGIPKPGMKSMP 

GKSPSAPAPSKEGERSRSGKLSS 

GLPQQKPQLDGRHSSSSSSLASS 

EGKGPGGTTLNHSISSQTVSGS 

VGTTQTTGSNTVSVQLPQPQQQ 

YNHPNTATVAPF*EGFHLP*HA 

*VITF*TANYASSDNDLNVGYT 

H*LTASEFFQSRLSSLGEVAGLH 

AHTC*A*LGSNIPFSVRLRPVPA 

ASAEDLRGHQGLIKDRAQVS 


11392 


41760 


A 


11460 


1 


327 


LLLMGLKHNVLKLPRGPMVTL 
RESVWETLNFLK*SFV*LNMLIF 
KKSS*RLQ*VRFHFLCPRVLIVQ 
LPFMSENMRCLVFCSCVSLLRM 
MVSSFIHVPFFKVLSFFALG 


11393 


41761 


B 


11461 


119 


203 




11394 


41762 


B 


11462 


1 


677 





WO 01/075067 



PCT/US01/08631 



SEQH> 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54<Ul7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11395 


41763 


A 


11463 


2 


74 




11396 


41764 


A 


1 1464 


1 


1256 


MSASQDSRSRDNGPDGMEPEC 

VIESNWNEIVDSFDDMNLSESL 

LRDJYAYGFEKPSAIQQQAILPC 

1RGYNVIAQARSGTGKMATFAI 

SILQQ1ELDLKATQALVLAPTRE 

LAQQIQKVVMALVDYMGASC 

HACVRGTNMRAEVQKLQMEA 

PH1IVGTPSRVFDMLYR\RYLAP\ 

KSIRMLVLNEADEMLSRGFKG 

QIY\D1SKRLNSTTK\VVLLSAT 

MPFDWLEVTKKFMRGPH/IRIL 

VKKEELPLEGIRHFYINVEPEEVF 

NLDTLCVD WYEP* PI T\Q A V I FHQ 

PPGGKVDW/LSPEKMHARDST 

VPPMHG DMTKKE\RD\V [ MREF 

RSGS*PEF*1TPLTLPGQRPLMC 

yrurL*i>r K.LM 1 LPrr 1 KOKLLI 

HRNRSRVDRFGRKGVAUNMVT 

EED\KRTL\RDIETFY\NTS1EEMP 


11397 


41765 


A 


11465 


1 


402 


KSRGRG L P YTM DA FM LG M G M 
LK YPNF V AT* A RG Y PG FA PS YG 
YQFPGFPAAAYGPVAAAAVAA 
ARGSGSNPARPGGFPGANSPGP 
V AUL Yur Ac>y U5>(j VON Y 1 S A AS 
P QPO bO r K/HTG I AG PLI ATA FT 
NUYH 




H 1 /oo 


A 

A 


t IA&& 
I IHOO 




450 






a\ ifn 

H 1 tO / 


A 

A 


1 1 HO/ 


Z 


a io 

HOZ 




i l/inn 


** 1 /Oo 


A 
r\ 


1 IHOO 


1 


OJH 




1 14fl1 


hi /oy 


A 
A 


1 MAO 


zio 


^7ft 
J /U 




11402 


41770 


B 


11470 


61 


939 




11403 


41771 


A 


11471 


96 


269 




11404 


41772 


A 


11472 


123 


593 


VAVLEARLLSPVRASKMTK.KR 

RNNGRAKKGRGXHVQPIRCTNC 

ARCVPKDKAMKKFVIRNIVEAA 

A\VRDISEASVF\DAYVLPKL\YV 

KLHYCVSCAIHSNVVMESISVK 

AKKUxRI PPPKrKJ'GGC WPHVP 

DDI^DVIX/DCI CCCI/rM i/r\DI ICC 

wcclv 


1 IzlfK 
I IhAJj f 




A 

A 


1 147*5 
I |H /.} 








J IhUO 


AMI A 




1 \A1A 


1 C7 






1 1407 


41775 


A 

fx 


1 I47S 








11408 


41776 


A 


11476 




1254 




11409 


41777 


A 


11477 




1386 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SKQIDNO: 
fif npnf idp 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Inrntinn nf firct 

lutllllwll Ul Ml 31 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Ston rndnn /— rvrt«ihl<* niirlpntido 

wlvp VUUvll^ 9 |/V09II/I^ IIULIVUIIUL 

deletion, \= possible nucleotide insertion) 


11410 


41778 


A 


11478 


1 


1445 


hlkakmgkekthinivvighvd 

sgkstttghliykcggidkrtie 

kfeke aaemgkgsfk y a wvl 

dklkae;rergitidislwkfets 

kyyvtiidapghrdf1knm1tgt 

sqadcavlivaagvgefeagis 

kngqtrehallaytlgvkql1 

vgvnkmdsteppysqkryeeiv 

KEVSTYfKKlGYNPDTVAFVPIS 

GWNGDNMLEPSANMPWFKGW 

KVTRKDGNASGTTLLEALDC1L 

PPTRPTDKPL\ALPLQGVH\KLG 

GIGTVSSAPMETVGFSNPGMVV 

TFAPSPR*QRK VKS VE\M H\H EA 

UNEALSGEQCGLSMSKKVSVK 

ECF V RGNW AG *PA KNDPTQ WE 

ASWLSLLQVIILEPSQAQISAGL 

CPLYWDCXHTGSHLHAKFAELK 

EKIDRR\SGKKV\EDGPKIL/RSL 

GDAAIVDMV\PG\RPMCVESFS 

DYPPLGRFAVRDMRQTVAVGV 

IKAVDKKAAGAGKNATKSAQK 


11411 


41779 


A 


11479 


1 


996 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=posstble nucleotide insertion) 


11412 


41780 


A 


11480 


1 


1875 


M PSDL A KKKA A KKKE A A KA R 
QRPRKGHEENGDVVTEPQVAE 
KNEANGRETTEVDLLTKELEDF 

emkkaaaravtgvlashpnst 

dvhiinlsltfhgqellsdtkle 

lnsgrrygliglngigksmlls 

aigkrevpipehidiyhltremp 

psdktplhcvmevdteramle 

keaerlahedaeceklmelye 

rleeldadkaemrasrilhglg 

ftpamqrkklkdfsggwrmr 

v a la ra lf1 rpfmllldeptnh 

ldldacvwleeelktfkr1lvl 

vshsqdflngvctniihmhnkk 

lkyytgnydqyvktrleleen 

qmkrfhweqdqiahmknyiar 

fghgsaklarqaqskektlqk 

m m a sg lterv vsdktlsf yfpp 

cg ki ppp vi m vqn vsfk ytkdg 

pc1ynnlefgidldtrvalvgp 

ngagkstllklltgellptdg 

mirkhshvkigryhqhlqeql 

dldlspleymmkcypeikek.ee 

mrkugrygltgkqqvspirnl 

sdgqkcrvclawlawqnphm 

lfldeptnhldietidaladafn 

EFEGGMMLVSHDFRL1QQVAQ 
E1WVCEKQTITKWPG\DIL\AYK 
EHLKSKLVDVEEPQLTKELPTTC 


11413 


41781 


A 


11481 


194 


418 


YGLASVSPTQ1SSSSCNPWMFE 

y—% y— ^ * W \W % W tiff S**+ J - "^ T t f\ » l fl 

GGTLVGGDWIGSHDSEGVLTR 

SGCLISVWHFSCAVSPATL*RRC 

LLLLRLPP 


11414 


41782 


A 


11482 


1 


675 




11415 


41783 


A 


11483 


1 


1 125 




11416 


41784 


A 


11484 


1 


711 




11417 


41785 


A 


11485 


673 


796 




11418 


41786 


A 


11486 


3 


570 


RLQEFGTRNRHLPVNSPKLTNT 

KGKRRGTRVYMRSRPFRKHGV 

VPLATYMRIYKKGDIVDIKGM 

GTVQKGMPHKCYHGKTGRVY 

N\VTQHA/VMGIVVYKQA*GQR 

FLPKRJ*CCVIEH1\KHS\KSRDSF 

\LK\RVKENDQKKKEAKE\KGT 

W\VQL\NRQLAPPREAHFVRT\N 

G\KEPGACWNP1PYEFHGHNR 


1 t A 1 f\ 

1 1419 


41787 


A 


1 t A 0*7 

1 1487 


1 


2091 




1 1420 


41788 


A 


11488 


1 


2208 




11421 


41789 


A 


11489 


430 


1032 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11422 


41790 


A 


1 1490 


_> 


1158 


EDQIDRLDFIRNQMNLLTLDVK 

KKIKEVTEEVANKVSCAMTDEI 

CRLSVLVDEFCSEFHPNPDVLKJ 

YKSELNKHIEDGMGRNLADRC 

TDEVNALVLQTQQE1IENLKPLL 

PAGIQDKLHTL1PCKKFDLSYNL 

NYHKLCSDFQEDIVFRFSLGWS 

SLVHRFLGPRNAQRVLLGLSEPI 

FQLPRSLASTPTAPTTPATPDNA 

SQEELM 1 TL VTG L AS VTSRT\SM 

GUIVGGV1WKTIGWKLLSVSLT 

MYGALYLYERLSWTTHAKERA 

FKQQFVNYATEKLRMIVSSTSA 

NCSHQVKQQIATTFARLCQQV 

DITQKQLEEEIARLPKEIDQLEKI 

QNNSKLLRNKAVQLENELENF 

TKQFLPSSNEGSVTIEIALVTLIG 

GNRNL 


11423 


41791 


A 


11491 


132 


381 


SKAESVFPPTLPRQRPAAAAGP 
HWGAG*GQDEAGLHPGPEDRG 
FLRETPA DPG LQ A G LGQ VH PPR 
SRADPPAPYQVPPRMGT 


11424 


41792 


B 


11492 


129 


470 





WO 01/075067 



PCT/US01/08631 



1 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


11425 


41793 


A 


11493 


1 


1955 


FVSCQAPWSHPPAQLSPVGADA 

MTLTLSVLICLGLSVGPRTCVQ 

AG7LPKPTLWAEPASVIARGKP 

VTLWCQGPLETEEYRLDFCEGLP 

WARKRQNPLEPGAKAKFH1PST 

VYDSAGRYRCYYETPAGWSEP 

SDPLEL V ATG F Y A E PTL L A L PS P 

V V A SGGN VTLQCDTL DG LLTF 
VLVEEEQKLPRTLYSQKLPKGP 
SQALFPVGPVTPSCRWRFRCYY 

Y Y RKN PQ V WSN PSDLLEI L V PG 
VSRKPSLLIPQGSVVARGGSLTL 
QCRSDVGYDIFVLYKEGEHDL 
VQGSGQQPQAGLSQANFTLGP 
VSRSHGGQYRCYGAHNLSPRW 
SAPSDPLDILIAGL1PDIPALSVQ 
PGPKVASGENVTLLCQSWHQID 
TFFLTKEGAAHPPLCLKSKYQS 
YRHQAEFSMSPVTSAQGGTYR 
CYSAIRSYPYLLSSPSYPQELVV 
SGPSGDPSLSPTGSTPTPGPEDQ 
PLTPTGLDPQSGLGRHLGVVTG 
VSVAFVLLLFLLLFLLLRHRHQ 
SKHRTSAHFYRPAGAAGPEPKD 
QGLQKRASPVADIQEEILNAAV 
KDTQPKDGVEMDARAAASEAP 
\QDVTYAQLHSLTLRREATEPPP 

C\ACD CDDA PPC1VA Dl A1UI A \J(~l 

GPRSHTQQKETQRLQKARELPP 
VDTNEPQPAWDP 



wo 



01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 

110(1 


SEQ ID NO: 

In 1 I COM 

09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


11426 


41794 


A 


11494 


22 


1991 


GLIPLQSAGSPEGDAMTPALTA 

LLC LG LSLG PRTR VQAG PFPK P 

TLWAEPGSVISWGSPVTIWCQG 

SLEAQEYQLDKEGSPEPLDRNN 

PLEPKNKARFS1PSMTQHHAGR 

YRCH YYSSAG WSEPSDPLEL V 

MTGAYSKPTLSALPSPVVASGG 

NMTLRCGSQKRYHHFVLMKEG 

EHQLPRTLDSQQLHSGGFQALF 

PVGPVNPSHRWRFTCYYYYMN 

TPRVWSHPSDPLE1LPSGVSRKP 

SLLTLQGPVLAPG QS LTLQCG S 

DVGYDRFVLYKEGERDFLQRP 

GQQPQAGLSQANFTLGPVSPSN 

GGQYRCYGAHNLSSEWSAPSD 

PLN ILMAGQ1 YDTVSLSAQPGP 

TVASGENVTLLCQSWWQFDTF 

LLTKEGAAHPPLRLRSMYGAH 

KYQAEFPMSPVTSAHAGTYRC 

YGSRSSNPYLLSHPSEPLELVVS 

GHSGGSSLPPTG PPSTPG LGRYL 

EVLIGVSVAFVLLLFLLLFLLLR 

RQRHSK.H RTSG LRLCPSSPRPE 

KXADFQRPAGAAETEPKDRGLL 

RRSSPAADVQEENLYAAVKDT 

QSEDGVEIYTRQSPHDEDPQAV 

TY A E VKHSRPRREM ASPPSPLS 

GEFLDTKDRQAEEDRQMDTEA 

AASEAPQDVTYAQLHSLTLRRE 

ATEPPPSQEGPSPAVPS1YATLA1 


11427 


41795 


A 


11495 


1 


1818 




11428 


41796 


A 


11496 


-» 


574 


IRCSSVDPRVRPRVRGASGAAA 
YCCRHVSIPRDHTTHNQSRKW 
HRNG1KKPRSQRYESLKGVDPK 
FLRN MRP AKK.HNTKG LKKMQ 
ANNXAKAMSARAEAIKALVKP 
KEVKPKI PKGGQP1NLI RL A YIA 
HP\KLGKRARA RI\AKG LKLCRP 
KVAKAKAKAKAKDQTKAQAA 
APASVPAQAPKRTQAPTKASE 


11429 


41797 


B 


11497 


45 


331 




11430 


41798 


A 


11498 


1 


1779 




11431 


41799 


A 


11499 


1 


837 





WO 01/075067 



PCT/US01/08631 



SEQIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unltnown, 
*=Slop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


11432 


41800 


A 


11500 


3 


557 


ERGYSFTTTAERDIVRDIKEKLC 

YVA\LDFEQEMATAASSSSLEES 

YE\LPDGQV1TIGNE\RFRCPEAL 

FQPSFLGMESCG1HETTRNSIM 

KVCDVDIRKDLYANTVLSGGTT 

M\ YPG FA DRMQ K E I T A L A PSTM 

KIKIIAPPERKYSVWIGGSILVAS 

LSTRQQMWISKQEYD\ESGPSl\ 

VHRKCF 


11433 


41801 


A 


11501 


1 


1188 




11434 


41802 


A 


11502 


1 


684 




11435 


41803 


A 


11503 


1 


1398 




11436 


41804 


A 


11504 


22 


1239 




11437 


41805 


A 


11505 


837 


971 




11438 


41806 


C 


11506 


1 


3018 




11439 


41807 


A 


11507 


23 


368 




11440 


41808 


A 


11508 


1 


816 




11441 


41809 


A 


11509 


1 


441 




11442 


41810 


A 


11510 


195 


293 


IKVSPSGRDPVRDN*ITW*FLPY 
CSSTTGSLH 


11443 


41811 


A 


11511 


56 


372 


MELPASPALFARTPQPLGGRW 

DWAPWSRGWRSSRRLGPHRSP 

RRGSEAQAWRAAGPEPCPAGR 

QLRPVNIEWLFALILTHTFGTFQ 

VLA*TSQAL1*NPRVLYPD 


11444 


41812 


B 


11512 


108 


326 




11445 


41813 


A 


11513 


3 


326 


GSKKKFH*HSRILERSRSWRTS 

YQGRPQEPSWLHPVDPHRGCR 

WSCLPVPCRAPSTPQPLGGRWD 

WAPWSRGRRLSGRLGPHRSPR 

NRGRLRHGGLQVPSRASQEGS 


11446 


41814 


A 


11514 


*> 


619 


VRDIHGSPTHHRPGGLRGKNGF 

VG E A RDPRYRSG HC FRECRTQ 

ALVAFT*C*SCGFTEVKN*GLSC 

LPAGQGSGPAARHV*ASHPLHG 

LPCGPSLP/NRAPPPTPRRPVPST 

TQGLRNASARRGTGRQLHLQP 

WCGIH*VKPAGLLSLLHGQAC 

GDPATPSRERLSQPAVPTALGS 

RRRLLLGPAGSPGSSLPPSRQPP 

GGRRRPP 


11447 


41815 


B 


11515 


1 


1524 




11448 


41816 


A 


11516 


1 


1365 




11449 


41817 


B 


11517 


1 


654 




11450 


41818 


B 


11518 


1 


795 





WO 01/075067 



PCT/US01/08631 



SKQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 

nou 


SEQ ID NO: 

in I1CCIM 

09/540,217 


Nucleotide 
location of firsl 
cotton for peptide 
sequence 


Nucleotide location of last 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11451 


41819 


A 


11519 


486 


929 


QKQEESWPEDTYPRALAAFPR 

GRARDLQPAMPEPPTLSMGSC 

A PEPPRG APPPA PRRRI PSTTQG 

LRSSGAGRRTCRQLHLQPRCRJ 

HWVKPAGLLSLWLFQMHSASC 

WWNYHSGAWRMVALFSWLH* 

ECPSGESGAPILHFPFALP 


11452 


41820 


A 


11520 


35 


473 


VLQLLRRHVWSCSFPPGVVVSL 

ALAVKLQTFVTQEPSWLHPVD 

PAPGLQVELPASPLQCTRTSQPL 

GGRWDWAPWSRGRRSSGRLGP 

HRSPWRG*EAQAWRAAGPEP/ 

WPRGKA/C*GPARNRAKRRFPH 

CTF*EEVTVCSPQKRGGD 


11453 


41821 


A 


11521 


23 


229 


RSWNPQTLFVGMYNATAAWK 
PI*QFLKXLNMKLP*DPGREPLN 
QTG*KGKRGGQEAFLEKGISSR 
MSQ 


11454 


41822 


B 


11522 


152 


901 




11455 


41823 


A 


11523 


1 


3063 




11456 


41824 


A 


11524 


242 


263 


VLQL1KAVWTQRTQEPSWLHP 

VDPALGLQVELPASPAPCACTP 

QPLG\PLLPGLPLWRHLRSPSVH 

HCTVGAPFWAGQGRSPLPQRR 

CALFLAGP 


1 1457 


41825 


A 


11525 


1584 


2082 


QRAGSPHSPRSLSVPPLPGLPLW 

RHLRSPSAHRCTMGAPFWAGQ 

GHSRLPQLAGRRGGRGASGNR 

CCVQRLQASWSSRWAWAWRA 

PHSEQPAGPAGPGQ*GTWHPG 

QRLQRMYWVLQQCRLTGAVL 

DFSPGLSCLPAGQGSGPAARHA 

*AFHPLHGLLCGRSLPD 


11458 


41826 


A 


11526 


1293 


1558 


CIQHCHHCCCYRCRASAAGAA 
SLQGSTHVR1QH\CTP\CPVLLTP 
SVRLRDVCTRSIWPLVVTGLPS 
AMNVSSWCSTSSPAFGVLVLW1 


11459 


41827 


B 


11527 


179 


1031 




11460 


41828 


A 


11529 




342 




11461 


41829 


A 


11530 




3081 




11462 


41830 


A 


11531 




371 




11463 


41831 


A 


11532 




501 




11464 


41832 


A 


11533 




836 




11465 


41833 


A 


11534 


88 


573 




11466 


41834 


A 


11535 




675 




11467 


41835 


A 


11536 


1239 


1556 


FLSLPTFLFVIFSGEEELLVLALV 

FLSLFFFFFFLRWSFAVVAQAVN 

VQWHNLSSLPFGFKQFSCLSLP 

SSWDYRCPPPRPANFCIFTRDG 

VSPCCPGWSRTSDLR 



wo 



01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location oflasl 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon. /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1468 


41836 


A 


11537 


2 


375 


ASIEIDSLYEGIDFYTSITRARFE 
ELNADLFRGTLDPVEKALRDA 
KLDKSQIHDIVLVGGSTRIPKIQ 
KLLQDFYEAVAYGAAVQAAIL 
SG DKS\EN V\QDLLSL\D VT\PFP 
LGIETAGGWMTVPH 


1 1469 


41837 


A 


11538 


2 


295 


NRMGNHF1AEFKRKHKKDISEN 

KRAVRRLRTACERAKRTL/SSST 

QASIEIDSLYEGIDFYTSITRAPF 

EELNAWGISWWWSLPPPVGAS 

SGPTIEEVD 


1 1470 


41838 


A 


11539 


1 


1659 




1 1471 


41839 


A 


11540 


1 


810 


AGKPHCGGEFCTPNVHHFFR*F 

♦ANPKRTII/ENKEALTPPPTV/C* 

RAKPTLSSAPRAVI/EIDSS*E/GI 

GLYTSITPPRFEELNADLFLAPL 

TPVEKALRNA\KLDKSQIHDIVL 

V\GGSTRIPK1QSFLQDFRNGKE 

LNKSINPDEAVAYGAAVQAAIL 

SGDKSENVQDLLLLDVTPLSLG 

IETAGGVMTVLIKRNTTIPTKQT 

QTFTTYSD\NQPGVL1QVYEGER 

AMTKDNNLLGKFELTGMPGG 

MPGGFPGGGAPPSGGASSGPTI 

EEVD 


11472 


41840 


B 


11541 


848 


2399 




11473 


41841 


A 


11542 


1 


876 




11474 


41842 


A 


11543 


16 


1203 


SIPHEPWPVSLLLFQEQVPGKK 

ELRKGLALLEAIISICGSLDKVL 

KEKRKLF1HSMGEGTINGLLDE 

LLQTRVLNQEEMEKVKRENAT 

VMDKTRALIDSVIPKGAQACQI 

CITYICEEDSYLAETLGLSADQT 

SGNYLNMQDSQGVLSSFPAPQ 

AVQDNPAMPTSSGSEGNVKLC 

SLEEAQRJWXEQKSAEIYPIMDK 

SSVRTVRVALHCNEEFDSIPRRTG 

AEVDITGMTMLLQNLGYSVDV 

KKNLTASDMTTELEAFAHRPE 

HKTSDSTFLVFMSHGIREGICG 

KKHSEQVPDILQLNAIFNMLNT 

KNCPSLKDKPKVIIIQACRGDSP 

GVVWFKDSVGVSGNLSLPTTE 

EFEDD A IKKA H I EK DFI AFCSST 

PDNVSWRHPTMGSVFIGRL1EH 


11475 


41843 


A 


11544 


2 


654 




11476 


41844 


A 


11545 


3 


291 


LI PPLLRPL VQSGGIPEMG KFMK 

PGKVVLVLAGRYSGRKAVIVXR 

YSVDIPLDKTVVNKDVFRDPAL 

KRKARREAKVKFEERYKTGKN 

KWFFQKLRF 



WO 01/075067 PCT/US01/08631 



SEO»> 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
nou 


SEQ ID NO: 

• ■ ICCXJ 

in u^ofN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11477 


41845 


A 


11546 


157 


386 




11478 


41846 


A 


11547 


2 


53! 


F WQESA SG H L WLSG FLSGPFS L 

LSAEMGKFMKPGKVVLVLAGR 

YSGRKAV1VKNIDDGTSDRPYS 

HALVAG1DRYPRKVTAAMGKK 

K1AKRSKIKSFVKVYNYNHLMP 

T\RYSVDIPL\DKTVVNKDGFTD 

P\ALKRNARMEA\KVKFEERYK 

TGKNKWFRQKLRVLDAFVLII 

KNYKE 


11479 


41847 


A 


11548 


1 


414 


LGGLKGTWGETKPAMAAAEEE 

DGGPEGPNRERGGAGATKTLL 

YTGNHLFSPQWLETRPERQECP 

VCKAGISREKVVGEKSLLTFSL 

HFLRLKTPQICRLPV*LFLPP*GF 

QPFG DTGGFH FSFG VG AFPFG F 

FNSPSY 


11480 


41848 


A 


11549 


1 


654 




11481 


41849 


A 


11550 


3 


663 


RGQEVVSGLLGRVYVYLGGLK 

GTWGETKPAMASAEEE\SGAPN 

VPNRERGGAGRPKTPFECN1CL 

ETAREAVVSVCGHLYCWPCLH 

QWLETR\PERQECP\VCKAGISR 

EKVVPVLYGRGS/QRSPQDPR1K 

NSPRPPGGRGPAPE\SRGGSQP\F 

GDTGGFHFVSFGVGAFPFGFFTT 

VRNAHEPFRRGTGVDLG\QGH 

PSLQLGKEFPLPGFSAIFFLFWL 


11482 


41850 


A 


11551 


3 


369 




11483 


41851 


A 


11552 


375 


851 




11484 


41852 


A 


11553 


1 


927 




11485 


41853 


A 


11554 


104 


845 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


11486 


41854 


A 


11555 


200 


1496 


ETIQAVVFMSLHFLYYCSEPTL 

DVKIAFCQGFDKQVDVSYIAKH 

YMMSKSKVDNQFYSVEVGDST 

FTVLKRYQNLKPIGSGAQGIVC 

AAYDAVLDRNVAIKXLSRPFQ 

NQTHAKRAYRELVLMKCVNH 

KNIISLLNVFTPQKTLEEFQDVY 

LVMELMDANLCQVIQMELDHE 

RMSYLLYQMLCGIKHLHSAGII 

HRDLKPSN1VVKSDCTLKILDF 

GLARTAGTSFMMTPYVVTRYY 

RAPEVILGMGYKENVDIWSVG 

C1MGEMVRHKILFPGRDY1DQW 

NKVIEQLGTPCPEFMKKLQPTV 

RNYVENRPKYAGLTFPKLFPDS 

LFPADSEHNKLKASQARDLLSK 

MLVIDPAKRISVDDALQHPYIN 

VWYDPAEVEAPPPQIYDKQLD 

EREHTIEEWKELIYKEVMDSVEE 

KT*KWC*LKGQPSP\SAQVQQ 


1 1487 


41855 


B 


1 1556 


56 


1564 




11488 


41856 


A 


11557 


1 


970 




11489 


41857 


A 


11558 


1 


903 




11490 


4 J 858 


A 


11559 


237 


479 


PVGTNTECE1PFQPMETGHSSR 
VDASGYK*PCLLCSVYSRGKTA 
GECTLF*VHHFLSSLCPVNLGA 
NNQLHYIPWFSTDG 


1 1491 


41859 


A 


1 1560 


1 


477 




11492 


41860 


A 


11561 


125 


1133 




11493 


41861 


A 


11562 


1 


837 




11494 


41862 


A 


11563 


2 


708 


CQHYKFRYHQQGEGQEEPPLN 

PHGAARAEVYLRKCTFDMFNF 

LASQHRVLPEGATCDEEEDEVQ 

LRSTRRATSLELPMAMRFRHLK 

KTSKEAVGVYRSAIHGRGLFCK 

RNIDAGEMV1EYSGIVIRSVLTD 

MRKKFYDGKG1G\CYMFSMDD 

FDVVDATMHGNAARFINHSCE 

PNCFSGVIPGGGPENKIV1FGLR 

RILGGEEVNLRTKKFP1E\DAK\N 

KLPCVNCGAKRCRRFLN 


11495 


41863 


A 


11564 


2 


136 




11496 


41864 


A 


11565 


1 


551 


AILYAKRASVFVKLQKPNAAIR 

DCDRA 1 EINPDSAQPYK WRGKA 

H/RAQKIAEHRRKYERKREEREI 

KER1ERVKKAREEHERAQREEE 

ARRQSGAQYGSFPGGFPGGMP 

GNFPGGIPGMGGGMPGMAGM 

PGLNEILSDPEVLAAMQDPEVM 

VAFQDVAQNPANMSKYQSNPK 

VMNLISKLSAKK 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


11497 


41865 


A 


11566 


1 


804 




11498 


41866 


A 


11567 


64 


1215 


PPSFAHHLPTMDPRKVNELRAF 

VKMCKQDPSVLYTEEMRFLRE 

WVESIGGKVPPATQKAISEENT 

KEEKPDSKKVEEDLKADEPSSE 

ESDLEIDKEGV1EPDTDAPQEM 

GDENAEITEEMMDQANDKKVA 

AIEALNDGELQKAIDLFTDAIKL 

NPRLA I L Y A KRAS VF VKLQKPN 

AAIRDCDRAIEINPDSAQPYKW 

RGKAHR1ALGHWEEAAHDLAL 

ACKLDYDEDASAMLKEVQPRA 

QKJAEHRRKYERKREEREIKERJ 

ERVKKAREEHERAQRJEAEEARR 

QSG\AQYGSF\PGGFLGGVMPGN 

FP\GG\MPGMGGG\MPGMG\GM 

PGLNEILSDPEVLAAMQDPEVM 

VAFQDVAQNPA\NMSKYQSNP 

KWMNLISKLSAKFGGQA 


11499 


41867 


A 


11568 


1 


265 


VKAK1QDKEGIPPDQQRL1FAG 
KQLEDGRTLSDYNIQKESTLHL 
VLRLRGG II EPSLRQL AQK YNC 
DKMICR/KKCGHTNNLRPKKK 


11500 


41868 


A 


11569 


3 


318 




11501 


41869 


A 


11570 


7 


57 


RFFNFLGGIP/P*SGPKGMTL/DQ 

TQGSKSKQIQWPALTFKPLVER 

NIPSSVTAVEFLVDKQLDFLTE 

DSAFQPYQVRNFRLLFKIKG*L 

NFIDIQTFFKQYSLNHSSNF*LC 

EKPNECSQLILLIG*TVY*FFNFL 

GGIPLNLGQKE 


11502 


41870 


A 


11571 


1 


2109 




11503 


41871 


A 


1 1572 


50 


251 




11504 


41872 


A 


11573 


1 


1922 




11505 


41873 


A 


11574 


2 


479 




11506 


41874 


A 


11575 


1 


909 


LILTSVLLFQRHGYCTLGEAFN 

RLDFSSAIQDIRTFNYVVKLLQL 

IAKSQLTSLSGVAQKNYFNILD 

KIVQKVLDDHHNPRLIKDLLQD 

LSSTLC1LIRGVGKSVLVGNINI 

WJCRLETILAWQQQLQDLQMT 

KQVNNGLTLSDLPLHMLTNILY 

RFSDGWDIIT\LGQVTP\TLYML 

SEDRQLWKKLCQYHFAEKQFC 

RHLILSEKGHIEWEVGCNFATF 

RKHYPAKEQYGRQHCIFCRHCS 

ILFWKDSGHP\CTAADPDSCFTP 

WSSQQFIALFQVLRAAPCHPY 

WRFVNPAVCAGLIVSVL 


11507 


41875 * 


A 


11576 


1 


1035 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11508 


41876 


A 


11577 


63 


606 


FAKNERTQRGKRRGVTRYMFSR 
PF\RK\HGVVPLGPHICRI\YRKG 
D1VDTQGNGVLFKKGMPHKCY 
PWPKLEGVLQLLPQHAWAIVV 
NQPVLGQSFFPRE* 1 VRIEH l\KH 
SKSPR*ASLK/RVLKENDSE1CER 
orJNfcMj 1 WuoNLK.KnLArPQK. 
KJi I L'RTNOKbrbLvLEPlPYEFH 
GHNRC 


11509 


41877 


A 


11578 


1 


490 




11510 


41878 


A 


11579 


150 


536 


NCKISFLHFCYIFVKALKRISAL 
SRGK1LAKRINVRIEHIKHSKSR 
DSFLKRVKENDQKKKEAKEKG 

I WVyLK.K/yOK.NLV YJbLVLRA 
L*G*DLTHHI1ILFPFFFL**PAPP 
REAHFVRTNGKEPELL 


1 1 CI 1 
I 1 _> 1 1 


A i 0*70 

4 1 o/y 


A 


i i con 


3 Jo 


4/0 


CjMuI VQKGMPHKCYHGKTGR 
VYNVTQHAVGIVVNKQVK*VV 
LCG 


11512 


41880 


A 


11581 


1 


626 


WAFRPEPPSSSKFAQN DGPQRG 
KRRGTVRYMF\SRPF*ENHGVVP 
LAHIFMRMYKVKGDIVRHPRGM 
GYCSKXGMPPTSCYPWQKLGR 
V\YNVTPAMLFGIVCKQTKLKG 
NDSLPRG/ILMWRI*AHLRHF*G 
ARD/RASLKTCGRENGSRKKER 
KPKGGRV I WGr QLKRRHLGFP 
Pl^bbAI rLLKbrlGGRbP ¥ ACLb 
PYFPYWISWGINRC 


11513 


41881 


A 


11582 


499 


723 




11514 


41882 


A 


11583 


96 


411 


PAPTSRCRRRRA PLPK KKAEG D 
AKGNKAKVKDEPQRRSARLSVA 
KPAPPKPEPKPKKAPAKKGEKV 
rKuKMjK^D\AUKbUb*PLyi<vN 
uUAK. 1 UVf?AyJvA\bOA\UUAK 


11515 


41883 


A 


11584 


3 


493 




1 1 J 10 


A 1 QQA 

4 1 oo4 


A 

A 


1 1 ZQ< 
1 I JO J 


coo 
355 




ObOLO WAbVOKCKrOFFUrAG 

DA/"* A A /""* D\ A A D /""•/""I CD /"^\/T CD 

PAUAAGP\GAARuGLrRGVLSP 

ocDprrrccccDcr'D 
obKCOuOooboKbOR 


113 1/ 


A 1 OQC 

4 looo 


A 

A 


1 1 J50 


Oil 


ozo 




11518 


41886 


A 


11587 


1 


645 




11519 


41887 


A 


11588 


1 


739 




11520 


41888 


A 


11589 


327 


676 


NPNPSWNLAHVWDMDRK*EQ 
RG1Q/V**SNINKS*KEKMSMQC 
LEMPRNPDH*GRIDVSFQNLMR 
L I R*MjMG YLrWULK.ybLb 1 rb 

isi C#I/OV/IW11 C\/V\/TPVD\IM1 C\ 
NLo V IVILo V V V 1 r VKJNIvlL.V^ 

LRFLTSFSG 


11521 


41889 - 


A 


11590 


11 


328 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11522 


41890 


A 


11591 


1 


378 


LFIVTVCPAFLRFSSAICDSFLIC 

PQVGGCVRRVLLVTVGVLLSIS 

LDMAATGVSLGSSWSLFLGIW 

LMIRFQVS*WYPNWLL1LSWRN 

ISITSTPSYYFTYFPTFCYQISPPN 

QLFCFCLCSWFL 


11523 


41891 


A 


11592 


1 


780 




11524 


41892 


A 


11593 


1 


1461 


MVTLMGHAALCLHYVMQLGT 

TGG A WYFPRASSQ AREM PQCP 

TLESQEGENSEEKGDSSKEDPK 

ETVALAFVRENPGAQNGLQNA 

QQQGKKKRKKKRIIHSGKVLED 

FLALAMHFADEETGQKRCSLN 

QTIQLLITPDTGSIWHQAFLSSIV 

RRAAQQYGFREGGEDDDWTL 

YWTDYSVSLERVMEMKSYQKI 

NHFPGMSEICRKDLLARNMSR 

MLKMFPKDFRFFPRTWCLPADP 

AQLDLWSQTFWPRPRTAPDGT 

G A DGLGLRLGSLGK/VSFWFPA 

CHGLG*PEASYTAS/MACGSLP/ 

WKLSTFSAYLEDHSYNVEQ1W 

RDIEDVIIKTL1SAHP1IRHNYHT 

CFPNHTLNSACFEI LGFD1 LLDH 

KLKPWLLETEKMQTAGALFISP 

ALPS YSNFPLQVA RREFQTS V V 

SRDIDTAAKFIGAGAATVGVAG 

SRAG1GTVFGSLHGYARNPSLK 

QQLFSYAILGFALSEAMGLFCL 

MVAFLILFAM 


11525 


41893 


A 


11594 


1 


2301 




11526 


41894 


A 


11595 


3 


381 




11527 


41895 


A 


11596 


1 


729 




11528 


41896 


A 


11597 


1 


1006 


MVKVKARVNEFGYTGCLVTRA 

AFNSGKVDIVAINDPFIDLNYLA 

YMLQYDSTHGKFHGTIKAENG 

KL V INGNPITIFQE* DPTKI K WG 

DAGTEYVVESTSIFTAMEKVGA 

HLQRG AKRVM 1 FA PSTEA I MFM 

MKVNYEKYDNSLKIISNASCTT 

NCLAPLAKVIHDNSG1VERLMI 

TVH VITTTQKTVDG PCRKLRPD 

GHRALQNIIPASTSTAKAMVKV 

IPELNKKLTGMASHVPTAKVLV 

VDPTCHL/EKPAKYYD1KKMM 

KQASEDPIKGILGYTEHQIVSSD 

FNSDTQSSTFDAGAG ITLNDHF 

VKLISWYDNEFGYSNRVVDLM 

A lit M A Ol/ 

AHMASKE 


11529 


41897 


A 


11598 


3 


508 




11530 


41898 


B 


11599 


1 


5068 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


11531 


41899 


A 


11600 


58 


659 


PVATTCECIFIHLGEADVW1GN 

AA/WELYYLEQS1QHDSPMPSD 

KTTG * GDN * F Y A SS\G AGKF VS 

RAVFINLEPIVTDEVCTGTYHQ 

LFHPEQL1TDKEDAAHNYAWG 

HHD1GKIIGCYSTNKTKCT1QFV 

DWCFTSLKVGINCQLPTVVPAG 

NLANIKRAACMLSNT1AIAEAW 

VCLGHKSDLSYANCSFVHQFFN 

KSIH 


11532 


41900 


A 


11601 


511 


1173 




11533 


41901 - 


A 


11602 


3 


497 


WCDGPQNRYALICQQC/YSHNG 

MALKEEFEYIAFRCAYCFFLNP 

ARKTRPQAPRLPEFSFEKRQVV 

EGSSSVGPLPSGSVLSSDNQFNE 

ESLEHDVLDDNTEQTDDKIPAT 

EQTNQVIEKASDSEEPEEKQET 

ENEEASV1ETNSTVPGADSIPDP 

ELSGESLTAE 


11534 


41902 


A 


11603 


2 


764 




11535 


41903 


A 


11604 


1 


444 




11536 


41904 


B 


11605 


44 


1748 




11537 


41905 


B 


11606 


1 


1134 




11538 


41906 


A 


11607 


1 


549 




11539 


41907 


A 


11608 


212 


548 




11540 


41908 


A 


11609 


1 


905 


ESVAAAARAFPFTAPKELERQQ 

RRRFRFHHLFLFPSLRTPCRVSV 

SLQPWLWKATEVMAMFEQMR 

AN VG KLLKG I DR YN P EN L ATLE 

R\YVETQ\AKENAYDLEPNLAV 

LKLYQFNPAFFQTTVTAQILLK 

A LTNLPHTDFTLCKCM 1 DQ ATI 

QERNGPIPDQ1FVPSGTLLEDPA 

HFPGPFWQTPGNGRACQKAWD 

ENHWTLFGKVLTVGF*RLLVRK 

FIC\HVVGYHLPSHIDR\WLLAE 

MLGDUSDKPAKRCWMSKIRLR 

EDDRRGQIFMCS\QE*EHLNPRN\ 

1VEKIDFDSVSSIMASSQ 


11541 


41909 


A 


11610 


186 


209 


QLWPN*LLSRNKEATLRYSQLP 

TCHSICY*MPAF*HTISDLSFNK 

NINCKSYHLRVFYKYV*IVCHF 

*VPKVYWTKYYQTSCRT*WR* 

SGVE*PP1ISSSSSACCLLRRLPT 

EGTCPEIFWNPRLGISAECRDSC 

GPTSF 


11542 


41910 


A 


11611 


2 


2948 




11543 


41911 


B 


11612 


1 


999 




1 1544 


41912 


A 


11613 


1 


657 




11545 


41913 - 


A 


11614 


1 


707 




II 546 


41914 


A 


11615 


1 


297 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

: _ ■ |CC\I 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Slop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


1 1547 


41915 


A 


11616 


1 


1287 




11548 


41916 


A 


11617 


242 


540 


LTNEKKVQDQMDSQPNSTRGT 
RRSLYPFLLKLFQLI EKEG I LPNS 
FYEASIILIPKPGRDTTTTKKEF* 
TNIPDEHRCKNPQ*NTSKPNPA 
AHPKAYPP 


11549 


41917 


A 


11618 


193 


916 




11550 


41918 


A 


11619 


1 


2169 




11551 


41919 


A 


11620 


1 


615 




11552 


41920 


A 


11621 


39 


568 


NSAWARRPLVLPLMSLVSPWK 

SSQHIFXRVLNPPNLDGRRKNSP 

LPITCHLRVWARRYAHVVNLRK 

A D\I DLTK\RAGEL\TEDE VERV I 

Tl LQ\NPRQYKIPD\WFLNRQKD 

VKDGKYSQVLANGLDNKJLRED 

L\ERLKEDSAPIEGLRH\FWGLR\ 

VRGQHTQDQLGRRGRHRGASA 

GARR 


11553 


41921 


A 


11622 


1 


378 




11554 


41922 


A 


11623 


1 


222 




11555 


41923 


A 


11624 


2 


367 




11556 


41924 


A 


11625 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

KEK.VLRAA/NKPIRLTVDLSAET 

LQARKEGGPIFNILKEKNFQPRI 

SYPAKLSFISEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


11557 


41925 


A 


11626 


1 


633 




11558 


41926 


A 


11627 


164 


714 


IGVNRHLIQESPSWNLAGAPLE 

QI FQRKEQA A ! FA 1 LQPLL V I SRQ 

TGSGVDPQQTPADLQK/SGSDS 

REQNKTENEFDELTEIGCRRWV 

ITNSSELKEHVVTQCKEAKNLE 

KMLQELLTRITSLEKNINDLME 

LKNTAQELREAYTIINSQTDQA 

EERJSEIEDQLNE1KGEDNIREKT 

VKRNE 


11559 


41927 


A 


11628 


504 


936 


TESSSfNINKKDDHAKTP\PKDH 

NSSPAREQNKTENEFDELTE1GC 

RRWVITNSSELKEHVVTQCKEA 

KNLEKMLQELLTRITSLEKNIN 

DLMELKNTAQELREAYTIINSQ 

TDQAEERISEIEDQLNEIKGEDN 

IREKTVKRIE 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*— Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11560 


41928 


A 


11629 


1949 


3232 


PGKQDLEWTSSKLQQTCRRGT 

LLVEGKLTNRKE* HQHQQKLR 

PHGNL1QRDHNCSPARE\QNWM 

ENEFDKLTEVGFRRWTITNSSK 

LKERVLTQCKJEATNLAKRLEK 

LLTRJTSLEKNKNDLMELKNTA 

QELREAYTSISGRINQAEQRTSE 

IEDQLNEIKRRGVSVCPQPSEDT 

PRSTARVPKGMVPFRPRVPLVT 

PPREKKEAPWLACLRTRALR1 LI 

DPPSQVWDIVSCDAENETKLEN 

TLQDIIQENFPNLARQANWQ1Q 

EIQRTPQRYSSRRATPRH11VRFT 

KVEMKEK\M LR A A R EK\GQ VT 

HKAKPIRLTADLSAENLQAR/R 

TEWGPIFNILKEKNF\QPRISYPA 

K\LSFISEGEIKYFTDKQMLRDF\ 

VTTRPALK\ELLKEALN\MERD 

N\RYQP\LQNHAKFVKTIEAREE 

TCINLMCQITS 


11561 


41929 


A 


11630 


1 


421 




11562 


41930 


A 


11631 


2 


415 




11563 


41931 


A 


11632 


59 


492 


GHIGVRPSLHPVTSTTSGNVSPT 

LARAMASISELACVYLALILHD 

DEVIIMEVNINTLIJCAASVNVE/ 

PFWPGLFGKALANVNIGSLICN 

VGAGGPALAAGAAPAGGPAPSI 

AAASAEEKKMEAKKEESEESD 

DDMGFGLFTKPVL 


11564 


41932 


A 


11633 


100 


527 


PPRTGQRQPLHSARRHGPSVS\E 
LACI\YSALISARTDEVTVT\EDK 
IMAL1KSSPL*MLSPFWPWLCLQ 
RPLA\NVNIGSL\ICNVRGPVEPA 
ASQPGA\GPARKVLAPST\AAAP 
S * RRRKLE AKKRKN PKE VLN DE 
HGLLVFLN 


11565 


41933 


A 


1)634 


1 


675 




11566 


41934 


A 


11635 


1 


1032 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11567 


41935 


A 


11636 


<■> 
-> 


976 


HEAKHQMADDAGGS/AGGPEG 

PG G P W DG KTPLLSG E VFG 1 V I R 

GRGSRP/RGRGRGR\GRGARGG 

KGPRIK/WIGMPVHQVGAALVK 

DH*RSKFPWKEIYLFSLP\1KGIK 

DS* FSFL AGPLSKDEG FEG LCPV 

QKQTRAGQAQQVSRPFVAIGG 

LQMAHVGSGVLSAPKEWATG 

HPVGAIILAKLSIRPRAQKG1WG 

TKYWQSPNTVP\CKV\TGRCGF 

VVVRLIP\APRGSGIVSAPVA\K 

KLLMM AG IDDC YT\S APGCTAT 

LG\NFAKGHPLIAIFK\TYKLP*P 

PDLWK\ETVFTKV\PYQ\EFT\DH 

LVKDPH PESSVQRDLRLQL VAT 


11568 


41936 


C 


11637 


279 


322 




11569 


41937 


A 


11638 


1 


107 




11570 


41938 


C 


11639 


69 


134 




11571 


41939 


B 


11640 


223 


950 




11572 


41940 


B 


11641 


1 


684 




11573 


41941 


A 


11642 


1 


564 


EFGTRDNRVLLPLVNPTVFFDI 

AVD/GVYPLGRVSFELFADKVP 

KTA EN FRALSTGEKG FG\ Y KGS\ 

CFHRLFP\GFM\CQGW*L*SHHN 

GT\GGKSHLWGRNLKDENFI\L 

KHTGPGILS\MANAG\PNTNGSP 

VFLTSCTA\KTE\WLDGKH\AGL 

GKVKEGMNIVEAMERXFGSRN 

GKTSKKIISIA\DCGTTSN 


11574 


41942 


A 


11643 


1 


877 


MSGALDVLQMKEEDVLKFHA 

AGTHLGGTNLDFQMEQYIYKR 

KSDGIYIINLKRTWEKFLLAAR 

AVVAIENPADVSVISSGNTGQR 

AVLKFAAATGATP1AGHFTPGT 

FTNQIQAAFREPRLLVVTDPRA 

DHQPLTESSYVNLPT1 ALCNTDS 

PLRYVD/ICNNKGAHSVGLMW 

WM LAREVLRMRGTISRGHPWE 

VMPDLYFYRDPEEIEKEEQAAA 

EKAVTKEEFQGEWTAPAPEFTA 

TQPEVA DLSEG VQ V PS VPI QQF 

PTDDWSTQPATENWSAAPTAQ 

ATEWVGATTDWS 


11575 


41943 


A 


11644 


1 


1674 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1 1576 


41944 


A 


11645 


1 


1 121 


MLEAVLEESPREEAAFSWVMK 

GNLAAGKTIQAQDRDAVGILSS 

RTGESMENLQKNLLPKQRRRT 

RETFTMSGALDVLQMKEEDVL 

KFLAA\GTH\LGGTNLDFQMEQ 

YIYKRKSDGIYIINLKRTWEKLL 

\LAA\RA1VAIENPADVSVISSRN 

TGPEGLCLKF\AA\ATGATP1AG\ 

RFTPG\TFTVNQIQ\AAFREATGF 

L V VT WTPG LDVHQPLTE A\S Y V 

YLPTIA\LCNTDS\PL\RYVDIAIP 

CNNKGAHSVGLMW\WML\ARE 

VLRMRGYTISREHPWEWMPDL 

YFYRDPEEIEKEEQAAAEICAVT 

KEEFQGEWTAPAPEFTATQPEV 

ADWSEGVQVPSVPIQQFPTED 

WSAQPATEDWSAAPTAQATE 

WVGATTDWS 


1 1577 


41945 


A 


1 1648 


1 


396 




1 1578 


41946 


A 


1 1649 


1 


567 




11579 


41947 


A 


11650 


1 


226 




11580 


41948 


A 


11651 


3 


377 




11581 


41949 


A 


11652 


19 


450 


PDRRWSSLDTMNHTGQTFFSPV 

NSGQPPNYEMLICEEHEVAVLG 

APHNPAPPTSTVIH1RSETSVPD 

HVVWSLFNTLFMNPCCLGFIAF 

AYSVKSRDRKMVGDVTGAQA 

YASTAKXALNIWALILGILMTIL 

LIVIPGLIFQAYG 


11582 


41950 


A 


11653 


210 


2206 




11583 


41951 


A 


11654 


450 


644 


SLRLWVTERTAVTNLPSSSRGV 

GDKPPVGSPHLFLSLVVAFNPL 

QSTRNPASASQPQ\PCSAEQPAR 

RG*AEPALRTVLPIHAEMWLPR 

LHEFEEHRLVHRCFTLTFVDET 

DHCAVLPRGAGSGQGGGFERIL 

SQSPGSLWESC*PGLWLNILSNP 

PPCPLPAPLGRTAQ 


1 1584 


41952 


A 


1 1655 


66 


157 


RGTWSIIA*KSQG1SWDRFEEVT 
LCREPFT 


1 1585 


41953 


A 


1 1656 


1 


CO o 

2538 




11586 


41954 


B 


11657 


68 


1602 




11587 


41955 


B 


11658 


1 


1464 




11588 


41956 


A 


11659 


587 


1081 


ILSWLTLWSILRLYIVTLTGKIC 

SLTSEASEATSPPRGTNNSRSVA 

LAVVTLVWRVCSFIFDSKAFIL 

AFAFFFSHWFSILPFPPQHGATL 

WYFWGDFECSRGPRNIHTDDR 

adi \/Dii/lTCDr/^nnr\rrrDA dt 
AKLVrM 1 bKOGrrQuGbrAK 1 

RSPRQGGRGGMEGGE*YPCPPH 

LGGQERKPG 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


11589 


41957 


A 


1 1660 


180 


583 


YTEVLKG PDG A EN HGTRTT* * 

MHKPH*PIRSTGRKADKQLQQS 

LR\NKINVQKSQAFLYTKNRQT 

ESQIMSELPFTIASKRIKYLGIQL 

TMDVKDLFKENYKPLLKEIRG 

YKQMGEHSMLMGRKNQYSEN 

GHTAQ 


11590 


41958 


A 


11661 


82 


159 




11591 


41959 


A 


1 1662 


2 


1008 


NAAPLQQRNKAGCR/YDLDEL 

REEGFRRSNFFKLKAEVRTQCK 

ETKNLEKTLDKWLTRKTSVEK 

SLNDLMELKTMVQGLRDKCTN 

FSNGFDQLEERVSVIEEQMNEM 

KQEKKYREKKDRSMTQKVNK 

DIQELDSALHQEELIDIYRTVHP 

KSTEYTFFSAPHRTYFKIDHIVG 

SKALLSKCKRTEIITNCLSDHSA 

IKLELRI ICKLTQNRSTT WKLNN 

LLLNDYWVHNEMKAEIKMFFE 

TNENKDTTYENLWDTFKAVCR 

GKFRALNVHKRKQERSKIDTLI 

SQLKELERQELTHSKASRMQEI 

TK 1 RA EQKEKETEKN IQKNQRI 

QELFLLICDQQN 


11592 


41960 


B 


11663 


1 


1529 




11593 


41961 


B 


11664 


111 


1350 




11594 


41962 


C 


11665 




2127 




11595 


41963 


B 


11666 




1350 




11596 


41964 


A 


11667 




1506 
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SKQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
(oration of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11597 


41965 


A 


11668 


1 


1855 


M1IIVPLYSSLGDRVKSCEKKRE 

RERERRKKERKKERKKERKKE 

RKKASSKEREEGRKKERRKKL 

RKKEEKERKKRKKKRREGRKE 

RKKEKERKEGKKEERKNIPGKR 

RESTDPLKEMDHRCLLPEMLK 

GTWWTTPARASGPAVPLLCEF 

RQWTVDTTSVVPESTHMPGQM 

TQPIPAPDSrfNMDEAGGHYPK 

QTNTRPENQ1LHVFTDKWELNT 

EYKDPKKRTTDTRAYLRVEAT 

LAADWMVPTQ1EGRSSFVLATL 

A A D WM VPTQ 1 EG RSSF V L ATL 

AADWMVPTQTEGRSSFVLATL 

AADWMVPTQIEGRGRMTPHM 

AGYSSETKLPEERSGSS1CGSPIS 

AVLQPPLLIPRQTGSGVDLQQT 

PTDLQLRVLMERSSSPATEQSW 

MENDFDEMRDEGFRRSNYSEL 

KEEVQTYCKEVCRGKFKALNA 

HKRKQETSKIDTLTSQLKELEK 

QEETHSKASRRQE1TKIRAELKE 

IETQKTLQK1NESRSWFFEKINK 

IHRPLARLHCKKTEKNQFNAIKN 

DKWDITNNLTEIQAT1REYYKH 

LYANKLENLEEMDKFLDTYTL 

PRL*N/CRQSLIAYQQ1KVQDQ 

MDSQSNSTRGTRRSWYHSF 


11598 


41966 


A 


11669 


2678 


2897 


PDGAKKHGKRTVRDERTSFSSEF 
NQLEERVSVIENQMNEMKREE 
KFREKRVKRNEQSLQEIWD\M* 
KDQMRSTS 


11599 


41967 


A 


11670 


843 


2004 


NNQCREVLKGVDGAESQGSRTV 

REERRSLRSRCDQLEERVSVIED 

QMNEMKREGKFREKRIKRNEQ 

SLQEIWDYVKRPNLRLIGVPES 

DGENGTKLENTLQDIIQENFPN 

LTRQANIQIQEIQRTPQRYSSRR 

ATPRHIVVRFTKVEMKEKMLR 

A A REKG RVTH KG K P I RLT AD LS 

AGTLQARREWGPIFNILKEKNF 

PPRISYPAKLSF1SEGEIKYFTDK 

QMLT1VHLKTLDIIYMYN1RRPK 

GGEKKADQEVNSEPRNNIVLET 

KGDRGPQAPASPGGPPPRRVRR 

SASGSRAGITFHPVHYLTRRPFA 

HRFHYQSHGYGVGSVQSAELR 

HKTNSAARAALRDGGVDCRGR 

ERGSACQKRSDDEAGGLVLSD 

LPRVMSGSWEVRR 


11600 


41968 


B 


11671 


1 


3221 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


1 160! 


41969 


A 


11672 


82 


160 




11602 


41970 


A 


11673 


1 


551 


AAAMADSGTAGGAALAAPAP 

GPGSGGPGPRVYFQSPPGAAGE 

GPGG A DDEG P V RRQG K VT\ VS 

YDRKELRKRL\NL\EDWI L*QLN 

GAFYDCQVEEEIPELEIDVDELL 

D\MESD\DARAA\RVKELLVDC 

YKPTEAFISGLLDKIRGMQKLS 

TPPEEVRVPDPGRTVAPTGQSL 

PPDLVATAITGGT 


11603 


41971 


A 


11674 


362 


650 




11604 


41972 


A 


11675 


1 


651 




11605 


41973 


A 


11676 


1 


3101 




11606 


41974 


B 


11677 


1 


2838 




11607 


41975 


A 


11678 


1326 


1980 


TSEASRQSERVDSAALSALSLLS 

RSSKCRPWGTARVARAGGCLT 

PLLSRRFLETRPFTGPWDPGLG 

VTCWCCPPKRRLKSTPRPKFSV 

CVLGDQQHCDEAKAVDATFEV 

CLGDQVLSNANGFLSLS A K K Y 

DAFLASESLIKQIPPJLGPGLNK 

AGKFPSLLREEGQAICYSSTNLT 

*SSLPSSQVLCLAVAVGHVKMT 

DDELVYNIHLAVNFLVSLLK 


11608 


41976 


A 


11679 


II 


720 


EAMSSKVSRDTLYEAVREVLH 

GTQRKRRKFIAETVELQISLKNY 

DPQ\KDKRF\SGT\VRLKSHSPAL 

SFSVCVLGD\RQH\CD\EAKA\V 

DIPPHGPSEAAEKTSTKNKKLV 

QKSWPKKV*MPFLA\SESSDQA 

RFPRIPRAPGLNKAGK\FP\SLLT 

HNGKHGGPKVDEVKVPQSRFQ 

MKKVLCLAVAVGHVKMTD\DE 

LVFNIHLA\VNFL\VSLLK\KNW 

QKCSG A L Y YQEAPMGQSPKRL 


11609 


41977 


A 


11680 


34 


507 




11610 


41978 


A 


11681 


407 


806 


LRVGMLQRSKANGPDDDHLLG 

ASCTCGPSTGSPSPRLPSLPQRP 

QKGLLHQ/RATRMKPGNIAKGL 

WKRLSKGTVM KL WLLTA VPRL 

SGLLVCPLVHQLLLAFKFLKRF 

PIFCLWFRAANRHARFSILFKLS 

RP 


11611 


41979 


A 


11682 


1 


1551 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11612 


41980 


A 


11683 


1 


751 


MAGYSSETKLPEERSDSSIRGSR 

KSTVLQTLLLI PRQTG I KKLTQN 

RSTTWKLNNLLLNDYWVKNE 

MKAE1KMFFETNENKDTTYQN 

LWD/YIQSSV*REIYSTKCPQEK 

AGKIQNXDTLTSQLKELEKQEQ 

THSKASRRQEITKIRAEPKEIQT 

QKTLQKJNESRSLFFKRJNKIDR 

PLARLIKKKREKNQIDAIKN\EK 

GISPPIPQNYKLPSENTTNTSMQ 

IN*KI*KXWINSWTHTPSQE*TR 

KKLNL 


11613 


41981 


A 


11684 


49 


551 


VRATYFHHAPANCTEFVPRQL 

VSRAENLPQATSLPTEKASRAF 

RVLLIPRQTRSGVDLQQTPTDL 

QLRVLIVRRKTNKQKGHPHQN 

PICTSPLRRSNFFELKEEVRTHG 

KDAKNLEKRLDKWLTR1SSVE 

KSLNDLMELRTMA'ELCDECTS 

FSS*FNQLEERVSVI 


11614 


41982 


A 


11685 


1 


1566 


MNSLLTGQIPESQQIHRDSSAAT 

WWKKIYRQKMGNDIEKSEVRG 

GLTPHTAGYSSETKLPEKRSGS 

S1CGSPISAVLQPPLLIPRQTGSG 

VDLQQTPTDLKLRVLTVRRKS 

NKQKGHPHQKPICTSPLSKTKD 

RSTRQKVNKD1QDLNSALHQA 

DLIDIYRTLHPKSTEYTFFSAPH 

HTCSKIDHIVGSKALL/EQM*KN 

RNYQKLSLRPQCNQ\LELRJKKL 

TQNHSTTWKLNNLLLNDYWM 

QKRPLKIQQCFM LKTLN KLG I D 

GTYLKIIRAIYDKPTANIILNGQ 

KLEAFLLKTGTRQGCPLSPLLL 

NVVLEVLARAIRQEKEIKGIQL 

GKEEVKLSLFADDMIVYLENPI 

VSAQNLPKLISNFSKVSGYKrN 

VQKSQTFLYTNNRQTESQIMSE 

LPFT1ASKRIKYLGIQLTRDVKD 

LFKENYKPLLKE1KEDTNKWK 

NIPCSWVGRINIVKMAILPKVIY 

RFNAIPIKLPMTFFTELEKTTLK 

FIWNQICRACIAKSILSQKNKAG 

GITLPEFRLYTRLQ 


11615 


41983 


A 


11686 


1 


4962 




1 1616 


41984 


B 


11687 


101 


3772 




11617 


41985 


B 


11688 


1 


1047 




11618 


41986 


A 


11689 


21 


287 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Slop codon t /=pos$ible nucleotide 
deletion, ^possible nucleotide insertion) 


11619 


41987 


A 


11690 


131 


723 


LLEGKLTNRKDIHTKNPSVRH/ 

RSSKTKERVSAMEDEINEMKRE 

EKFREKRVKRNEQSLQEIWDYL 

KRPNLRJLIGVPESDGENGTKLE 

NTLQDIIQENFPNLARQANIQIQ 

EIQRMPQRYSLRRATPRH1IVRF 

TKVEMKEKMLRAAREKGRVT 

HKGKPIRLT/ADLSAETLQARRE 

WGPIFN1LKEKNFQPRISYPAKL 


11620 


41988 


A 


11691 


1 


1257 




11621 


41989 


A 


11692 


1 


759 




11622 


41990 


B 


11693 


107 


511 




11623 


4 1991 


A 


11694 


170 


726 


LLEGKLTN RKD1 HTETPS VCHH 

HQRPKDIIQENFPNLARQANIQI 

QEIQRTPQRYSSRRATPRH1IVR 

FTK/VEMKEKMLRAAREKGRV 

THKVKP1RLTADLLAETLQARR 

EWGLIFNILKEKNFQPRISYPAK 

LSFISEGEIKYFTDKQMLRDFVT 

TRPALKELLKETLNVERNNRYQ 

PLQKHAKL 


11624 


41992 


A 


11695 


I 


569 


MAGYSSETKLPEERSGSNICCSP 

1SAVLQPPLLIPRQTGSGVDLW 

QTPTDLQLRVLTVRRKrNKQKG 

HPHQNPICTSPSSKTKGQIRAEL 

KEIETQKALQKINESRNWVFEK 

INK1DRPPARL1KKKREKNQIDA 

IKNDRGD1T1DPTEIQTT1REYYK 

HLYANKLENLEERDKFLNTYTL 

PRLNQEEVESLNRPITGSE1EAII 

NSLPTKKSPGPDGFTDAFYQRY 

KEDLVPFLLKLFQSIEKDRILSN 

SFYEASIFLIPKLGRDTTKKEN* 

QTERTSTPKPHLY1TIIEDQRPD 

QSRTEGNRDTKSPSKNQ* IQEL/ 

WFLKRSTKLI\ATSKTNKEEKRE 

ESNRCNKK**RGYHHRSHRNT 

NYHQRJL*TPLCK*TRKSGRKG* 

IPQH1HSPKTKPGRS 


1 1625 


41993 


A 


11696 


3 


1039 




11626 


41994 


C 


11697 


1 


1251 




11627 


41995 


A 


11698 


1 


807 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown» 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


11628 


41996 


A 


1 1699 


1 


713 


MNSLLTGQIPESQQIHRDSSAAT 

WWKKIYRQKMGNDIEKSEVRG 

GLTPHTAGYSSETKLPEKRSGS 

SICGSPISAVLQPPLL1PRQTGSG 

VDLQQTPTDLKLRVLTVRRKS 

NKQKGHPHQKPICTSPLSKTKD 

RSTRQKVNKD1QDLNSALHQA 

DLIDIYRTLHPKSTEYTFFSAPH 

HTCSK1DHIVGSKALL/KQM*K 

NRNYQKLSLRPQCNQTRTQD*E 

THSKPLNYMETEQPAPE 


11629 


41997 


A 


11700 


1 


1768 


MNLSRHLNEVKGELLWSLEWR 

DPDGGSIRMEVGLGGWTQRLE 

EEKKGNVCSHGNLEKDFPYIPH 

LFGLQQKKMDLKGVFKSCFKI 

YCSSKHLLKTGFISEAVLCYGE 

GGEGDTVLTMKERWPHEC1VLI 

QCNKGRLTPHTARYSSETKLPE 

ERSGSS1CGSP1SAVLQPPLL1PR 

QTGSGVDLQQTPTNLQLRVLT 

VRRKTNKQKGHPHQKPICMSPS 

S KTK.DFKPTKJ KRDKEG H Y I M V 

KGS1QQEELTILNIYAPNTEAPR 

F1KQVLSDLQRDLDSHIHMGDF 

NTP1STLDRSMRQKVNKDIQEL 

KSALQQADLIDIYRTLHPKSTE 

YTFFSAPHHTYSKIDH1VGSKAL 

LSKCKRMEIITNCLSDHSAIKLE 

LRIKKLTQNRSTTWKLNNVLLN 

DYWVHNKMKAEIKMFFETNG 

NKDTTYQNLWD/YIQRSV*REI 

YSTKCPQEKAGR1*N*HPNI\QL 

KELEKQEQTHSKVSRRQE1TKIR 

AELKEIETQKTLQKINESRSWFF 

EKFN K 1 DRRL A RLIKKKREKNQ 

1DAIKNDKXGISPL1PQKYKLPSE 

NTINTSTQlN*Kl*KKWnsISSTHT 


11630 


41998 


A 


11701 


535 


666 


KG RM I QLNG L V I GTLSN * LKCL 
KMFFTMPLGYINGGISSDFFLH 


11631 


41999 


A 


11702 


20 


262 




11632 


42000 


B 


11703 


1 


1254 




11633 


42001 


A 


1 1704 


1 


1032 




11634 


42002 


A 


11705 


481 


1491 




11635 


42003 


A 


11706 


2 


717 
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SEQID 

MA* 


SEQ ID NO: 

iii pcpiiuc 
sequence 


Met 
hod 


SEQ ID NO: 

in IKSN 
in uooii 

09/540,217 


Nucleotide 

ivCHiion Ql 11131 

codon for peptide 
sequence 


Nucleotide location of last 

cuuuii lur laai aiuiiiu Jviu 

or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
* = Stop codon» /—possible nucleotide 
deletion. V=possihle nucleotide insertion) 


11636 


42004 


A 


11707 


348 


1976 


SRVRPVVHLRRAPMVCQGHTT 

PPVCGSLAGPGDCVHYSVPAG 

YSSETKLPEERSGSNICCSPISAV 

LQPQLLI PRRTGSG VDLQQTPT 

DLQLRVLTVRRKTNKQKGHPH 

QKPICMSPSSKTKGSNSHITILTL 

NVNGLNAPIKRHRLANW1KSQ 

DPSVCCIQETHLTCRDTHRJKIK 

GWRE1YQANGKQKKAGVAILV 

SDKTDFKPTKIKRDKEGHYMM 

VKGSIQQEELTTLN1YAPNTGAP 

RF1 KQ VLRDLQRDLDSHTLIMG 

DFNTPLSTLDRSTRQKVNKDIQ 

DLNSALHQVDLIDIYRTLHPKS 

TEYTFFSALHH1YSKIDHIVGSK 

ALLSKYKTTEI1TNCLSDHSAIK 

LELR1KKLTQNRSTTWKLNNLL 

LNDYWVHNKMKAEINTLFETN 

ENKDTTYQNLWD/YIQSSV'REI 

HSTKCPQEKAG K 1 * N * H PN I\QL 

KELEKQEQTHSKASRRQE1TKIR 

AKLKEIETQK1LQK1MESRSWFF 

EK1MKIDRPLARPIKKKREKNQ1 

DA1KNXEKGISPL1PQKYKLPSEN 

TINTSMQIN*K1*KKWINSSTHT 

PSQD*TRKKLNL*INTSMQIN 


11637 


42005 


A 


11708 


1124 


1717 


LLEGKLTNRKDIHTKNPSVRHH 

HQRPKVDKTTKMGRKQSRKTG 

NSKNQSASPPPKERSSSPATEQN 

WTEN DFDE LR E EG FRRSN Y SEL 

KEEVRTNAKEVKNFEKKLDEW 

1TR1TN AEKSLKDLMELKTTA R 

ELRDECTSPSSQCNQLEERISAM 

EDKMNEMKREEKFREKRJKRK 

EXQSLQEIWDYVKRPNLCLIGVP 


11638 


42006 


A 


11709 


1 


3549 




11639 


42007 


B 


11710 


209 


403 




11640 


42008 


A 


11711 


3 


248 




11641 


42009 


A 


11712 


61 


594 


IQPLVSVLDEKPSNGVLVHMVK 

LLIKTFLDGIFDDLMENNVLNT 

DEIHLIGKCLKFVVSNAENLVD 

DITETAQTAGKIFREHLWNSKK 

QLSSVHGSEHEDKALTCHWVG 

HPGFPEKLKERKKFCGIMVVGL 

FGFTTDSGKAGADIHGRFLQGN 

FCNDAVTKAHVEKDFVIAFKSST 



WO 01/075067 
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SEQ II) 

NO: 


SKQ ID NO: 

of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unfcnown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11642 


42010 


A 


11713 


I 


430 


FSAVREDGGCYLWQ1YPIKERM 

DRJRLVLI1CNKEFDHLPPRNGA 

DFAIM EM KKLLEDLG YS VDVE 

ENLTAR/HNVSQGETGTKGLPIF 

ITQL1ACFQRYSWRCHIAEEVFW 

KVQQAFESPEATVQMPTJERVS 

MTRYFYLFPGN 


11643 


42011 


A 


11714 


3 


1195 




11644 


42012 


A 


11715 


35 


1288 




11645 


42013 


A 


11716 


1 


1641 




11646 


42014 


A 


11717 


1 


2933 


MVCSAAPLLLLATTLPLLGSPV 

AQASQPLWPMAKGQTMWAQT 

STLTLTEEELGQSQAGGESGSG 

QLLDQENGAGESALVSVYVHL 

DFPDKTWPPELSRTLTLPAASA 

SSSPRPLLTGLRLTTECNVNHK 

GNFYCACLSGYQWNTS1CLHYP 

PCQSLKNHQPCGCLVFSHPEPG 

YCQLLPP V PG I LN LN SQLQMPG 

DTLSLTLHLSQEATNLSWFLRH 

PGSPSPILLQPGTQVSVTSSHGQ 

AALSVSNMSHHWAGE 


11647 


42015 


A 


11718 


1 


357 




11648 


42016 


A 


11719 


73 


1494 


KSSHCIKMGPQIFHKTSELFLPA 

TSCPSCPDQNEEDVSQTQYKEC 

CGGGWCSHSIFAVWHFI*RPDA 

T*FG*SSAYGFVASDQCP*GSS* 

LYHLWYSYSGSENKQCG*R\AA 

LGAGFSDKTPAHTVTMACISAN 

QAMTTGVGLIASGQCDVIVAG 

GVELMSDVPIRHSRKMRKLML 

DLNKAKSMGQRLSLISKFRFNF 

LAPELPAVSEFSTSETMGHSAD 

RLAAAFAVSRLEQDEYALRSHS 

LAKKAQDEGLLSDVVPFKVPG 

KDTVTKDNGIRPSSLEQMAKLK 

PAFIKPYGTVTAANSSF/LLTDG 

ASAMLIMAEEKALAMGYKPKA 

YL/RRDFMYVSQDPKD\HLLLG 

PT Y ATPK V LEKAG L\TMN DI DA 

FEFHEAFSG\QILANFKAMDSD 

WFAE\NYMG*KKPRFGLPPLWR 

RFNNWGNGSLSLGHPFGATGCR 

LVMT\AANRLREEGRASMA*V 

A\ACAAGGQGHA\MIV\EAYPK 


11649 


42017 


A 


11720 


1 


642 
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SEQ II) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11650 


420 IS 


A 


11721 


17 


960 


KSGARSLQPQFLRAPEDGGPLS 

LPNAAMARGPKKHLI\RVAA\P 

KHWMLDKLTGGCA\PRHSPVP 

HKLARECLPLllFXLRNRLKYALT 

GDEVKK1CMQRFIKI\DGKV\RT 

♦YNPTPAGFHGMSSAFDKTGEE 

NFPS* SI DTKG S A F A\ V H P YLTTL 

EEGQSTSLVPKVKKRSFVGHKK 

GIPSSWVTS*WPAT1R*PRSPSSK 

VN * YHFRLDLET WQRLLDFUKF 

\DTGNL\CMGDWGGA\NLGRN 

WVLITN\RERHPGSFDPWFHV\K 

DANGN\SFATRLSNIFVIGKGNK 

PWISLPRGK.GIRLTIAEERDKRL 

AAKQSSG 


1 1651 


42019 


A 


11722 


1 


460 




11652 


42020 


A 


11723 


1 


243 




11 653 


42021 


A 


11724 


94 


311 




11654 


42022 


A 


11725 


400 


792 




11655 


42023 


B 


11726 


473 


596 




11656 


42024 


A 


11727 


1 


1707 




11657 


42025 


A 


11728 


3 


484 




11658 


42026 


A 


11729 


122 


253 




11659 


42027 


A 


11730 


1 


803 


RGGRGGAGAAGAELAGPLPSP 

APFESPGFTPPGPWGSICPAAFA 

HALHSGTVPARSGRTMARGAA 

LALLLFGLLGVLVAAPDGGFDL 

SDALPDNENKKPTAIPKKPSAG 

DDFDLGDAVVDGENDDPRPPN 

PPKPMPNPNPNHPSSSGSFS\DA 

DLADGVSGGEGKGGSDGGGSH 

RKEGEEVADAPGVIPGIVGAVV 

VAVAGA1SSFIAYQKK\KLCFK\ 

EN\AEQGEVDMES\HRNAQRQK 

PAVQVRTLLEKIEDCPEKQPQAF 

GSRVRTAA 


11660 


42028 


A 


11731 


335 


476 




11661 


42029 


A 


11732 


2 


169 




11662 


42030 


A 


11733 


49 


289 


VPV VQVPA APGPLPG PATGSCS 
ASAAPRPPDPPPGHPEGHHGHS 
P/GVLGFEVGIFSYCQEQPQKCV 
TIKJFESPPIRRRL 


11663 


42031 


A 


11734 


22 


412 


ARVGFLLGQEGKAGARASGPA 

DDVQGKGASAIRSHMRASRSP 

PSPRRCHHHHEATGTASGSAAG 

GPGAGCVWLCRLALTPSAQDG 

RNSTFQTYKKEVCLPRHSHPCW 

MHAAGTTAGGSAVMSACCPSS 

SR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Me! 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Inrafinn nf ftrct 

■ Wallvil Ul 11131 

codon for peptide 
sequence 


Nucleotide location of last 
nwtfin fur la^f nmino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 

muuiif / |fu))iujc nucleotide 

deletion, \=possible nucleotide insertion) 


11664 


42032 


A 


11735 


250 


571 


KGPRVTQGATVPKRQAPSAGL 

D/GSPISQFPWSY/DV*AIA1LCG 

QGVT*PLPVSPPGGPAPPESVAL 

AEWVCSGSRRPLSNSGIARRPIG 

VIQPLDFLQNWPKPVLRC 


11665 


42033 


B 


11736 


1 


1593 




11666 


42034 


A 


11737 


2 


1175 




11667 


42035 


B 


11738 


206 


354 




11668 


42036 


B 


11739 


850 


1461 




11669 


42037 


A 


11740 


2 


663 


VLLDERSAALDGAKRDGTLAL 

AAGALCREARAAQVFFLKGGY 

EAFSASCPELCSKQ/INVSANCP 

NHFEGHYQYKSILCGMTTHKA 

DISSWFNEAIDFIDSIKNAGGRV 

FVHCQAGISRSATICLAYLMRT 

NRVKLDEAFEFVKQRRSIISPNF 

SFMGQLLQLESQVLAPHCSAEA 

GSPAMAVLDRGTSTTTVFNFPV 

SIPDHSTNSALSYLQSLITTSSHC 


11670 


42038 


A 


11741 


1 


474 




11671 


42039 


A 


11742 


3 


1354 


WAVCATRVGGAVGGTAKKPR 

SPEPRVTLLSQSKSGFWFGAER 

PGGLAFPRKAPPCPWPREQTKS 

TAGPITLG ALRPA M VME VGTL 

DAGGLRALLGERAAQCLLLDC 

RSFFAFNAGHIAGSVNVRFSTIV 

RRRAKGAMGLEHIVPNAELRG 

RLLAGAYHAVVLLDERSAALD 

GAKRDGTLALAAGALCREARA 

AQVFFLKGGYEAFSASCPELCS 

KQSTPMGLSLPLSTSVPDSAES 

GCSSCSTPLYDQGGPVEILPFLY 

LGSAYHASRKDMLDALGITALI 

NVSANCPNHFEGHYQYKSIPVE 

DNHKADISSWFNEA1DFIDSIKN 

AGGRVFVHCQAAGISRSATICLA 

YLMRTNRVKLDEAFEFVKQRR 

SIISPNFSFMGQLLQF*VPQD/VL 

VPHCSAEGWEAPDMAVLXDRG 

T\STTTVFNFPVFIPV\HST\NSAL 

SLPFRGPINGPFPAG 


11672 


42040 


A 


11743 


196 


1260 




11673 


42041 


A 


11744 


5 


447 




11674 


42042 


A 


11745 


1 


328 




11675 


42043 


A 


11746 


3 


364 




11676 


42044 


A 


11747 


1 


816 




11677 


42045 


A 


11748 


1 


1377 
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SEO ID 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 

Inratinn of first 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Ston rndnn /=nnccihle nurlpntirip 
deletion, V=possiblc nucleotide insertion) 


11678 


42046 


A 


11749 


1 


989 


EGRTVLGGGLGSAAAMASRLL 

LNNGAKMP1LGLGTWKSPPGQ 

VTEAVKVAIDVGYRHJDCAHV 

YQNENEVGVAIQEKLREQVVK 

REELF1VSKLWCTYHEKGLVKG 

ACQKTLSDLKLDYLDLYLIHWP 

TGFKPGKEFFPLDESGNVVPSD 

TNILDTWAAMEELVDEGLVKA 

IGISNFNHLQVEMILNKPGLKY 

KPAVNQ1ECHPYLTQEKLIQYC 

QS KG I V VTA Y SPLG SPDRP W AK 

PEDPSLLEDPRIKAIAAKHNKYT 

TAQVL1RFPMQRNLVVIPKSVT 

PERIAENFKVFDFELSSQDVMTT 

LLSYANRNWRVCALLSCTSHKD 


11679 


42047 


A 


11750 


1 


855 




11680 


42048 


A 


11751 


2 


367 




11681 


42049 


A 


11752 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

KEKVLRAA/NKP1RLTVDLSAET 

LQARKEGGPIFN I LKEKNFQPRI 

SYPAKLSFISEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RKNQYQPLQKHAKW 


11682 


42050 


A 


11753 




1536 




11683 


42051 


A 


1 1754 




2541 




11684 


42052 


A 


11755 




1788 




11685 


42053 


B 


11756 




1014 




11686 


42054 


A 


11757 


1 


777 




11687 


42055 


A 


11758 




1029 




11688 


42056 


A 


11759 




2052 




11689 


42057 


A 


11760 




1392 




11690 


42058 


A 


11761 




993 




11691 


42059 


A 


11762 




1240 


PTDPAAEGPCLLDAKTNKRKGP 

STP1LPFCPSPFIRGPKVDSTHGA 

WGQKQHR*TG1F*RSRAPSPP\P\ 

KEHGSSPATEQSWMENDFDEL 

REEGFRRt\NYSELKEEARTHGK 

EV1NLEKK\LDEWITRITNAEKC 

LK\ELMELE\TKA\RELREECRS\ 

LRSRRNQLEERVSAMEDEMNE 

MK\QEEKFREKKNKKK*TKAL 

KELWDYVKRP\NLRLIGIPESDE 

ENGTKLENTLQDI1QENFPNIAR 

QANWQI RGNYRERPQRLPPRG 

RATPRTH/IIVRFTKVGNGREKM 

FKGQPGGKGRWTLKGKPITLTT 

ADLSAETSTSQKTEWGP1FNILE 

GKEFSNPEISYLSQT*AF1SGREE 

LN S F Y RTSQM LRDFC H H Q A S RL 

P*KSTRPALKELLKEEALKHGK 

GNNPVPSHLQKF1A 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion* V= possible nucleotide insertion) 




42060 


A 


1 1763 

11/ UJ 


1 
i 


1917 




1 1693 


42061 


A 


I 1764 


268 


307 


AHHTHl PI 1 TP^PPPr;e*vr , u/r: 

V^vj L.VJ WVJ V V LOL v v_» r 1 


1 I6Q4 


42067 


A 
r\ 


1 1765 


z 






1 1695 


42063 


R 
u 


1 1766 

1 1 / UU 


1 

1 


1 73d 




11696 


42064 


A 


11767 


1 


603 




11697 


42065 


A 


11768 


1 


420 




11698 


42066 


A 


11769 


115 


796 


EWSSVRRSLVEKRALRRPHPQC 
LCFRM KTILSNQTWDIPEN VD\I 
TLKGRTVIVKGP/REGTLRRDFQ 
SPSMENFTFLERKKKRLRVDK 
WWGNRKE\LATVRTICSHVQN 
MIKGVTLGFRYKMRSVYYAHFP 
HQPLLSRGNGSL V\EI\RNFFG * K 
NISARVRMRP\GVA\CSV\SQAQ 
ktsfp/iqi pnisjnupi vqwqavai i 

QQATTWKNKDI RKFLDGI YVFE 
KGTVQQADE 


11699 


42067 


A 


11770 


1 


295 


ASTAGVSYYVAQAGLKLLGLS 
LSKCRDYRCEPPCPE*MSLYKV 

MAMARk'AMQI WIVPFf HCCM 
jvi a ivi Arvrv/\iVioL,\ Y l Yrr LL/or m 

VFAP.TU/Mk'l PTIII qi^i crirni^ 
TrAUl W1V1IS.LC. 1 llLolvLoV^Oyiv 

I ivri rvivi roL* v^jvifN 


1 1700 
1 1 /uU 


4706J* 


A 
r\ 


1 1 771 
• I / / i 


J 


747 




1 1701 


47060 

4ZU07 


A 
/A 


1 1 777 


1 
J 


1 R7 




1 1702 


47070 


A 
/A 


1 1773 


1 

I 


430 




11703 


42071 


A 


11774 


1 


325 




11704 


42072 


A 


11775 


2 


91 




11705 


42073 


A 


11776 


167 


861 


IWAiLADPRMAQGKLRMEIGTK 

LRCLIWTVHKGVHWVTFWWV 

ERSQTGNLEVRRLWLGLLTHL 

HSGVNSLFTRARIWNPSMIDW/I 

KKM WH I YTM E Y YA AI KKNQF 

MSFAGTWMKLSAPAAPTVLFL 

ASFTNHYNLRASLLVESCLAPS 

YTSVEPRFSIPQSLTPARGSSDG 

HTPF^HflQI-inQT 1 IPAn?THFW 
n i v^r*3n\^dnL/dL>L»Hs/\L/o I nr w 

1 CAHIU/IOANAPPVPRAPQPf CI 
IfTRl KP^PrH Ml RRPP 


1 1 706 


47074 


A 


1 1777 
lift/ 


1 


660 




1 1707 


47075 


R 
D 


1 1778 
I 1 / / o 


1 
j 


7633 




11708 


42076 


A 


11779 


1 


2985 




11709 


42077 


A 


11780 


398 


605 




11710 


42078 


A 


11781 


204 


585 


VTMCDRKAVIKNADMSEEMH 
QDSVECATQALEKYNIEKDIAA 
HI KKEFDKKYNPTW\HCI\VGEG 

WAIorUr rvl* WrKKJIU I VAInrv 
IPFOKOGIAAI MFOI PFD 


11711 


42079 - 


A 


11782 


1 


810 




11712 


42080 


A 


11783 


188 


534 
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SEQ ll> 


SEQ II) NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno%vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /—possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






11713 


42081 


A 


11784 


1 


1188 




11714 


42082 


A 


M785 


1 


1137 




11715 


42083 


A 


11786 


19 


428 


ERRNSGNMALRVERSVRAVLC 














SLHVVLAPAAPCLSRPWQLGM 














GAVWVYCNLPEVGTKLNKQDE 














FGALERVKAASELYSPLSGEVT 














EINEALAENPGLVNKSRYEDG 














WLIKMTLSNPS'LDELMSEEAY 














EKYIKS1EE 


11716 


42084 


A 


11787 


66 


631 


RRDPRTPANMALRVVRSVRAL 














LCTLRAVPLPAVAPCPPRPWQLG 














VGAVRTLRTGP\ALLSVRKFTE 














KHEWVTTENG1GTVGI\SNFAQ\ 














EALGDVVYCSLPEVGTK1*TKP 














SWSLVLLE\SVKAASELYSPLSG 














\EVTE1NVEAL\AENPGTCKTNFC 














Y\EDGWL!KMTLSNPSE\LDELM 














SEEAYEKYIKSIEE 


11717 


42085 


B 


11788 


46 


743 




11718 


42086 


A 


11789 


209 


401 


MKPPVRSLSTPPRSIIMGSSATEI 














EELENTTFKYLTGEQTEKMWQ 














RLKGMEIKXLN*G 


11719 


42087 


A 


H790 


135 


313 




11720 


42088 


A 


11791 


I 


624 




11721 


42089 


C 


11792 


81 


299 




11722 


42090 


A 


11793 


5 


166 


SPVMMSFFLFVCLLTPRSPSSS 














SSSSSSSSSSSSSSSSSSPSPSSSFS 














GSVV 


11723 


42091 


A 


11794 


-> 


173 




11724 


42092 


A 


11795 


169 


291 


SCNSS1LSFLSLSLVADPQ1ATYR 














/S*CSRLGHKGTLLPGS 


11725 


42093 


C 


11796 


1 


429 




11726 


42094 


A 


11797 


1 


279 




11727 


42095 


A 


11798 


3 


376 




11728 


42096 


B 


11799 


1 


736 




11729 


42097 


A 


11800 


753 


2455 




11730 


42098 


A 


11801 


1 


312 




11731 


42099 


A 


11802 


48 


397 




11732 


42100 


A 


11803 


51 


286 




11733 


42101 


A 


11804 


1 


420 




11734 


42102 


A 


11805 


II 


537 


PDRPTRPCRQCARSFRRKLKAA 














VGVEGPSLSSGELGTRVPAAPS 














PTTRPRAMAFCLPSFACIYYSALI 














LHDDE\VT\VTEDK1\NALIKSSR 














V * MLSPF W PG LF A KA L\ANVN\ 














MGSL1CNVGAGGPCCPASWVL 














QPAGRSLPPPLLAASSLREKKV\ 














EAKKEGFRGSFD*LTWGFGSF 


11735 


42103 


A 


11806 


114 


399 
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SEQIU 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


11736 


42104 


A 


11807 


-> 


599 


AIRRLRJSAREEERENQPRLLPL 

SLGAGGGVGGFVQQWPRFKAR 

DLRGKKKEEL\LKQL\DDLKVE 

LVPSARRQKRQGGAASVKLSKl 

RWVRKSIAPCSPRLFTQTQKEN 

LRKFYKGKKYKPLNDLRPKJCTR 

AMRRRLNKHEENLVRTKJCQQR 

KERLYPLRKYAVKALGGALSIK 

HKENLKTKKQQRKERLYPLRK 

YAVKA 


1 1737 


42105 


A 


1 1808 


226 


370 


AGSP*FPQFSEA*RRGALGSGA 

DQDLSHPRITIETLTSCRSLQTSS 

PR 


11738 


42106 


A 


11809 


3 


7964 


RGSGSSKFEPRSRSASVLAPSAL 

GPPNTSPRQLVAHCALPATRMP 

VTEKDLAEDAPWKKIQQNTFT 

RWCNEHLKCVNKRJGNLQTDL 

SDGLRLIALLEVLSQKRMYRKY 

HQRPTFRQMQLENVSVALEFL 

DRESIKLVSIDSKAIVDGNLKLI 

LGLVWTL1LHYSISMPVWEDEG 

DDDAKKQTPKQRLLGW1QNKI 

PYLPITNFNQNWQDGKALGAL 

VDSCAPGLCPDWESWDPQKPV 

DNAREAMQQADDWLGVP 


11739 


42107 


A 


11810 


I 


636 




11740 


42108 


A 


11811 


3 


261 


QKKPLKQPKKQA*EMDEVRAG 
AEALAGAGALGDRPELNTLCLS 
P\EDKAFKQKQKEEQKKLEELK 
AKA\AGKGPLAT\GG1KKSGKK 


11741 


42109 


A 


11812 


1 


621 




11742 


42110 


A 


11813 


I 


1024 




1 1743 


421 11 


A 


1 1814 


174 


332 


SHCLANAPGDVKVRNDPESPRE 
L*HL*R*RINYTRWKRS1*EEWC 
QGHSWRG 


1 1744 


421 12 


A 


11815 


1 


1323 




11745 


42113 


A 


11816 


1 


2322 




11746 


42114 


A 


11817 


1 


336 




11747 


42115 


A 


118)8 


22 


391 


PPPPAAKTRRKKVLATKVLGTV 
KWFNVRNGYGFINRNDTKEDV 
FVHQTAIKKNNPRK\YLRSVG\D 
GETVEFDVWEGEKGAEAANVT 
GPDGVPV/EKGSRYAA\DRRR\Y 
RRCY\YDR\RRGPPPEYW 


11748 


42116 


A 


11819 


433 


866 


PPPPAAIDAEKKVLATKVLGTV 
KWFNVRNGYGFINRNDTKEDV 
FVHQTA1KKNNPRKYL\RSVGD 
GETVEFDVVEGEKGAEAVANVT 

GPDGVPVEXGSRYAADRRRYRK 
\GYYGKARWPFPA1MYAGGGRR 
RKGAAQVEGFLPPLPLD 
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SEQ ID 

NO: 


SEQ ID NO: 

of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=UnUnown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1749 


42117 


A 


11820 


63 


484 




11750 


42118 


A 


11821 


1 


819 




11751 


42119 


A 


11822 


150 


463 




11752 


42120 


A 


11823 


63 


594 


FAKLPNPKGKGGEATRYMFSR 
PF* EN HG V VPLGHNN * RFWKK 
GDIVD1QGEWGTLFQKGNCPH 
KVVTHGQNLEGVLPMVTPAML 
VGHLL*TNQF*GKVFS\KRTNVR 
IEPIK\HSKSR\DSFLK\RVKEND 
QKKKEAKEKGTWVQLKRQPAX 
PPREA HFVRTNGKEPELLEPIPY 


11753 


42121 


A 


11824 


2 


1376 




11754 


42122 


C 


11825 


132 


341 




11755 


42123 


A 


11826 


155 


245 




11756 


42124 


A 


11827 


3 


293 




11757 


42125 


A 


11828 


204 


467 


LRAPHVACSRCNQGPCMENCL 

NTDQTHTQTQRQG*EEKSSSSK/ 

PISSLMEYYKRSQCSVKSKARS 

VF*LKLRAQAQLLQETKKPVFR 

L 


11758 


42126 


A 


11829 


1 


768 




11759 


42127 


A 


11830 


348 


568 


REISYKERIGM*MPPSVILNSYV 
KSMLETYPHPLLRGVVAPGPLK 
KGFLTESLLALPDPSFSGRMTSF 
K1TPV 


1 1760 


42128 


A 


11831 


1 


840 




11761 


42129 


A 


11832 


2 


216 




11762 


42130 


A 


11833 


1 


726 




11763 


42131 


A 


11834 


3 


3231 


PGGWLRRALPGRER.LQSPVHA 

VPPQHGTSHSRLLVTWPGAGR 

DQDFSSPPLLLLGETDHLHLDL 

PLSPLPTSDELFLPGICDPYVKL 

SLYVADENRELALVQTKTIKKT 

LNPKWNEEFYFRVNPSNHRLLF 

EVFDENRLTRDDFLGQVDVPLS 

H LPTEDPTMERPYTFKDFLLRP 

RSHKSRVKGFLRLKMAYMPKN 

GGQDEENSDQRDDMEHGWEV 

VDSNDSASQHQEELPPPPLPPG 

WEEKVDNLGRTYY VN HN 


11764 


42132 


A 


11835 


1 


624 




11765 


42133 


A 


11836 


2 


361 




11766 


42134 


A 


11837 


3 


432 


NSRVDDFVAAQDAKGKKVAP 

A PA V VKKQEA K.K V VN PLFEKR 

PKNFGIGQ\QRLLARAEKKAAG 

K.GDVPTKRPPVLRAGVNTVTT 

L VEN KKAQL V VI AHD VDPI EL V 

VFLPALCRKMGVPYCIIKGKAR 

LGRLVHRKTCTTVAFT 


11767 


42135 - 


A 


11838 


1 


684 





wo 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


11768 


42136 


A 


11839 


9 


247 


AVTSDEPKGKKAKAKKVAPAP 

AVVKNQEAKKVVDPLFEKRHK 

N\FGlGQDlQPKRASPRLCELPR\ 

YIRLQRQRAILYK\RLKGPFCDY 

PGFTRALDRQTV*SSLLKL\AHK 

YRP\ETKQEKK\QRLFARAREEG 

VLAKGDVPNERDPPVVLRARSL 

TPFHHPWVEKQEKLQLVVNWH 

TDV\DPI\ELVVLLALPLCREKW 

GVPWCNYRREKARLWDRLVP 

QERPCTTCPPFTQGELRKTKGG 

FWLKLGWKLIRTQFT1DQILMR 

SRRH\WG\GNVLG\PKSVGS*SP 

KLEKAAKAKELAH*TG 


11 769 


42137 


A 


1 1840 


1 


273 




1 1770 


42138 


A 


1 1841 


1 


218 




11771 


42139 


A 


1 1842 


1 


1522 




11772 


42140 


A 


11843 


136 


441 




11773 


42141 


A 


11844 


24 


274 


SRQAWHEAASASARRRGTRSP 
ALSPARAPAGPIWTNARRSARA 
NSVSPAAAPPPRRPVSLSVDPGE 
SCTRDPRAPDPCGPFRCC 


11774 


42142 


A 


11845 


194 


365 




11775 


42143 


A 


11846 


1 


782 


LLVVGTTVVVYFPNGRFKEFM 

SRHVHLMCYRJCVRALTAIITY 

HDRENRPRNGGICVANHTSPID 

VHLASDGYYAMVGQVHGGLM 

GVIQRAMVKACPHVWFERSEV 

KDRH L V VKVRLTEH VQDKSKLP 

ILIFPEGTCINNTSVMMFKKGSF 

EIGATVYPVAIKYDPQFGDAFW 

NSSKYGMVTYLLRMMTSWAIV 

CS V WYLPP1D* ERQI EDA VQFA 

NRVKSA1ARQGGLVDLLWDGG 

LKREKVKDTFKEEQQKLYSKM 


11776 


42144 


A 


11847 


3 


916 




11777 


42145 


A 


11848 


13 


473 


DPPTDSLSPDGGSIELEFYLAPE 

PFSMPSLLGAPPYSGLGGVGDP 

YAPLMVLMCRVCLEDKPIKPLP 

CCKKAVCEECLKVYLSAQIQCP 

TCQFVWC*CAGCAWKTSPSSPC 

LAARRPCARSASKST/SSAQIQC 

PTCQFVWCFKCHSPWHEGVNC 

KEYKKGDKLLRHWASEIEHGQ 

RNAQKCPKCK1H1QRTEGCDH 

MT 


1 1778 


42146 


A 


1 1849 


92 


1103 




1 1 T70 

11/ /y 


/I1 1 A 1 
I&IH 1 


A 

A 




i 
1 


Mo 




11780 


42148 


A 


11851 


1 


642 




11781 


42149 - 


B 


11852 


200 


608 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, / = possible nucleotide 
deletion, V=possible nucleotide insertion) 


11782 


42150 


A 


11853 


1 


IS56 


MEETGMCEGHGASPGMEASSG 

EREKRGTGEASPGDREKRGTGE 

ASSGEREKRRTGEASSGDREKR 

GTGKASSGEREKRGTGEASYG 

EREKRGTGAAGGQESCAHCGG 

WLMPRAKPSTHRETNPRGTEA 

TAMAMDHVGQQADTTDSTDG 

SQWDPSEHSPNCG1REVGAGDP 

DTQQTGRHHCYYPAKETNEKT 

NTNRNSNTFIEQLLHAKQQRGN 

SGVPFKPGHMVRALTTNALSW 

AKLYPDPWCLRMGGTGNEVFE 

NE1KTGSCW1KEQEGQPRPQSP 

RSQ VRPE ADPG PSPLTKM SAEN 

EYRPPSPPKLAAERDKPSPRLRP 

RGVPWRRESRVRAGRECALLR 

VAAEGARPPPAGMSYDRAITVF 

SPDGHLFQVEYAQEAVK\RGST 

AVGVRGRDIVVLGVEKKSVAK 

LQDHRPVRKICT\LHDN\VCMA 

FAGL/TPADARJVIQTGPGVEFQ\ 

SHRA*T\VEGPRVTVE\YITPLTF 

ASLKASVYTQSKWGARPFGMS 

GPHRGFSTFDGTP\* L YQTDPSG 

TY\HAWKA\NSIG\RGAKSSARS 

S WEKN\YTDK A I ETDDL\T1\KL V 

IKALLEVVQSGGKNIEVLAVMR 

RDQSLKI\LNPEEIEKYVA\EIEK 

EKEENXEKKKQKKAS 


11783 


42151 


A 


11854 


12 


432 
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SEQ 10 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


11784 


42152 


A 


11855 


1 


1775 


MSYPADDYESEAAYDPYAYPS 

DYDMHTGDPKQDLAYERQYE 

QQT YQ V i PE V i KNFI Q Y F H KT V S 

DL1DQKVYELQASRVSSDV1DQ 

KVYEIQDIYENSWTKLTERFFK 

NTPWPEAEAIAPQVGNDAVFLI 

LYKELYYRHIYAKVSGGPSLEQ 

RFES Y YN YCN LFN Y 1 LN A DG PA 

PLELPNQWLWDIIDEFIYQFQSF 

SQYRCKTAKKSEEEIDFLRSNP 

KIWNVHSVLNVLHSLVDKSNIN 

RQLEVYTSGGDPESVAGEYGR 

HSLYKMLGYFSLVGLLRLHSLL 

GDYYQAIKVLENIELNKKSMYS 

RVPRVPRSPTY YYVG FAY LM M 

RRYVQDA1RVFANILLYIQRTKS 

MRQRTTYKYEMINKQNEQMH 

A LL A I AL\TMYPMR\IDESI HLQL 

REKYG\DKMLRM\QKGDPQVY 

EELFSYSCPKFL\SPVVPNYDNI\ 

HPN\YHKE\PFLQ\QLK\VFSDEV 

QXQQAQLSTI RSFLKLLHPPCL V 

AKPGLASLDLTEQEF\RIQLLVF 

KHKMKNLRVDSAVSQALDGEF 

QSASEVDFYI\DKDMI\HIADTK 

VAKJ<YODrrIKv^l\Hrvr\bbLNPN 

P*RRMG\QRPWMIFTTHSGNLV 


11785 


42153 


B 


11856 


1 


537 




11786 


42154 


A 


11857 


98 


334 


WATERWKGRKNHEISWKCFPG 

1/ a |C*K4DCCVAfcAl''DXirDDr , CClT 

KAIo'MKbbM^MKJ'NrrKCbol 1 
VLS> VKuM VLrL i L ACrKr KJVlob 
Kl UrKrONryv 1 


I 1 TC7 

I I /©/ 




A 


t 1 oco 
1 1 oj5 


A 

H 


H22 




1 1 1QQ 
1 17©5 


42 1 DO 


D 


1 1 0<Q 

i lojy 


f 


Zoo/ 




1 1 TOO 

1 l/sy 


421!)/ 


A 

A 


1 1 C/CA 


2 


304 






4215© 


A 

A 


I 1 Q£L 1 

I I ool 


I 


jUI 




1 1 *7A1 

M /y 1 


A^t 1 CO 

42 i,>y , 


A 

A 


1 1 oo2 


t 

1 


A AO 
4U2 




1 1 *7QO 








in 


ATI 




11793 


42161 


c 


11864 


195 


1263 




11794 


42162 


A 


11865 


3 


648 




11795 


42163 


A 


11866 


200 


420 


ILPSALRPPNPNWNVG/YVQTQ 

ITKDARLHRVIVHGWGIKGTIP1 
AKIAIS 
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SEQID 
NO* 


SEQ ID NO: 

ftf npntiflf* 

III |»V|/*IUt 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 

Inrntinn nf first 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*— Slon endnn /=nnc<ihlf ntirl^ntirlf 

deletion, V=possit>lc nucleotide insertion) 


11796 


42164 


A 


11867 


1 


502 


MQLPGRGHSFVCKANAGSTQA 

RQGASAGVAGCRGWLNYAAS 

EQIVLRVPHMRCEIPHKCVRRK 

SRIRPHSPFRLRNCWKGRSVRA 

FSLLRQLAKGGCAARRLSWVT 

PGFSQSRRCKTTASAKLACLQV 

RAQSEDISTVPIHYAYNMTRVG 

RMQMLGK YNPQSAKL V RE A I L 

PTKATLDLSNQNNEDFSAFQLG 

LAQALHI K. VHTMTRE VMSDEL 

TKLLEGNLKPAIDMMVEFNTT 

GSLPENAVDVLNTALGDRKSF 

VALMALMEYSRYLVAEDKSAF 

VTPLYVEADGVTNGPINAMML 

MTGGLFTPDW1RNIAKGGL* FQ 

YTFTFNRNSRSQCFHIFQETSKK 

FFSMCF*SSLLTKHCHSSRDVW 

VFSTSFQH1RHTLIDG1SNRTNQ 

LTCNTTSTRTIDGNSQRVLSNTT 


11797 


42165 


C 


11868 


1 


3831 




11798 


42166 


A 


11869 




5370 




11799 


42167 


A 


11870 




3999 




11800 


42168 


B 


11871 


1 


12036 




11801 


42169 


B 


11872 




16395 




11802 


42170 


A 


11873 




19997 




11803 


42171 


A 


11874 




70 




11804 


42172 


A 


11875 


44 


613 


AGTHLRPFSPSLSAAMALRYPM 

AVGLNKGHKVTKNVSKPRHSR 

RR\GRL\TKHTKFVRDMIREVCG 

FAPYERRAMELLKVSKDKRAL 

KFIKKRVGTH1RAKRKREELSN\ 

VLAAMRKAAAKKDLGPSPCPL 

PEIKDKLDRSPGSPAVRGWVW 

VCRGPAVPCLVPALSHTLSGCC 

LVVNQKPWPAHPSRGSR 


11805 


42173 


A 


11876 


1 


150 


FRGRCCVQRYRGCTLASA/CLL 
VGEAEAPSPVDPLERSRPYAVL 
RGQNLE 


11806 


42174 


A 


11877 


447 


725 




11807 


42175 


A 


11878 


2 


206 


RPVAYLLLQGWGRCCVQRYRG 
CTLASA/CLLVGEAEAPSPVDPL 
ERSRPYAVLRGQNLDQTLH*ST 
HQA 


11808 


42176 


A 


11879 


1 


413 




11809 


42177 


A 


11880 


122 


268 




11810 


42178 


A 


11881 


1 


555 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


11811 


42179 


A 


11882 


221 


419 


LQTILQGYSNQNSMVLVPKQR 

YRPMEQNRALRNNAAYLQKSP 

*ADKQLQQ/tCQDTKSMCKNH 

KHSYTPITDKQRAKSRVNSHSQ 

LLQRE*NT*ESNLQGA*RTSSRR 

TTNHCSMK*KRIQTNGRTFHAH 

G 


11812 


42180 


A 


11883 


1 


2464 


MDEFLNTYTLPRLNQEEVESLN 

RPITGSEIVAIINSLPRKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QS1EKEG1LPNSFYEASHLIPKPG 

RDTTIKENFRPISLMNJDAKILN 

KIILANR1QQH1KKLIHHDQVGFI 

PGMQGWFNIRKSINVIQHINRT 

KDKNHMHSTDAEKAFDfCIQQP 

FMLKTLKKFG I DGT Y L K 1 Rl K Y L 

GIQLTRDVKDLFKENYKPLLNE 

IKEDTKKWKNIPCSWVGRIN1M 


11813 


42181 


A 


11884 


2104 


2637 


MFQRGH1SQWWVVVGALTVFT 

SVLDTDPMRDNKRSGSEILPFC 

REHGTSFTYNHAHSPLSCSPSCL 

FSGLALFSPENNSGFLCMTLPAS 

FTAGNRLFSSAGQPWWIQQGF 

KAHAKARRLILLAFHHYCCRPF 

LAVELKPSPVSTPTFLFA*LLPP 

CSVPGAJLHESFGEA1TWLDAE 


11814 


42182 


A 


11885 


69 


417 


QTHSQHYTEWGKVESIPPENW 

NNTRMPIFTISIQHIIRSSSESNQT 

RE RNQGHPNG * RG SQT V A FC * R 

YDR1PRKP*RLIQKTPRTASAAD 

TQANRVWSGPPASSNRPAAEGP 

DC 


11815 


42183 


A 


11886 


376 


597 


ENKIPRNPTYKGCEGPLQGELQ 
TA AQGNKRGH KH M EKH SRLM 
DRKNQYPSAADTQANRVWSGP 
PANSNRPAAEGPD* PGQNFQYH 
VE 


11816 


42184 


A 


11887 


5 


292 


LTVSCPCSRMLFLTTDVLLPLM 
FIKKLGANVASPSSKKPLFVIRL 
VITTLLPLACGTLPTSSVSRTTFF 
RTM LPQA\PEFAPPSTGTESH Y Y 
CCIW 


11817 


42185 


A 


11888 


320 


596 


YPGKQGLEWTSSK.LQQTCRKY 

RERHKDTP/TRRATPR/RHNCQV 

HQS*NEGKNVKGSQRERSGYS 

QREAHQTNSRSLGRNSTSQKRV 

GASIQRS 


11818 


42186 


A 


11889 


3 


239 


EASRGR1RQQHLPFCNICCSAAS 
rODTQANRVWSGPPANbNRPA 
AEGLDC*KEN*QTERTSTPKPD 
LYITIIKDQSLL 
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SEQ ID 


SEQ ID NO: 

ul p€|HIUC 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

111 UtTOM 

09/540,217 


Nucleotide 

trkf*atinn of flrct 

codon for peptide 
sequence 


Nucleotide location of last 

cru\nn fnr Incf aminn nrtH 

of peptide sequence 


Amino acid sequence ( X-Unknown, 

*— Q trt r\ rnrlnn /— nnccihl^ ni i^l#*ntirl*> 

OIUJJ lUUUIJ* / — pU>SIUIC IIULICU1IUC 

deletion, \-possible nucleotide insertion) 


11819 


42187 


A 


11890 


3 


278 


EASRGRIRQQHLPFCN1CCSAAS 
TGDTQANRVWSGPPANSNRPA 
AEGLDC*KEN*QTERTSTPKPD 
LY1T1IKDQRLIPGLFTSPWISARJ 


11820 


42188 


B 


11891 


394 


1213 




11821 


42189 


A 


11892 


856 


1217 


VDRSRLQKVSNNKLVQAKGGC 

SNPLQGS*KLDNPKDANS/RQQ 

PERTWKWIFPQPHR*GAFGPRH 

C*ESHLYQFGLDLLNSAGSGIG 

KNEVQEQKRAEVGARAAPEKE 

LPEALSWFLKVLW 


11822 


42190 


B 


11893 


1 


894 




11823 


42191 


B 


11894 


93 


938 




11824 


42192 


A 


11 895 


149 


508 


LLEGKLTNKKDIH1KTPSVRHH 
HQRPKPK1SLS* * ATS AKSQDTK 
SMCKNHKHS YTTITDKQRAXN H 
E*TPIHNCFKESKIPRNPTYKRC 
*G/RSSRRTANHCSRK*KRTQTN 
GRTFHTHG 


11825 


42193 


C 


1 1896 


1 


1257 




11826 


42194 


A 


11897 


183 


1065 


YWRCNGFLS*\YAEAAEE1VDC1 

TESLSILKTPLPKKMNEEMLCQ 

EFGRFGPLAS VK1 M WPRTDEER 

ARERNCGF V AFMN RRDA ERAL 

KNLNATAFRPALSHFPSLPMDT 

TSQIPKHXP VT VSSTNK L I L 1 1 KTH 

FQAQSSLNQNIHPMDPSHGIQY 

SAFSPSTPNPSHPALP*PLAIQVH 

HAVCDGFHVGRMLNELQQYC 

DEWQRDKLEEILRGLTPRKNDI 

GDAM VFCLNN AEAAEEI VDCIT 

ESLSILKTPLPKKMNEEMLCQE 

FGRFGPLASVKIMWPRTDEERA 

RERNCGFVAFMNRRDAERALK 

NLNATAFRPALSHFPSLPMDTT 

SQI PKHSSHRQFNKQAH S DHQD 

SLSGPVQSESKYPSHGSIPWDSI 

LSLLTLNTQPI PPSL ALTH MEME 

SGLHFHCPFTASPPSAVPPPELE 

KTTLKF1 WNQKRARI ANS 1 LSQ 

KNKAGGITLPDFKLYYKATVT 

KTAWTGSPTAIRQARTTRQEKE 

MKGIQIGKEEVKLSLFTDDVNL 

QVRENK 


11827 


42195 


C 


11898 


138 


644 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


11828 


42196 


A 


11899 


2 


3088 


ADKTPGGSQKASSKTRSSDVHS 

SGSSDAHMDASGPSDSDMPSRT 

RPKSPRKHNYRNESARESLCDS 

PHQNLSRPLLENKLKAFSIGKM 

STAKRTLSKKEQEELKKKEDEK 

AAAEIYEEFLAAFEGSDGNKVK 

TFVRGGVVNAAKEEHETDEKR 

GKIYKPSSRFADQKNPPNQSSN 

ERPPSLL V 1 ETKJCPPLKKGEKEK 

KKSNLELFKEELKQ1QEERDER 

HKTKGRLSRFEPPQSDSDGQRR 

SMDAPSRRNRSSG 


11829 


42197 


C 


11900 


413 


823 




11830 


42198 


A 


11901 


263 


1246 


NPGKQGLEWTSSQTPADLQLR 

VLTVRRNTNKQKGHPHQNPICT 

SPS SKTK E VENLEKRLDK WLTR 

LTNVEKSLNDLMELKTMAREL 

HDEGTSFSSQFDQLEERVPVME 

DQMNEMKQEEKFREKRMKRN 

EQSLQEIRDYVKRPNLRLIGVPE 

SDGEMCEPSWKTLCRILSRRTSP 

A * QG RPTFKFRK Y RECH KDTPQ 

GEQLQDT*LSDSPKLK*RKKY* 

GQPERKKYRLPSANTUCTSLRK* 

TRKSRRNG*ITGHIHPPKTKPGR 

S*IPE*TNSRL*N*GNN**PANQK 

KSRTRRIHSQILPEAQRGAGTIP 

SETIPINGKRGNPPKLIL 


11831 


42199 


B 


11902 


67 


2584 




11832 


42200 


A 


11903 


1 


3793 


MSDAEDERFLQFQLRYRVYLT 

G DCRTVG AGQ W VQRTEREPKQ 

G E ALPH PG SARG WG V PFPRDD 

GWHLENRVTPTLILRFSHSLSK 

QHTRRPYSAPGSEGPTPTEPCSL 

LAQQSEIiCLQDGSEAGGGPLLLI 

PRQTGSGVDLRQTPTDMQLRV 

LTVRRKTNKQKGQPHQNPICTS 

PSSKTKAPHHTYSKTDHIVGSK 

ALLSKCKRSEIITNCLSDHSAIK 

LELRIKKRIQNRSTTWKLNNLL 

LNDYCVHNEIKAEI 


11833 


42201 


A 


11904 


1 


441 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
* = Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


11834 


42202 


A 


1 1905 


312 


3705 


F1MPAVASVPKELYLSSSLKDL 

NKKTEVKPEKISTKSYVHSALK 

IFKTAEECRLDRDEERAYVLYM 

K Y VTV YNLI KKRPDFKQQQDY 

FHSILGPGNIKKAVEEAERLSES 

LKLRYEEAEVRKKLEEKDRQE 

EAQRLQQKRQETGREDGGTLA 

KGSLENVLDSKDKTQKSNGEK 

NEKCETKEKGAITAKELYTMM 

TDKNISL1IMDARRMQDYQDSC 

ILHSLSVPEEAISPGVTASWIEA 

HLPDDSKDTWKKRGNV 


J 1835 


42203 


A 


11906 


1 


609 




11836 


42204 


A 


11907 


3 


755 


LRVDNAPA H ASGLFFCAG AAG 

TVLFAMAPSRNGMVLKPHFHK 

DWQR\RVATWFNQPAR\K1RR\R 

RPRQAKARRIGPAPRGGGPIRP1 

VRCPTGRVHNGSWRPGRGFQP 

GRSSRVAGHSPRKVAPDPSG1S 

VDPK\RRETSSHGSPLQAQRAS 

GLKEYYRSQTQSSSPRKPSAS/PL 

*GDSSAEELKL\ATQ\LTGPVMP 

VRNVYKKEKARVI\TEEV\KNF 

KAFASLRM ARA\NA RLFGIRAK 

RAKEAAEQDVEKKK 


11837 


42205 


A 


11908 


1 


327 




11838 


42206 


A 


11909 


1 


756 




11839 


42207 


A 


11910 


1 


219 




11840 


42208 


A 


11911 


2 


227 




11841 


42209 


A 


11912 


1 


567 




11842 


42210 


B 


11913 


99 


799 




11843 


42211 


A 


11914 


61 


342 




11844 


42212 


B 


11915 


1 


945 




11845 


42213 


A 


11916 


92 


133 


DPPSQKLKTLRKD*TNG*LQ*P 
MKRSP*MT*WS*KP*HENYVTH 
AQAS VPDSIN WKKG YQ* LKIK* 
MK*SKKRSLEKKE*KETNKASK 
KYGTM*KD 


11846 


42214 


B 


11917 


• 


368 




11847 


42215 


B 


11918 


• 


106 




11848 


42216 


A 


11919 


1 


705 




11849 


42217 


B 


11920 


1 


834 




11850 


42218 


B 


11921 




1305 




11851 


42219 


A 


11922 




1187 




11852 


42220 


A 


11923 


228 


619 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unhnown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


11853 


42221 


A 


11924 


1499 


2238 


KGKKKVINQISLGQRMRLSQSS 

HGKVQACQVPFHPNAPPAVQF 

QSRELQSGSRPRSCGEKATRCL 

RQG PRE VPLPKN A WA * QRKQE 

KKRSRKGS/GREPGLRRPPNAQ 

ARDRSSRAPATHRKELKPEREH 

1SCSRSH I R YQE WS VLRDTV H R 

NLVLDTKRHPAL1LVEYKERTS 

SPATEQSCMENDFDELREEGFR 

DCX/ITTMCCCl I^nr\\/^TIJTJ1^C A 1/ 

XII CI/"D1 VMS \\n TD IKf CWCl^O i xirv 
INbtlvlvLLIK WL 1 KIlNo V tKoLNiJ 

WMELKTMA 


11854 


42222 


A 


11925 


699 


796 




t 1 

1 1 OJJ 


HZZZ3 


A 


1 107A 


lfl90 
luzy 


197 1 
1 ZZJ 


CDCI DPkDI O CDC cr.XI A C A I 1 CAC 
DTVD A CThl DDI CflTD* D T'iCDr'T 

K 1 V KAo 1 ULKrLoU 1 r'KLifcrO J 
oLHjlNAbl 1 KLLKKouWtL 


I J oJO 


*fZZZ** 


A 


I 1097 

I I yz / 


1 oO 


1 ^07 




1 1 8^7 


4777^ 
H-ZZZj 


A 


1 1 yzs 


1 
1 


I7flft 
1ZUU 




11858 


42226 


A 


11929 


1 


600 




11859 


42227 


A 


11930 


1 


663 




11860 


42228 


A 


11931 


90S 


1331 


GDMRGRREGGFGLGRRTAMRC 
GCSPGIVREADNLVKLSRPSTV 
RVTRSSASVMVLTMPLAPATFL 
RVNCWAG/RGR/C*SQNETVSR 

TDPCCrD**VnVDVCCADI ni/xi 
\1/TM ADDTCCA1 ADCDC^DTM T>I 

WULAKrObtvLArbrbK.KL)LrL 
R VKDQG RHPC V V 


11861 


42229 


A 


11932 


1 


1707 




11862 


42230 


A 


11933 


1 


1012 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQPDL1D1YGTLHP 
KSTEYTFFSAPH HT YSK1 DH I LG 
SKALLSKCKRTEI ITSYLSDHSAI 
KLELRIQNLTQNHSTTWKLNNL 
LLNDYWLHNEMKAEIKMFFET 
NENK DTTYQNL WDAFK/RS V*R 
EIYSTKCPQEKAGKIQN*HPNID 
QQN* *TTSKANKEKKREDSNRC 
NKK**RGYHHRSHRNANYHQR 
ILQ/YTSMQIN*Kl*KKWrNSSTH 
TLSQD* TRKKLNL * IDQ*QELKL 

WQ*SIAYQPKRVQDQMDSQPN 

ctpva ci^dii/vi mr\i TD1WI*DTC 
o I KV AoKKJK i L.OlV^L' 1 KJVI'K 1 o 

orv.lv 1 1 NHL/OlVlK ISJvIv^/ 1 INvjK I r 

HAHG 


11863 


42231 


C 


11934 


1 


1788 




11864 


42232 


A 


11935 


550 


827 


DVS WAG RSEDHRW1 FLKEQRT 
GGPPK/ERSRSESRHQISCMCAA 

<1TWMFRTA Yrsn^HRFI 1 1 OOI 
PQE HTRKTLPLQQTS A WT Y RL F 
HTSCEI 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /—possible nucleotide 
deletion, \= possible nucleotide insertion) 


11865 


42233 


A 


11936 


584 


1094 


NWIPSLHLTQKLIQDGLKT*ML 
DLKP*KP*KKT*A1PFRT*AWAR 
TSCLKHQKQ WQQKPKLTNG I * L 
N * R VS A/PA KETTISMN/E ATYR 
MGENFCNLLI*QRANIQNLQ*T 
QTNLQEKNKQPHQKVGKGHEQ 
TLLKKRHLCSQKTHEKMLIITG 
HQRNANQNHNEMPFHTS 


11866 


42234 


A 


11937 


797 


1044 


EESIS*KWPYCPR*FVDSMPSPS 
SYR*VSSQNWKKLL*SSYGTKQ 
EPTLPSQS*AKRTKLEASHYLTS 
NYTTRLQ*PKQHGT 


11867 


42235 


A 


11938 


176 


374 


LTNQKKSRTRWIHSQILSEVQR 

GADKQPNRE*TPIHNCFKENK1P 

RNPTYKGCEGPLQGELQTTAQ 


11868 


42236 


B 


11939 


1 


IS43 




11869 


42237 


A 


11940 


3227 


3391 


DPLPGQRQLLLQKQRRP*TQAG 

LLSFQPGPQPHGSVPPTLSQPW 

LPGGWPELSG 


11870 


42238 


B 


11941 


1 


1479 




11871 


42239 


B 


11942 


1 


2097 




11872 


42240 


A 


11943 


654 


1341 


KNRNYNKLSLRPQCNQTRTQD 

*ESHSKPLNYMETEQPAPE*LL 

GT*RNEGRNKDVL*NQREQRH 

HIPESLGRIQSSV*REIYSTKCLQ 

E/I/MQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQE/DN*NQSRTE 

GNRDTKNPSKNQ*IQELVF*KD 

QQN**TASKTNKEKKREESNRH 

NKK**RGYHHRSHRNTNYHQRI 

LQTPLRX*TRKSRRNGYIPRHIH 

SPKTKTGRS 


11873 


42241 


A 


11944 


471 


611 




11874 


42242 


A 


11945 


1 


585 




11875 


42243 


A 


11946 


-* 


1029 


GRQHGGSQRMGGTASARASSG 

RLAPRGRGAFAFRRRCPSPRRW 

RLTCGPAAVEHSFCHNVGPGV 

RATADKYTCMFTYASQGGTNE 

QWQMSLGTSEDHQ\HFT\CTIW 

RPPRGKSYL\YFAQFKAEVAGR 

LRFEYRHGLTFKAA/SLKRESD 

VPLENLRNFEVNQNSSGLTRPG 

GISKAELSKLVIVGQGIRALSCD 

QQPLLRGGTFSSPVKLKGACVP 

ERAQHITGFLGGTLKFSTWADV 

ALSRRGFSGWLKPWGREQRVQ 

GPPGSQQLFRFPLPVKLFWTQD 

RRSRGTKRVGNMGAMLGKAA 

MLPPTSSRASFMSLQNCFPMFT 

QGTSFQMNWEEMKCFFIFK 


11876 


42244 


A 


11947 


1 


1206 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<no\vn, 
*=Slop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11877 


42245 


A 


11948 


1 


654 




11878 


42246 


A 


11949 


849 


1089 


SPEGKHYRCYLVHMPSDTERSS 

L'lVirvrRj^uRSSAEGPGCRQRSL 
A L DH M V QQAQRC WR YQ W WR 
RFSKEFNQWWRRFSEEL 


11879 


42247 


A 


11950 


5 


1376 




11880 


42248 


A 


11951 


2 


278 


VPQPDTRKGSVLKW1SKRGKPL 
AVEIEESHCLxCLPLRTECLGIKP 
\1VHLFSCTRPVIVPSLELNYDV 
DSIAHMFVADLLLMITLPSYDIP 


11881 


42249 


A 


11952 


3 


267 




1 t oo^ 

1 1882 


42250 


A 


1 1953 


1152 


1338 


FKRGQYGRLLRPRFHHGQILYA 
RRQGAVEPLA1QVHHAVCDGFH 
VGRMLNELQQYCDEWQGGA 


11883 


42251 


A 


1 1954 


394 


615 


ASDPLRGLLCGPSLLDERHPLL 
HGAQSHRPPKG*GVRANNAGL 
AGSSIYLQPRCGIHEVKPSGLLS 
REGLQLQS 


! 1884 


42252 


C 


1 1955 


1 14 


362 




1 1885 


42253 


A 


1 1956 


1 


21 1 




11886 


42254 


A 


11957 


395 


547 




11887 


42255 


C 


11958 


412 


641 




11888 


42256 


A 


11959 


3 


905 


SNNSPTSASRVAGITGVRHCVR 

NWWVLGLTDFKNEAVDPRAW 

TTKSKTPPQNKTKQENKNEDV 

GRDQRVEWLVTEEVSELSLKG 

EKLH WKEKEVQSTG KETDARS 

SMRNYLMLLGPEVQEKEPVKR 

RLARGKAFVELAEPTRAPGNSG 

FPVSGGVFTPSLGALTWICKFR 

VKSWAILNSQLLLDTMK.KGFV 

YKNGDRJQGNRSADNRNNGVP 

LTGARDMQPAMPEPPTHSMGS 

CAARAFPMSAASCFRAPSPIDH 

PKAEE\WGARRGTGGQ\PTCSP 

G AGIHWVKPAGLLSREG LQLH 


11889 


42257 


C 


11960 


482 


709 




11890 


42258 


A 


11961 


1 


734 


MRLESD/KHLVQFVPIHKSKG\L 

EYPIGPWLPFITNSRVQEQAFYH 

DRHSFEAVLDLNAAPESVDLAE 

AERLAEDLRLLYVALTLSAFAP 

LVRRRGDKKGDTDVHQSALGR 

LLQKGEPQDAAGLRTCIEALCD 

DDIAWQTAQTGDNQPWQVND 

VSTAELNAKTLQRLPGDNWRV 

TSYSGLQQRGHGIAQDLMPRL 

DVDAAGVASVVEEPTLTTVHQF 

t\ a /"* a oo r>Tri!A i ipi tt* n\i r\CTA 

PAGASRGTFwXHSLFEDLDFTQ 
rVUriNVVKL 


11891 


42259 - 


A 


11962 


21 


898 




11892 


42260 


A 


11963 


1 


1962 
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SEQID 

NO* 


SEQID NO: 

vl |MTJJIIUC 

sequence 


Mel 
hod 


SEQID NO: 
in IJSSN 
09/540,217 


Nucleotide 

lft(*!ttinn nf firct 

codon for peptide 
sequence 


Nucleotide location of Inst 

rndnn fnr Ifict amino nri<l 

lUUvll IUI 1443V 4* llllliv ill. 1 XI 

of peptide sequence 


Amino acid sequence ( X=Unkno\vn t 

*s\tAn rnHnn /ssrmccilil<* nti^font tils* 

kj IUU iUUUil| # IIWjjIUIv ItUllvlfllvlU 

deletion, \=*possible nucleotide insertion) 


11893 


42261 


A 


11964 


1 


313 


MRFYGQLAEDPGQQKAGETTR 

HTEDY ISQLPLQRQG I PEL ALQK 

D LF IN K 1 YG KE FN VCRSTLE DPR 

VHVLCRDMDEAGNHHSEQTIA 

RTENQTPHVLTHRRELNNENT 

WTQGGEHHTPEPVMGWG*RPR 

A A KS WGNN KAY * RL YFS A AF A 

ETRDPRTCPSERSFY*QDLWK/ 

MSSMSAGRL*RIPEFMSFVGTW 

MKLET1ILSKLLQGQKTKHRMF 

SL1GGN 


11894 


42262 


A 


11965 


47 


178 


QQLVHTAFVIRL1RGTTEGAWR 
NCKQMAR*QS1SLECKFMPRT 


11895 


42263 


A 


11966 


2 


223 




11896 


42264 


A 


11967 


2 


133 




11897 


42265 


B 


11968 


179 


6003 




11898 


42266 


A 


11969 


1 


1125 




11899 


42267 


A 


11970 


1 


360 




11900 


42268 


A 


11971 


677 


1238 




11901 


42269 


C 


11972 


193 


471 




11902 


42270 


A 


11973 


17 


280 




11903 


42271 


B 


11974 


1 


654 




11904 


42272 


B 


11975 


526 


597 




11905 


42273 


A 


11976 


1 


1261 




11906 


42274 


A 


11977 


170 


998 




11907 


42275 


A 


11978 


1 


1130 




11908 


42276 


A 


11979 


1 


369 




11909 


42277 


A 


11980 




300 




11910 


42278 


C 


11981 


207 


451 




11911 


42279 


A 


11982 


1 


348 




11912 


42280 


A 


11983 


2 


469 


RGIREGEEFDVDLAGMEVAVG 

GWGRGLWLHRHQAGIRGQSLG 

WRCRPWVGAGGVQAASERPD 

LAGSI MGPE VG ALRRASPVI VIQ 

SQAGAFLSSNTTCQQFRDPGFR 

GRYPASPHTLSLPPETAHL*LLL 

CLPAAGVLPHTWPLLDRQGWH 

RGHAR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11913 


42281 


A 


11984 


1 


937 


MAAPLVLVLVVAVTVRAALFR 

SSLAEFJSERVEVVSPLSSWKRV 

VEGLSLLDLGVSPYSGAVFHER 

QYIPVKMKSKAFWIFSWEYAM 

MYVGS/HSGNHLPLLLPSQLLG 

FHPRS1WALYFLFQISLQTLVIF 

WYFFAEMFEHFSLFFVCVFQ1N 

VFFYTIPLA1KLKEHPIFFMFIQI 

AVIAIFKSYPTVGDVALYMAFF 

PVWNHLYRFLRNIFVLTCIIIVC 

SLLFPVLWHLWIYAGSANSNFF 

♦GITLTFNVGQRPHRJLKAPRASS 

AARSDRGPAASPASPGDAARPV 

SGRRPWDAPPHNYLNAVPPPSR 


11914 


42282 


A 


11985 


1 


521 




11915 


42283 


A 


1 1986 


1 


207 




11916 


42284 


A 


1 1987 


1 


867 




11917 


42285 


C 


11991 


1 


225 




11918 


42286 


A 


11992 


72 


425 




11919 


42287 


A 


11993 


1 


354 




11920 


42288 


A 


11994 


460 


752 




11921 


42289 


A 


11995 


93 


401 


PQKK Y I H 1 FLDSL A LLPRLEC SG 

AISAHCKLHLLVSSDSPASASQ 

VAGITGARHHAWL1FVFLVEM 

GFHH/VGQAGLELLTSGDPPAL 

ASQRAGVSIFIYLFIF 


11922 


42290 


A 


1 1996 


2 


315 




11923 


42291 


A 


11997 


615 


1180 




11924 


42292 


A 


1 1998 


3 


151 




11925 


42293 


A 


1 1999 


2126 


2241 




11926 


42294 


A 


12000 


1 


765 




11927 


42295 


A 


12001 


924 


995 




11928 


42296 


A 


12002 


1 


789 




11929 


42297 


A 


12003 


2 


132 


FFFFFLVEMGFHHVGQAGLKLL 
TSSD\RPPWPPKVLGLQARAT 


11930 


42298 


A 


12004 


504 


755 
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SEQ ID 
NO: 


SEQ ID NO: 

of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
* = Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11931 


42299 


A 


12005 


1 


1322 


MAI LPK V 1 YRFNAIPI KLPVTFFT 

ELGKTTLRFIWNQKRACIGKSV 

LSQKNKAGGITLPDFKLYYKAT 

VTKTAWYWYQNRDIDQWNRT 

ESSEIMLH1YNHLIFDKPDKNKK 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTSHTKINSRWIKDL 

NVRPKTIKTLEENLGNTIQAIG 

MGKDFMTKTPKAMATKAK1D 

KWDLIKLKSFCTAKETTIRLLG 

RPPALFTASSSVLKQLALEGILI 

LDSRALLGFLYEARHSHSNSPN 

HDAQNATSKKNIRDGYDKIYR 

QEQVLARMEEKTL1TAGGNVK 

WCSHFRKQIGGQWLTLETKTK 

TPQPFSSTSQI STDKDKGLNPQL 

LKMDPGHMGWCPPGMGIPWQ 

LSSDDRVWVLAAAGSGRHPGS 

GFKSL/PGLLHEGSYGH****S*I 

*GGNS*GSSGGPQCISGEERVFR 


11932 


42300 


A 


12006 


12 


143 




11933 


42301 


A 


12007 


1 


534 




11934 


42302 


A 


12008 


1 


591 




11935 


42303 


A 


12009 


2 


353 




11936 


42304 


A 


12010 


1 


1923 




11937 


42305 


A 


12011 


1 


465 




11938 


42306 


A 


12012 


1 


784 


PG WEKRMSRSS VVNTQEALPT 

AAIPRDAKGRVYYFNH1TNASQ 

WERPSGNS\SSGGKNGQGEPA\R 

VRCSHLLVKHSQSRRXPSSWRQ 

EKITRTKEEALELINGY1QKIQS 

GEEDFXESLASQFSDCICHQPKA 

RG\DLGAFQQKVRLQKPF*RTP 

RFALADGGR*AGPCFTD\SGIHU 

LPHLSEGWGAQAWPRGRAGRJL 

GRPAPPCPPASGRTPHSLPPSHSI 

YCSHNGWEGALPDWGPFQTGG 

PGVPHSLSVPSWGCDLQTLH 


11939 


42307 


A 


12013 


1 


319 


PRERAPRGSVGAGGE1CHTSVC 

CCQPSWTRLLLLITWMLL/YYS 

ECKPFHCSREEPDNHILLLKI*EF 

GPPSTQGQHAAPLSRSRYSCCP 

DRYLLRKLGICQEHQLL 


11940 


42308 


A 


12014 


1 


1058 




11941 


42309 


A 


12015 


1 


861 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


11942 


42310 


A 


12016 


1 


431 


IVLGGVATTVCQLNEFIMTDNA 
VPADVLVLTKPLGTQVAVAVH 
QWLDlPEKWNKiKLVVTQEDV 
ELAYQEAMMNMARLNRTGGL 
LICLPREQAARFCAE1KSPKYGE 
GHQAW1IGIVEKGNRTARI1DKP 
RI M E V A\H K WPLKM 


11943 


42311 


A 


12017 


1 


1020 




11944 


42312 


A 


12018 


247 


1436 


GERGPRTMSTRESFNPESYELD 

KSFRLTRFTELKGTGCKVPQDV 

LQKLLESLQENH FQEDEQFLG A 

VMPRLGIGMDTCVIPLRHGGLS 

LVQTTDYIYPIVDDPYMMGRIA 

CANVLSDLYAMGVTECDNML 

MLLGVSNKMTDRERDKVMPLI 

I QG FKD A A EE AGTS VTGGQT VL 

NPWIVLGGVATTVCQPNEFIMP 

DNAVPGDVLVLTKPLGTQVAV 

AVHQWLDIPEKW\NKIKLVVTQ 

EDVELGLPGRRLMNMARLNRT 

AAGLMHT\FNAHAAT\DITG\F\G 

ILGHAQNLGQASRRNDVSFV1H 

NLPGAWPRWLAVSKACG\NMF 

GLMHVTCPETSGG\LLICLPR\E 

QAARFCAEIKSPKYGEGHQAWt 

IGIVEKGNRTARJIDKPRIIEVAX 

HK WPLKM 


11945 


42313 


A 


12019 


219 


380 


RPLQIRSHSELLGVWTPTSEF*E 
DTTQSVTAGLLEVSWGRVVLC 
SKSFPALQS 


1 1946 


42314 


A 


12020 


1 


516 




1 1947 


42315 


A 


12021 


1 


228 




1 1948 


42316 


B 


12022 


56 


656 




1 1949 


42317 


A 


12023 


1 


488 




11950 


42318 


A 


12024 




419 




11951 


42319 


A 


12025 


1 


348 




1 1952 


42320 


A 


12026 


1 


708 




11953 


42321 


A 


12027 


25 


213 




1 1954 


42322 


A 


12028 


1 


1165 




11955 


42323 


A 


12029 


1 


411 




11956 


42324 


A 


12030 


1 


996 




1 1957 


42325 


B 


12031 


1 


744 




1 1958 


42326 


A 


12032 


1 


444 




1 1959 


42327 


A 


12033 


1 


555 




11960 


42328 


A 


12034 


1 


2241 




1 1961 


42329 


A 


12035 


1 


408 




1 1962 


42330 


B 


12036 


1 


423 




1 1963 


42331 


B 


12037 


1 


507 




1 1964 


42332 


A 


12038 




529 




11965 


42333 - 


A 


12039 


191 


319 




11966 


42334 


A 


12040 




660 





WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 

of ncntiflp 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, /—possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11967 


42335 


A 


12041 


1 


579 




11968 


42336 


A 


12042 


1 


2940 




11969 


42337 


A 


12043 


I 


4280 


MEYYAAIKKDEFMSFVGTWM 

MLET1ILSICLSQGRKPKRRMLSL 

IGSQLLTNKGTSWMENEFDELT 

EVGFRRTLHPKSTTEYTFFSAPH 

CTYLKIDH1IASKTLLSKCKRTE1 

ITNGLSDHSV1KLELKIKKFTQN 

CTTTWKLKNLLLNDYWVNNEI 

KAEIKMFFETSENEDTMYQNL 

WDTFKPLCRGKFIALNAHKRK 

QRRSKIDIQTAQLKELEKEQQT 

NSKASRRQEITKIRAELKVTETR 

KTLQK1NESRSW 


11970 


42338 


A 


12044 


I 


645 




11971 


42339 


A 


12045 


3 


362 


LDQLLDMSYE/QLMQLYSCAQ 
RRRLNPGLRRKQHSLLKARLRK 
AKK/EA PPM EKPE V VKTH LRD 
MIILPEMVGSMVGVYNGKTFN 
QPEMIGHYLGEFS1TYKPVKH/G 
RPG IG ATHSSRFI PLK 


11972 


42340 


A 


12046 


1 


519 




11973 


42341 


A 


12047 


2 


599 


PPPRSSEDPAKMAEVEHEEGSG 

PFRKFTLPAAVDL\DQ\LLDIVPT 

KQFDAAVQVAAQRRRLEPGGL 

RRKQ\H S P A* KRLRKA KKGG PA 

PWRKPEVVKT/HTLRDYDHSYP 

EMVG\SMVG\VYNGK\TF\NQV 

GDQGVCGRPCRLGWAGVA*CR 

RDQLTPSFALGLPQPEMIGHYL 

GEFSITYKPVKHGRPGIGATHSS 

RFIPLK 


11974 


42342 


A 


12048 


8 


224 


RTASYPRRFPWDHLL1CPCQQL 
LfCFLSLWIRLVFTKVSCT*NHN 
NMFSCVWLLLLSMIFLRFTHIA 
CIRNI 


11975 


42343 


C 


12049 


65 


163 




11976 


42344 


A 


12050 


3 


187 




11977 


42345 


A 


12051 


3 


689 


HASDQKEI1IEPFQAVDEVERVP 

EDYYTGPVYLTEVTTLQQRLLQ 

PDFQPVCASQLYPRHKHLLIKR 

SLRCRKCEHNLSKPEFNPTSIKF 

KIQLVAVNY1PEVRIMSIPNLRY 

MKESQ V L LTLTN P VEN LTH VTL 

LECEEGDPDDINSTAKVVVPPK 

ELVLAGKDAAAEYDELAEPQD 

FQDDPDIIAFRKANKVGIF1KVT 

PQREEGEVTVCFICMKHDFVKNL 

\AAPISP 


11978 


42346 * 


A 


12052 


1 


882 




11979 


42347 


C 


12053 


152 


404 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11980 


42348 


A 


12054 


3 


398 


LRKIKIDLGKFSDNPDGY1DVLQ 

GLRQSFDLTWRDIMLLLDQSLT 

PNEKSAAKTAAREFGDLWFV/S 

FQN*SCKTTNRSSNGAPDAVHD 

*D/PTADPWTGPLAHALMLMTL 

KAPLTRKSQLH DPY Y APIQQEA 

V 


1 1981 


42j49 


A 


1 1ACC 

12055 


2 


286 




11982 


42350 


C 


12056 


261 


482 




11983 


42351 


B 


12057 


1 


1133 




i i no a 

1 1984 


42352 


A 


12058 


438 


575 


N KTRM PS LTTPLQH STES PSQSS 
QTREGNKGYPNW*RGSHTVTV 
C 


J 1985 


42353 


B 


12059 


50 


309 




11986 


42354 


A 


12060 


I 


870 




11987 


42355 


A 


12061 


148 


368 


ELSSCSLMSHRA I H H PSEERATT 
T/NQQSEPGSW*GWVGANRWC 
HKMSSGGSLGTEPCGSCLACSA 
WTVTVQAQ 


11988 


42356 


A 


12062 


405 


707 


RLSLQTAGCSDVPVFPSAPSGPP 
SPA*AP*SGSAASPWPPFAPSAA 
H V A MP A PPRH WPQLSLKM PP W 
PPDSPVPPGCLA*AEAPPPHCPV 
HLPASRSALS 


11989 


42357 


A 


12063 


90 


470 


KSVHSLPPSFSSLLPWTCNRTLS 

KPPALPSPSRQPECRRRLLHCSG 

SRHSSCPSSSSSPSFSSSPSPSSSS 

SASASPPPPPSPSPAPP*LWLQPL 

FCSQ*QLCHCQELVHLESRLTY 

PYHSSNQPF 


11990 


42358 


B 


12064 


1 


474 




11991 


42359 


A 


12065 


1 


383 


MEY YAA M KNDEFMSF VGT WM 

KLETIILSKLSQGQKPNTACSHS 

WMDPQRRGKRQSLSISEAGAN 

QFPKSVFRFFGLGDSKVGSKWS 

ATCACEP1HTSEYCGDRVICKTT 

SSLRGASFAWCSSGNGE*WFPA 

SSMSLQRT 


11992 


42360 


A 


12066 


1 


384 


MIITGLEDYEMGLRMEGTLEIP 

G H YQKDKFL AQSTPDLLLPKTS 

LTNPFSINQILAERQIVTFTVYP 

DTERDRETRNLADLKQ1KJDLG 

KFSDNPDGYIDILRGLRQSFDLT 

W\RD1MLLLNQTLAPN 


11993 


42361 


A 


12067 


152 


238 




11994 


42362 


A 


12068 


89 


544 




1 1QCK 

1 I77J 




A 




OZ 


i yy 


HS*DPAFLAPSPVP*SRPLRPPQ 
D 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 

of nprttiHp 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last 3 mi no ncid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Sfnn rndnn /=nn<c*ihle mirlffttiftp 
deletion, \= possible nucleotide insertion) 


11996 


42364 


A 


12070 


1 


655 


SVSGLVEKVTFEQRLKGGEGDS 

TVGSSGNEIFRQWPCWELSNGC 

SLQGDAGCSCLVVHVTFPAGSL 

SGDGLPTAQWLQSLLVLAGGR 

RVNSTQGHRCHHWGSVAEPCV 

LVKRHHAAQEGLCSFQKTPRS 

QVPFHLFWDPGHHTLLCSYCPS 

\GVAGTQPAVQAVSTAV*TAAE 

GE PLPM S EN M RCL VFCPCDS L L 

RM M VSSFI R V PTKDMNSSFFM 


11997 


42365 


A 


12071 


1 


987 


MLVLGYNRKNTEGTQKQKGT 

NASDFHFLSQVLEQVVSPKGSK 

EAQCCVLRHLGCESSESAPGIPP 

NLGIQLLTWAVMWDPFPTTLA 

RAPSLA LELMTQYFNN WN W V 

YNNITDQGESKMSKLKGKERR 

QREGERRERKREREKRERESQR 

KERKREKKGKKREREKDRSDL 

KQIKIDLGKFSDTPDGYIDVLQ 

GLGQPYYLTWRDIMLLLDQTL 

TPNERSAAITAVREFGDLWYLS 

QVNDRKITEEREQFPTGQQAVP 

SVDPHWDTESEHGDWCHRYLL 

TDVLEGLRKTRKKP\IN*SMISTI 

TQGKEENPTAFLERLREALRKH 


11998 


42366 


A 


12072 


1153 


1379 


CLASWKEKSLLHCPQRKQRLR 
GEELEKLKKWKETATQIKRSYC 
WI*PSKSPHYLTS*KR*WNY**L 
GNYNS1PAS 


11999 


42367 


A 


12073 


1 


864 




12000 


42368 


B 


12074 


8 


441 




12001 


42369 


A 


12075 


62 


332 


TDSPHCTDPPSRPTVPASCLKRJC 
CCGSTMPTARP1MPTLMETR*M 
PISPRVSWAGPRPTSWPALISST 
LFPRM ANH WRD* SR1T WFQGQ 
A 


12002 


42370 


A 


12076 


34 


409 


TRAAGIRHEGKPEKTGLKRNFT 
N/DCRKS*TSG*RSTTSSRSRSPS 
PAPRSRSCSR\RDLPAPPPLSRSG 
DRPQTA PSCPM WRARLPSCPGS 
AIPIPRPAWTRSACCGAASTRLR 
PFSGSSTSPQWM 


12003 


42371 


A 


12077 


1054 


1368 




12004 


42372 


A 


12078 


298 


514 


PN WFKH D VSKSESFSNKM Wl A 
K1LKA/ARPAPLTQCV/RNSCFL 
QCRHLSSVSASDLT*DNVKRQF 
CVSPHTES 


12005 


42373 


A 


12079 


2 


1613 




12006 


42374 


A 


12080 


2 


106 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


12007 


42375 


A 


12081 


42 


305 


YNTVLPKACLCGSLICWMN*SH 
dDQNMQVSVERSNLRVRLYAC 
COLLlC i A if rQi-ir AHRYVDKIP 
GYPSRAGTLTGLHPMQVCRCR 


12008 


42376 


A 


12082 


206 


6038 




12009 


42377 


A 


12083 


1 


4316 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSKWTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPG KI KQ AGNNPSLTS1 YRSEV 

FCAHRHLHPPQLVCARGHIGSA 

HLSVDRGSLIWEVLESTVWART 

NEWSPVTRTVLISALASTHIPQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

/~\rw/~« t*i Tern TTk. f r\i t/ 1/^1/^ t\t^ r\T 

QPGTLTSTRTNPLKKEKSPEDL 
KQIK1DLGK.FSDN 


1ZU IU 


HZ3 /o 


A 

A 


1 1(\QA 
JZU54 




AAI 

991 




1ZUI 1 


hZ.) /V 


A 

A 


lZUcO 




438 




1 ZAjXL 


HZJoU 


r> 
t> 


1 

IZUoO 


jZo 






IZU 1 J 


yfOIOI 
'rZJOl 


A 

A 


IZUo / 


->Z 


CIA 

574 




IZU 




A 

A 


IzUoo 


IZJ3 


lioo 




IZU 1 J 


hZJoJ 


A 

A 


IZUoV 


1 

1 


1 Of\f\ 

1800 




12016 


42384 


A 


12090 


1 


513 




12017 


42385 


A 


12091 


3 


77 




12018 


42386 


A 


12092 


1923 


2171 


GAFCPFTLLHGYQVLQWPGSSL 
PHKEGPAPALEGGHVYPRW1*A 
SADSQSTEAGRIGPASTG*RQYP 
GGEEHACCLPALLHS 


1 Oft 1 0 

izu I y 


*?Z>>5 / 


A 

A 


izuyi 


1 
1 


3o0 




IZUZU 


**Z3oo 


r> 
D 


lOftO/l 

izuy4 


zl 






12021 


42389 


A 


12095 


1 


936 




12022 


42390 


A 


12096 


1 


599 




12023 


42391 


A 


12097 


1 


248 


VG KSSI VCRFVQDHFDHNI SPTI 
GASrMTK 1 VLCGN/ELHKFLI W 
u 1 AGQhK/SKQiPPLDPHENGNN 
UllK.VbKJ'IMQAsKKCC ' 


12024 


42392 


A 


12098 


1426 


1572 




12025 


42393 


A 


12099 


367 


5J3 




12026 


42394 


A 


12100 


31 


661 


APALPGCEHMMAIRELKVCLL 

GDTGVGKSSIVCRFVQDHFDH 

NISPTIG\ASFMTKTVPCENDFT 

KFLI WDTAGQERFYSLAPM Y Y 

RGSGAAVIVYDFTEAGFHFHPL 

K.KWV\KRLKELGPEVNIVMAIA 

GNKCDLSD1\REVPLKGC*RNTA 

P^lfJA IVVPTQAtfTMAUTJlFVPf FO 

GUSRPDPHPWTPHENGNNGTIK 
VEKPT\MQAS\RRCC 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, ^possible nucleotide insertion) 


12027 


42395 


A 


12101 


1 


487 


MDKFLDTYTLPRLNQEEVESLN 

RPITGAEIVAIINSLPTKKSPGPD 

GFTAEFYQRLISNFSKVSGYRIN 

VQES\Q AFL YTIN RQTESQI MS A 

LPLTJASKR1KYLG1QLTRDVKD 

LFKENYKPLLNEIKEDTNKWK 

NIPCSWVGRJNIVKMAILPKNW 

KJCLL 


12028 


42396 


A 


12102 


1 


1563 




12029 


42397 


A 


12103 


1 


1449 




12030 


42398 


A 


12104 


3 


1606 




12031 


42399 


A 


12105 


2 


402 




12032 


42400 


A 


12106 


172 


329 




12033 


42401 


A 


12107 


1 


720 




12034 


42402 


A 


12108 


97 


206 




12035 


42403 


B 


12109 


1 


1248 




12036 


42404 


A 


12110 


1 


1419 




12037 


42405 


A 


12111 


1 


1387 


MDKFLDTYTLPRLNQEEVESLN 

RSITGSEIVAMNSLPTKKSPGPD 

G FTAEF YQRYKEEL VLLLLKLF 

QSIEKEATLPNSFYEASIIL1PKP 

GRDTTKKENFRPISLMNIDAKIL 

SKILANQIQQHIKKFVHHDEVG 

FIPRMQGWFNIHKSKNVIQY1N 

RTKDKNYM1ISIDAEKAFDK1Q 

QLFMLKTLSKLG1DGTYLKIIRA 

IYDKPTVKIILNGQKLEEFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

A I RQEKEIKG I LLG K EE VKLSLF 

ADDM I V YL EN Pi V S AQNLNLKLI 

SNVS\KV*GYKINVQKSQAFLY 

TTNRQTESQIMSELPFTIASKRI 

KYLGIQFTRDVKDLFKENYKPL 

LNEIKEDTNKWKNIPCSWVGR1 

NIVKMAILPKPPLLIPRQTGSGV 

DLQQTPTDLQLSVLTVRRKINK 

QKGHPHQYLIWTSPSSKTKGRQ 

LL A SN RTKLDGE 


12038 


42406 


B 


12112 


1 


711 




12039 


42407 


A 


12113 


1694 


4489 


IYRFNA1PIKLPMTFFTELEKTTL 

KFIWNQKRARIAKAIRSQKNKS 

GGITLPDFKLYYKATVTKTAW 

YWYQNRDIDQWNRTEPSE1TPH 

1YNYLIFDKPEKNEQWGKDSLF 

NKWCWENWLAICRKLKLDPFL 

TPYTKINSRWIKDLIVRPKTIKT 

LEENLG1TIQDIGMGKDFMSKT 

PKAMATKAKfDKWDLlKLKSF 

CTA K ETT1 RVNRQPTK WEKTFA 

TYSSDKGLISRIYNELKQIYKKK 

TNNP1KKWAKDM 



WO 01/075067 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
'-Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12040 


42408 


A 


12114 


1 


115 




12041 


42409 


A 


121 15 


58 


414 




12042 


42410 


A 


12116 


6 


389 


VMTTGTNSRVEPRVRGRVYKK 
KMDKKRQEKITEAKSKDKSQM 
DEEKTD/DEKPKLQVELEQEYQ 

DKJ^KRLPLEILEFVQEAMKGKl 
SEDSNHGSAPLSLSSDPGKVNH 
K.TPSSEELGGDIPGKEFDTPL 


t ^f\A 1 

12043 


4241 J 


B 


121 17 


f A 

50 


51^7 




12U44 


42412 


A 

A 


111 lo 

12118 


i 


1 1 Ail 

1 194 




12045 


42413 


A 


12119 


i 


2559 




12046 


42414 


A 


12120 


3 


406 




12047 


42415 


A 


12121 


119 


423 


TSSCSSEKFVITHLLKPTSVNSS 

KSFSFQLCSIG/VQGAAILWRRR 

GSLVFRIFSFSALVSPHLCGFIYL 

WSLTMVTYFSLSNGGRPSPCQA 

AAPQVNLGLLC 


12048 


42416 


A 


12122 


3 


597 


ISASASDNVFMSVSSPSCSSCFF 

TLYRYLWKSEKPLYYSFVDKP 

VAYKKREMVVNLQKQFKHTG 

RVQ/SSNLLEKKAPSSFQFNWT 

EEDTDRTCFVHGHSLQGVLKEK 

GQSLLTKNSLYWLSTQKF*RCY 

G HH VPP YEES1 Y FLSNRFNLNLF 

on i r* f t/" t* pri vii i~ • pi /pi \/n/\i/i 

SFLLRJKTSFL\HEEVSLVEK\KL 
FEEKIQCKKERNQDPRKVRTTL 


12049 


42417 


A 


12123 


1 


883 




12050 


42418 


A 


12124 


23 


362 


FA FNMPEPGKI VP AP* KGSKKA 

VTKAQNKDGEKRMLSRKESYS 

VYVYKVLKQVHPDTGVSSKG 

MGIMNSFVDD1LERIAGEAFRL 

AHYNK.RS 1 1 1 SRblQ IDVRLLLT 

REMVK 


12051 


42419 


A 


12125 


2 


405 




12052 


42420 


A 


12126 


1 


398 


LH S AMPEPAKS A P A PKK.G SKK. 
AVTKAQKKDGKKRKRSRKESY 
SIYVYKVLKQVHPDTGISSKAM 
GIMNSFVNDIFERJAGEASRLAH 

YNKJ<.ST\1TLPREI\QTAVRLLLP\ 
GELAKHAVSEG T KAVTKYTSA 
K. 


12053 


42421 


A 


12127 


1 


401 




12054 


42422 


B 


12128 


48 


424 




12055 


42423 


A 


12129 


3 


462 


DAWVSGRLTELPSSCFFPPIFRQ 
LLPVMPEPSKSAPAPKKGSK.KA 
VTKAQKKDGKKRKRSRKESYS 
VYVYKVLKQVHPDTGISSKAM 

nilWTKFQPVWrUFFM? 1 Ar.PAQRI A 
UllvirNor VlNLIlr C\l\JAUDAOivLft 

HYNKRSTITSREIQTAVRLLLPG 
ELAKHAVSEGTKAVTKYTSSK 



WO 01/075067 



PCT/US01/08631 



SEQII> 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Uiiknown, 




nf npntiflt* 


hod 


in USSN 


InrQtinn nf fir<st 

Ivvnllvll " ■ ■■■ 1 


rndnn for last amino arid 


*— Slon c nflfin /ssnnccihl^ niirlj*Atiflf» 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






12056 


42424 


A 


12130 


74 


504 


FAFNMPEPAKSAPAPKAKGSVKK 














AVTKAQKKDGKKRK/RSRQGR 














AYSVYVYKVLKQVHPDTWHL 














LLRPWG1MELLSFNDIFRNG1AG 














LRVSRLGRI*QQGVSTIHLPGEI 














HDGPLRLACLPGGVWPSKAVF 














RGAPRPFNQVNTSV 


12057 


42425 


A 


12131 


53 


471 




12058 


42426 


A 


12132 


1 


241 


FKDTCTRMFIAALFT1AKTWNQ 














PKCPTMWH1YTMEYYAAIK/SD 














EFMSFVGTWMKLETITLSKL*Q 














GQKTKHRMFSLIGGT 


12059 


42427 


A 


12133 


1 


244 




12060 


42428 


B 


12134 


1 


2142 




12061 


42429 


A 


12135 


1 


1962 




12062 


42430 


A 


12136 


3 


393 


IWMKLETIILSKLSQG*KTKHR 














M FSLTGGNLTMRTLGHRLLPSL 














PHRLRPCARLHLRCPPWPPPSR 














RRCARSTTPTATPPSTATSRWSS 














TPPTCTCLWPSTSTGTTWPWRT 














SSATSCACRTTKWSMPRS 


12063 


42431 


A 


12137 


2 


87 




12064 


42432 


A 


12138 


1 


270 




12065 


42433 


C 


12139 


1 


214 




12066 


42434 


A 


12140 


1 


684 




12067 


42435 


C 


12141 


1 


333 




12068 


42436 


A 


12142 


1 


189 




12069 


42437 


A 


12143 


215 


310 




12070 


42438 


A 


12144 


2 


91 




12071 


42439 


C 


12145 


1 


229 




12072 


42440 


A 


12146 


I 


268 




12073 


42441 


A 


12147 


1 


278 




12074 


42442 


A 


12148 


2 


274 


WMKLET1ILSKLSQRQKT1HHLF 














SLIALFTIAKKWKPPRYLSVDK 














WIKKLWY/HTYTMEYYSAFKK 














EA1LPIAIAWMGLKDIMLSEISQ 














TWP 


12075 


42443 


A 


12149 


2 


136 




12076 


42444 


A 


12150 


2 


95 




12077 


42445 


A 


12151 


1 


233 




12078 


42446 


A 


12152 


377 


484 




12079 


42447 


A 


12153 


2 


91 




12080 


42448 


A 


12154 


1 


891 




12081 


42449 


A 


12155 


1 


1194 




12082 


42450 


A 


12156 


785 


892 




12083 


42451 


A 


12157 


191 


317 




12084 


42452 


A 


12158 


410 


520 




12085 


42453 


A 


12159 


683 


796 




12086 


42454 


A 


12160 


830 


927 





WO 01/075067 



PCT/US01/08631 



SE0ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


12087 


42455 


A 


12161 


18 


539 


PTDP* LG I YQK E\Y KSCYYKDIC 

T/RVCVPAALFTIANTWNQPKC 

TSM I D W V KKM WH i YTME Y Y A 

AlKTDEFMSFUGTWMKLETIIL 

RKLSQGQKT1CHRMYSLIGGNL 

TMRTFGHSAGSHHTPGPIMRCG 

AGGG1ALGEIPNVNDELMGTAN 

QHGTCIPMQQNCTLCTCTLKLK 

V 


12088 


42456 


A 


12162 


1 


108 


ASTAGVSYYVAQAGLKLLGLS 

LSKCRDYRCEPPCPE*MSLYKV 

MAMARKAMSLWIYFFLDEFM 

YFAGTWMKLETI1LSKLSQGQK 

TKHRMFSL*GVSYYVAQAGLK 

LLGLSLSKCRDYRCEPPCPE 


12089 


42457 


A 


12163 


1 


701 




12090 


42458 


A 


12164 


274 


435 




12091 


42459 


A 


12165 


I 


3658 




12092 


42460 


A 


12166 


749 


856 




12093 


42461 


A 


12167 


1 


598 




12094 


42462 


A 


12168 


538 


664 




12095 


42463 


C 


12169 


1 


873 




12096 


42464 


B 


12170 


177 


325 




12097 


42465 


B 


12171 


1 


1245 




12098 


42466 


A 


12172 


I 


3313 




12099 


42467 


A 


12173 


1940 


2060 




12100 


42468 


A 


12174 


1 


1213 




12101 


42469 


B 


12175 


155 


559 




12102 


42470 


A 


12176 


2 


321 


PAPRGGAYRGRQTSLSCGGLHP 

V*ASWLLCLPKQAWAM/VGRP 

PQASLLPCSLISDCCASNQRDSV 

GVGPSEPCAGYNLLLCRFLSQS 

EKHSIRVGAVDCSCSYLAIL 


12103 


42471 


A 


12177 


1 


519 




12104 


42472 


A 


12178 


1 


477 




12105 


42473 


A 


12179 


119 


375 


KRTQT*AIAGAPPPASLPPCSLIS 
DCCASNE*GSVGIGPSKPGAGY 
NLLLCHLISPSISPTSSPKSDTCPI 

ADFSNKSPDRSSAGDILLAMQS 
LUilvlAIrLlLlLr 1 KbnOlvrrrlbr 

VSSFISLSSGL 


12106 


42474 


B 


12180 


1 


363 





WO 01/075067 



PCT/US01/08631 



SEQID 
NO* 


SEQ II) NO: 

tit n*fkttft* 
Ul pC|HIUC 

sequence 


Met 
hod 


SEQ ID NO: 
in IK^N 

111 UoOti 

09/540,217 


Nucleotide 

lOCdllUfl Ol HTM 

codon for peptide 
sequence 


Nucleotide location of las! 

cuutFii iur iiisi dininu uviu 

or peptide sequence 


Amino acid sequence ( X=Unknown, 
- diop couoti, /=possiuie nucieoiiac 
deletion, ^possible nucleotide insertion) 


12107 


42475 


A 


12181 


I 


1309 


MAEGEEGTSYMAAGERVVAIA 

LIDGFRPLTLESTFFNSGSCSKL 

EQHSTYLGDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVPEP 

KQHGIGPKQKYRSTGPNRALR 

NNAAYLQFLI FGN LEKTKP WG 

KDSLLI K VFEA A V L Wl ECFA FI F 

Y DA RG VLI V VQ V DSCS K LEQH S 

TLSRAILLIYKGFCRFRNHHQTG 

FSPAG ANQRGPL A ATLSGPGG E 

GQSAVARLTGEKKNHPGAQYA 

NRLSPRVGRFINAAGTTGFPTG 

KRAVSATQLMDFADFGTTIKQ 

DFRLLGQTSVDRLLQLSQGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LESGHLISDCCASNQPDSVGVG 

PSEPGAGYNLVVRHFLSPSEKH 

SIRVGVTRFSRCRPSPLPLTQKG 

NSLTPC ASQLRQCL ALLRLR* R 

AISCCPSHW*KEKPPWRPIRKPP 

LPARWPIH*CSWHDRFPD/CESG 

HLISDCCASNQPDSVGVGPSEP 

GAGYNLVVRHFLSPSEKHSIRV 

GVTRFSRCRPSPLPLTQKGNSLT 

PCASQLRQCLALLRLRH 


12108 


42476 


B 


12182 


1 


1335 




12109 


42477 


A 


12183 


1 


1675 




12110 


42478 


B 


12184 


57 


1530 




12111 


42479 


A 


12185 


1 


1419 




12112 


42480 


A 


12186 


1 


574 


RVDDFVRQTRPSAQAALAEKM 

AANQPPPLMMKHSQTDLVSRL 

KTVRKILGVGGEDDDGEV/HRSP 

I SQA LGTEI KFTI REPLG LTV WQ 

FVSAVLFSGIAIMALAFPDQLY 

DAVFDGAQVTSKTPIRLYGGAL 

LSISLIMWNALYTAEKVIIRWTL 

LTEACYFGVQFLVVTATLAETG 

LMSLGIRLTRSSRRGR 


12113 


42481 


B 


12187 


79 


387 




12114 


42482 


A 


12188 


1 


908 




12115 


42483 


A 


12189 


2 


70 




12116 


42484 


A 


12190 


1 


1158 





WO 01/075067 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


12117 


42485 


A 


12191 


2 


611 


FVSVPSVLLGLQFWRSERD/TA 
RLQSARWRVERGRLKELLSRQ 
RPRRREEVVVGREVCRTEMEV 
RASLQKIVSNGDEQLEKAMEEI 
LRDFEKRPSSLLVDCQSSSEISD 
HSFGDIPASQTNKPSLQLILDPS 
NTEISTPRPSSPGGLPEEDSVLF 
NKLTYLGCMKVSSPRNEVEAL 
RAM ATM KSSSQ YPFPVTL Y VP 


12118 


42486 


A 


12192 




497 




12119 


42487 


A 


12193 


1 


804 




12120 


42488 


A 


12194 


1 


1243 


MAPVEHVVADAGAFLRHAAL 

QD1GKNIYTIREVVTEIRDKATR 

RRLAVLPYELRFKEPLPEYVRL 

VTEFSKKTGDYPSLSATDJQVL 

ALTYQLEAEFVGVSHLKQEPQ 

KVKVSSSIQHPETPLHISGFHLP 

YKPKPPQETEKGHSACEPENLE 

FSSFMFWRNPLPNIDHELQELLI 

DRGEDVPSEEEEEEENGFEDRK 

DDSDDDGGGWXITPSNIKQIQQE 

LEQF\DVPEDVRVWLA*PPDFA 

MQN VLLQMG L H V L A VN CM LI 

REARSYILRCHGCFKTTSDMSR 

VFCSHCGNKTLKKVSVTVSDD 

GTLHMHFSRNPKVLNPRGLRY 

SLPTPKGGKYAINPHLTEDQRF 

PQLRLSQKARQKTNVFAPDYIA 

GVSPFVXENDISSRSATLQVRDS 

TLGAGRR RLN PNACRKKFV KK 


12121 


42489 


C 


12195 


164 


350 




12122 


42490 


A 


12196 


1 


378 




12123 


42491 


B, 


12197 


265 


1539 




12124 


42492 


A 


12198 


1 


2511 




12125 


42493 


A 


12199 


1 


1077 




12126 


42494 


B 


12200 


38 


1451 




12127 


42495 


A 


12201 


1 


207 




12128 


42496 


A 


12202 


1 


197 




12129 


42497 


A 


12203 


1 


216 




12130 


42498 


A 


12204 


1 


335 




12131 


42499 


A 


12205 




174 




12132 


42500 


A 


12206 




1309 




12133 


42501 


A 


12207 




1266 





WO 01/075067 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 

noo 


SEQ ID NO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cuuon lor miiinu acio 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, / B possible nucleotide 
deletion, \=possible nucleotide insertion) 


12134 


42502 


A 


12208 


1 


590 


1 DRFDA PCG LEELEDHEDEFNE 

EDERAIEMYRRRRLAEWKATK 

LKNKFGEVLEISGKDYVQEVTK 

AGEGLWVILHLYKQG1PLCALI 

NQNLSGLARKFPDVKFIKAISTT 

CIPNYPDRNLPYTILVYPG\GDIN 

G\QFIGPLSV\GGMNLTRDELEW 

KLSESGAIMTDLEENPKKPIEDV 

LLSSVRRSGPHEEGQRFRG 


12135 


42503 


A 


12209 


291 


416 


SHYLKIHAEKLSEYDQISPPNSQ 
PDKENPVLST* *SIQRRHMTLFK 
MNLK 1 1 LK YRKPEA * SQRL VSK 
R*KHSIRGSGINLSFVPTGFQIVP 
FHLFETSLWL 


12136 


42504 


A 


12210 


437 


773 


DYTITGELKTA1QRSKINFCPJLH 
SHSSHNAKSFVI*TVTLLHRHLL 
* K VSVNKVQSLFIQCGIFSEAG A 
GVYNYCPPPRQRRQPGDKPRW 
RWRRGRNNRCSANSHGLQLYA 


12137 


42505 


A 


12211 


1 


1183 




12138 


42506 


A 


12212 


1 


459 




12139 


42507 


A 


12213 


1 


513 




12140 


42508 


A 


12214 


91 


1168 




12141 


42509 


A 


12215 


323 


429 




12142 


42510 


A 


12216 


870 


1305 


SPGLPHCWQPCRARSRGTDVW 

NVLVS\GSGSGAYKEPAILVGPE 

NLTLTVHQTAVLECVATGNPRP 

IVSWSRLGWPPNPTAKEQEQRA 

KTESQRKQPRDKARENQPKAA 

RPKRAAPKSHEAARKTNPPTAS 

TKRQAAPTNTPKESS 


12143 


42511 


A 


12217 


1 


2695 




12144 


42512 


A 


12218 


1 


258 




12145 


42513 


A 


12219 


1 


624 




12146 


42514 


A 


12220 


247 


425 




12147 


42515 


A 


12221 


31 


858 


LLEIVNSSIQPEKQAGWLSQAV 

HGAPDGPNRPMLHPETSPGRG 

HLLAVLLALLGTTWAEV WPPQ 

LQEQAPMAGALNRKESFLLLSL 

HNRLRSWVQPPAADMRRLDW 

S DSLAQLAQA RA ALCG I PTPSL 

ASGLWRTLQVGWNMQLLPAG 

LASFVEVVSLWFAEGQRYRHA 

AGE* ARNATCTHYMQLV WATS 

SQLGCGRHLCSAGQAAIEAFVC 

AYSPRGNWEVNGKTIVPYICKG 

AWGSLCTASVSSLLKAWDHAR 

GLLGGPRETLGKEPTEPWTALK 


12148 


42516 


A 


12222 


1 


1519 




12149 


42517 • 


A 


12223 


I 


789 
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SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


12150 


42518 


A 


12224 


1 - 


505 


ATEDPGVAMGRRPARCYRYCK 
N KP YPKSRFC RG VPD AKJ RI FDL 
GRKKAKVDEFPLCGHMVSDEY 
EQLSSEALEAARICANKYMVKS 
CGKDGFHIRVRLHPFHVIRINK 
MLSCAGAD/RJHISKKWGFTKF 
N ADEFEDM V A EKRLIPDGCG V 
KYIPSRGPLDKWRALHS 


12151 


42519 


A 


12225 


135 


828 


RFWVSPHGPAAPARCY\RYCKN 

KPLPKVLRFCR\GVP\DAKIR1FD 

PGAEKRQKVE*VFRFCGHMVS 

DE\YNQLSS\*ALE\AARNLCPIS 

TMVKS\CGKDGF\HIRV\RLHPF 

HV1PHQTRCCSCAGADRLQTG 

MRGVAFGKPQGTVARVHIGQVI 

MS1\RTKLQNKEHV\IDALRRAK 

\FKFPGRQ\KIH1SKKWGFTKFN 

ADEFEDMVAEKRLIPDGCGVK 

YIPSRGPLDKWRALHS 


12152 


42520 


A 


12226 


2 


367 




12153 


42521 


A 


12227 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

KEKVLRAA/NKPIRLTVDLSAET 

LQ A RJCEG G PI FN I LKEKNFQPRf 

SYPAKJLSFISEGE1KSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


12154 


42522 


A 


12228 


1 


714 




12155 


42523 


A 


12229 


122 


939 


YPGKQGLEWTSNK!QQTCS*GS 

SLLEGKLTNRKDIHTKTPSVRH/ 

RSSKAKERVSVIEDQMNETKRE 

EMFREKRVKRNEQSLQEI WEY 

VKRPNLRLIGVPESDGDNGTKL 

ENTLQDI IQQYFPNLARQANIQI 

QEIQRMPQRCSSRRAAPRHIIVR 

FTKAEMKEKMLRAARGKGRV 

THKGKPIRLKVDVLAETLQARR 

E WG PI FN I LKEKNFQPRJ S FP AK 

LbrlSK.GEIKSrTDK£MLRDFVT 

TRPALQELLKEALNMERNNRY 

QPQQKHAKL 
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SKQ ID 
NO* 


SEQ II) NO: 

Ul |IC|/IIUC 

sequence 


Mee 
hod 


SEQ II) NO: 

in 1 ISSN 

III UJOll 

09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 

rnrinn for lii*ct fiminA firiri 

of peptide sequence 


Amino acid sequence ( X=l)nknown, 

OiU|/ VUUUIIf / |fl"aMUIC HUllCOllUe 

deletion, \= possible nucleotide insertion) 


12156 


42524 


A 


12230 


1 


1043 


MGDFLHSTDRNYLIKFWAKLS 

AKKTPANSSSPLGDHQHPCITK 

NLQIPEKWLIGLLLPLKADLLK 

EDAGTHCKEAKNLDERLDEWL 

TRINSVEKJLNDLMELKTMAQE 

LH Y ACTSFSSQFDQL EER VS VI E 

NQMSEMKJtEEKFREKRVKRNE 

QSLQKIWDYVKRPNLRLTGVPE 

SDWENGTKLENSLQDIIQENFP 

NLARQANIH1QEIQRMPQRYSS 

RRATPRHLIVRFTKFEMTEKMV 

RAAREKGQVTHKGKPIR1TADI 

SAETLQARREWGPIFNILKEKN 

FQPRISYPAKLSFISEGEJKSFTD 

KQMLRDFVTTRPTLQELLKEAL 

/NMERNNQYQPLQKHAKL 


12157 


42525 


B 


12231 


1 


1275 




12158 


42526 


A 


12232 


1 


1584 




12159 


42527 


B 


12233 


I 


1023 




12160 


42528 


A 


12234 


I 


2052 




12161 


42529 


A 


12235 


5160 


6183 


VSKHPQASAGDTQTNRVWSGP 

PANSDRPAAEGPDC*KEN*QTE 

RTSVNQN PICM SPSSKTK E A KN L 

DKRLDEWLTR1NSIEKTLNDLM 

ELNTMARKLRDACTSFSSQFDQ 

VEERVS VI EDQMNEMKREEKF 

REKRIKRNKQSLQE1WDCVKRP 

NLRLIGVPESDGENGTKLENTL 

QDIIQENFPNLARQVNIQIQEIQ 

RTPQRYSSRRGTPRH II VRFTK V 

EIKEKILRAAREKGRVTHKGKPI 

RLTAVLLAETLQARREWGPIFN 

ILKEKN FQPRVS YPA KLSF I S EG 

EVKSFTDKQMLRDFVTTRPAL 

QELLKEALNMERNNRYQLLQK 

HATLSRPSMLG 


12162 


42530 


A 


12236 


1 


975 




12163 


42531 


A 


12237 


3 


1186 




12164 


42532 


A 


12238 


1 


906 




12165 


42533 


A 


12239 


1 


1882 




12166 


42534 


A 


12240 


1 


1394 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


12167 


42535 


A 


12241 


1 


4935 


MGPCARLAALLAVLALGTGDP 

ERAAARGDTFSALTSVARALAP 

ERRLLGLLRRYLRGEEARLRDL 

TRCN D ET1 T Y LLDKRLTVLTA A 

NIPYSSPENGAKRRRQDAFPP1H 

YNTQDALLQYLSGVGWGAPPA 

AQAHRDAPFVDSIAQVLLRTSG 

GSAEASGWSLRSRWAVGGATG 

SWVLSKGDRASLGERVVTGWA 

TLNVGRSFAYCLTTCVQPPLDV 

GPRKEHAPRPPSLSPTSTRQRGQ 

SERSQD ANG RRKQKT 


12168 


42536 


B 


12242 


88 


1014 




12169 


42537 


A 


12243 


686 


1920 


I KPQRWG KKQN RKTGN SKKQS 

ASPPPKERSSSPATEQSWTENDF 

DELREEGFRRSVITNFSELKEHV 

VTHRKEAKNLEKK\LDEWITR1 

TNAEKSLKDLMELKTTAQELR 

NECTNLSNRCDQLEETVSAME 

DQIN/EMNEMKQEGKFREKRJK 

RNEQSFQ\EIGDYVKRPNLH\LI 

GVPESDGQNGTKJLENTLQDIIQ 

ENFPNLARQANIQIQEIVQRTPQ 

R Y SLRRATPRH 1 1 V RFTK VEM K 

EK\MLSAAREKGR\VTHKGKPIR 

LTTADLSAETLQAQKTEWG\PIF 

NIL\KEKNF\QPRIS\YPAK\LSFIS 

EGEIKYFTDKQMLRDFCHHQG 

LPLKELLKEEALKHWKGTTRY 

QPL A KTLPK YRSTRQK VNKDT 

QELNSALHQADLIDIYRTLHTK 

STEYTFFQH HTTPIPKLTT 


12170 


42538 


A 


12244 


1 


633 




121 /I 


4253V 


A 


12245 


3 


109 




121 72 


42540 


A 

A 


12246 


2 


575 




IZl /J 


4254 1 


A 


12247 


1 


237 






42542 


A 

A 


12248 


* 
I 


1065 




12175 


42543 


A 


12249 


2 


338 




12176 


42544 


A 


12250 


1 


1319 




12177 


42545 


A 


12251 


1 


744 


MQKALCAAPDLGTFVTVLTPPP 

GAQIGSRRERSKVPYIVRQCVE 

EIERRGMEEVGIYHVSGRWAA 

DIQALKAAFDVN/NRTMHSSWE 

ESDELLKARDDPHSGQHSRDG 

ALAKAGMADKJCDMSVMMSET 

DMNA1AGTLKLYFRELPEPLFT 

DEFYPSFAEG1DRLERVAEKEA 

VNKMSLHNLATVFG PTLLRPSE 

KEbKLPAN PSQPITMTDSRSLEV 

MSQ VEVLLYFLRLEA 1 PALDSK. 

RQSILFSTDV 
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SEQID 


SEQ ID NO: 
ui pcpuuc 
sequence 


(Viet 


SEQ ID NO: 

in II^N 

09/540^17 


Nucleotide 

IllvdllUll Ul MlM 

cod on for peptide 
sequence 


Nucleotide location of last 

rnHAn fnr loct nminn ucirl 

llfUlMI IUI ItlJl illlllllU HLIU 

of peptide sequence 


Amino acid sequence < X=Unknown, 
— oiup couon, /=possiuic nucnuiiuc 
deletion, \= possible nucleotide insertion) 


12178 


42546 


A 


12252 


1 


507 




12179 


42547 


A 


12253 


1378 


4280 


STPMAVAGPLGRPWSTSPTRAS 

TSGASWKGRARARSCAARAPL 

SRRSALPGPAGPTPPGVLRIAEA 

AIPRTAAPMRTSPPARRTSPLAS 

PAACPQAPPPTACSGTKAALPR 

RTRNSPSTAAVPPRRSAISGTGT 

ARLSCPRPPSWASARPGRSGPT 

MTRAPSMETQMARSEHHLDTA 

ALQTGQRSSAGTKMGCPTLMT 

RPPHRPTSAARAGAAGMRWSR 

EP*SPLK/RSELDLEKGLEMRK 

WVLSGILASEETYL 


12180 


42548 


A 


12254 


1 


1109 


M RTPYKTSPM RM L Y MTSLMTP 

TRHANEDAVDDIAYKDTVQDI 

TSEDAVYDIANEDVVYDIANED 

ALQDIANEVAVYDIANEDIVYD 

IANEDALYDITNEDAVYNIANE 

DAVYGIANEDAVYEFANKHAV 

YDIANEDTVQDICKKEDAANK 

CYFPGFFP1RCRHEHLPVCIIDVI 

CSL1KCRHEHLPSSLIGQDRLGA 

QASRRERSKVPY1VRQCVEEIER 

RGMEEVGIYRMSGVAADIQAL 

KAAFNVSECRPAQDGMEVWA 

VVSAMRSQSAPRPRHVTSFSVS 

FLHLSGSSRRPLHFRALS\NNKD 

VSVMMSEMDVNAIAGSLKLYF 

RELPEPLFTDEFYPNFAEGIGEH 

WRPWPHGRRLLHVHCCPQRL 


12181 


42549 


A 


12255 


1351 


4308 


WKG RA RA RSC A A RA PLSRRS A 

LPGPAGPTPPGVLR1AEAAIPRT 

AAPMRTSPPARRTSPLASPAAC 

PQAPPPTACSGTKAALPRRTRN 

SPSTAAVPPRRSAISGTGTARLS 

CPRPPSWASARPGRSGPTMARA 

PSMETQMARSEHHLDTAALQT 

GQRSSAGTKMGCPTLMTRPPH 

RPTSAARAGAAGMRWSREPWS 

PLK/RSELDLEKGLEMRKWVLS 

GILASEETYLSHLEALLLPMKPL 

KAAATTSQPVLTSQ 


12182 


42550 


B 


12256 


1 


1017 




12183 


42551 


A 


12257 


2310 


2834 


EEKYNMQTRLRRAEDVFPPVIG 

VAAHKGGVYKTSVSVHLAQDL 

ALKGLRVLLVEGNDPQGTASM 

YHGWVPDLHIHAEDTLLPFYL 

MLR\LA1ETVAHDYDVIVIDSAP 

NLGIGTINVVCAADVLIVPTPAE 

LFDYTSALQFFDMLRDLLKNV 

DLKGFEPDVRI LLTKYSNSNG W 
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SEQID 
NO: 


SEQ 10 NO: 
of peptide 
sequence 


Mel 

hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


\Z 1 81 




■A 

A 


IZZJ5 


lUo 


1 AO 


nFLFVLRRQLwVGGLCW*AAE 
LNKVCL 


12185 


42553 


A 


12259 


1 


901 




12186 


42554 


A 


12260 


23 


482 


KPRELGPISPVWLPPDRLPERPQ 

RRRPSGVDPGSWLGSGSCGSTG 

CSALMSCSCGSTPLLSLALKVT 

PGGVLGAPSGSEDGS*PNRKAC 

GSEMEICLTTRGVWGPEVALG 

VGGGLQQSCRAPCGGLPKLLRS 

WSQSSLSPNSPGRGASSGEAA 


12187 


42555 


A 


12261 


1 


1938 




12188 


42556 


A 


12262 


1 


2235 




12189 


42557 


A 


12263 


43 


1827 


THVRLAGARASPRAPRLRPRKP 

RPQGLPCLPGLRRARLEGGARG 

RADEMFLLPLPAAGRVVVRRL 

AVVRSGSRSLSTADMTKGLVL 

GIYSKEKEDDVPQFTSAGENFD 

KLLAGKLRETLNISGPPLKAGK 

TRTFYGLHQDFPSVVLVGLGK 

KAAG1DEQENWHEGKENIRAA 

VAAGCRQ1QDLELSSVEVDPCG 

DAQAAAEGAVLGLYEYDDLK 

QKKKMAVSAKLYGSGDQEAW 

QKGVLFASGQNLARQLMETPA 

NEMTPTRFAE11EKNLKSASSKT 

EVH1RPKSW1EEQAMGSFLSVA 

KGSDEPPVFLEIHYKGSPNANE 

PPLVFVGKGITFDSGGIS1KASA 

NMDLMRADMGGAATICSAIVS 

AAKLNLPINIIGLAPLCENMPSG 

KANKPGDVVRAKNGKT1QVDN 

TD A\ EG RL I LAD A LC Y AHTFN P 

K VI LN A ATLTG AMD VALGSG A 

TGVFTNSSWLWNKLFEASIXET 

GDRV*RMPLFDHYTRQ\VVDC 

QLAD\VNN1GKYRSAG\ACTAA 

AFVKEFVTHRKWAHLDIAGVM 

TNKDEVPQSTGKA'LGRPTRTL 

I\EFL\LRFSQDNCLVQILKNVFH 

SVLNWTVELK.KVFE 


12190 


42558 


A 


12264 


1 


405 


GIRSAEVGKHLAHILLSRQQGR 

RPVTLIGFSLGARVIYFCLQEM 

AQEKDCQGMEDVILLGAPVEGE 

AKH WXSLSGRV VSG RlfNG YCR 
GDWLLSFVYRTSSVQLRVAGL 

/^D\/I I AnDD \/CXl\/l"M TC\/\/Cn 

V^rVLLyUKKVtN VUL I oVVoU 


12191 


42559 


A 


12265 


1 


1072 




12192 


42560 


A 


12266 


105 


514 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 

III VIJJIl 

09/540,217 


Nucleotide 

trwQtinn nf Civet 
1 IrldlUMI Ul 11191 

codon for peptide 
sequence 


Nucleotide location or last 

rnfinn for last aminn nrirl 

of peptide seq uence 


Amino acid sequence ( X-Unknotvn, 

OIUp CUUUII, / — IIUCICUIIUC 

deletion, \=possiblc nucleotide insertion) 


12193 


42561 


A 


12267 


44 


872 


NARPWVRGLL1EFRRRGSLCRE 

R A REMEMGRRI HLELRNRTPSD 

VKELVLDNSRSNEGKLEGLTDE 

FEELEFLST1NVGLTS1ANLPKL 

NKLKKLELSDNRVSGGLEVLA 

EKCPNLP\HLI*GGNKIKDLST1E 

PLEKLENLKSLDLFNCEVTNLN 

DYRENVFKLLPQLTYLDGYDR 

DDKEAPDSDAEGYVEGLDDEE 

EDEDEEEYDEDAQVVEDEEDE 

DEEEEGEEEDVSGEEEEDEKGY 

NDGEVDDEEDEEELGEEERGQ 

KRKREPEDEGEDDD 


12194 


42562 


A 


12268 


1 


388 


KRGAAMDGRVQLIKALLALPIR 
PATRRWRNPI PFPETFDGDTDR 
LPEFIEQTGSYM FVDENTFSSDA 
LKTVALPQSLPSIASHRQTAAPS 
DLDSPRRYLGWPQSLDSDSDS 
WPPPKGSVTFSETYFLPTP 


12195 


42563 


A 


12269 


1 


127 




12196 


42564 


A 


12270 


5 


434 


ISLRYLDGLAGPTHASAATEAS 
DRSEDLRWT/VCAQLIQALLAL 
PIRPATRR WRNP1 PFPETFDG DT 
DRLPERIVQTCSYMIWDENTFS 
SDALKVTFLITRLTGPALAQ WV 1 
PYIKKESPLLNDYRGFLAEMKR 
VFGWED\DEDF 


12197 


42565 


A 


12271 


515 


1137 




12198 


42566 


A 


12272 


1 


762 




12199 


42567 


A 


12273 


1 


468 




12200 


42568 


A 


12274 


2716 


3411 


KREEETKKKSKREMEVVKKKQ 

CTYSFKSQGKFLSTHARQFS1GS 

QPISASQTVEEIMKSILTLQSQI\ 

NSLAA VTLQN R* GLDLLTAEKG 

GLCTFLGEECCFYTNQSG1A*D 

ATQRLQEKASEIRRLSNSYTNL 

WS WATWLLPFLG P V A A ILLLL 

AFGPR1FNLLVKFVWSRIEAIKL 

QMVLQIEPQMSSTNNFYRGPLD 

♦PAGTSPGLESSPLKDTTTAKPL 

LRPYPAGSS 


12201 


42569 


A 


12275 


8312 


9221 




12202 


42570 


A 


12276 


74 


471 




12203 


42571 


A 


12277 


4043 


4159 


LFCQSGFHSLLTPSTATCSTIR* 
VATSRLRPVFTCRRS 


12204 


42572 


A 


12278 


1 


1332 




12205 


42573 


B 


12279 


29 


1316 




12206 


42574 


A 


12280 


1 


580 




12207 


42575 


A 


12281 


2 


710 




12208 


42576 • 


A 


12282 


1 


1559 




12209 


42577 


A 


12283 


1179 


1490 
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SEQID 


SEQID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, V=possible nucleotide insertion) 










sequence 






12210 


42578 


A 


12284 


2 


313 




1221 1 


42579 


A 


12285 


599 


743 


GALART*PPQQRWVSCPR/GVP/ 














GAL*REFTMFLSLQAENSIDFVS 














R£LCAHSIRKLQAHVLL(K*VF1 
K 


12212 


42580 


A 


12286 


208 


398 




12213 


42581 


A 


12287 


716 


1069 




12214 


42582 


C 


12288 


326 


577 




12215 


42583 


A 


12289 


188 


590 




12216 


42584 


A 


12290 


860 


1121 


VPFLTSWVNVGFKSSALHSSAL 














LQFWLTLWE*LPAWARCCCCL 














PNGSFWGPRSSRLDVAWERPV 














APGWREVSPLLSELWTAASGP 














YG 


12217 


42585 


B 


12291 


1 


1614 




122)8 


42586 


B 


12292 


1 


1080 




12219 


42587 


A 


12293 


3 


219 




12220 


42588 


A 


12294 


890 


1094 


VESGTHLGQYKIYFGFLYQKKF 














SLQSHGYILFGCPQYW/ITSTDC 














PSIPCMWYSRTL*VTWSKKQVT 














SE 


12221 


42589 


C 


12295 


1 


3912 




12222 


42590 


A 


12296 


881 


1151 




12223 


42591 


A 


12297 


t 


1323 




12224 


42592 


A 


12298 


1817 


2284 


VWDGSILYQKLGALDGLSS*VI 














PLASSLQSLQYPLPSSFIQRILNT 














YSVKGLRSWTVNEDRVDAVSS 














GG I WLQ VEASL VL Y* ML YFS IIT 














LLILGLVHVNFKILDSSSELITD 














KLCGGLGFTLYTGSKLI*SDVTF 














PRAFSASTQTSMLTKYTVE 


12225 


42593 


A 


12299 


1 


1109 




12226 


42594 


A 


12300 


1 


367 




12227 


42595 


A 


12301 


1 


531 




12228 


42596 


C 


12302 


1371 


1746 




12229 


42597 


A 


12303 


1 


645 




12230 


42598 


C 


12304 


387 


680 




12231 


42599 


A 


12305 


655 


2498 




12232 


42600 


A 


12306 


1 


528 


ENLGNT1QDTGMGKDFMTETP 














KAMTTKAKFDKRDLIKLKSFCT 














AKETTI R VNRQPTE WEK 1 F A V Y 














PSDKGP1SRIYKQLKQIYKKKSN 














NPIKKWAKNRNRHFSKEDFYV 














AKKHMEKSSSSLV1RKMHIKTT 














VGYHLMPVRMAIJKKSGNNRC 














WRGCGEXC* WEGQLVQPLWK I 














VWQ 


12233 


42601 


A 


12307 


1 


1359 
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SEQ ID 


SEQ ID NO: 

Ul pcpilUL 

sequence 


Met 

hnH 
nuu 


SEQ ID NO: 

in IN<sN 
in uooi' 

09/540.217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 

**/\/lnfi frtf* Iticf aminn U4*id 
iuuuii iui miu 

of peptide sequence 


Amino acid sequence ( X=Unknown, 

— oiup tunon, / — pUaMDIC nuLicuiiuc 

deletion, \=possible nucleotide insertion) 


12234 


42602 


A 


12308 


1968 


2648 


TQTNLQEKNKQLHQKVGKGYE 

QTLLKRRHLCSQQTHMQPTDT 

WKNAHHQLA I REMQI KTTMRY 

HLTPLRMA1IKKSGNNSCWRGC 

GE1GTLLHCWWDCKLVQPLWK 

TVWRFLKDLESEIPFDLAIPLLCI 

YPKDYTSFCYKDTCTCMFIAAL 

FTIAKTWN*PKCSSVIDWIKKM 

WHIY/TTMEYYGAIKRNKIMSF 

AGTWMKLDAI1LSKLTQKQKT 

KLRMFLLISRS 


12235 


42603 


A 


12309 


1 


403 




12236 


42604 


A 


12310 


3 


264 


FFYAH1MFIAALRTIAKTWNQS 
KCTSM I D WI KK\M WH I HTM E Y 
YAAIKR\RGFMSFTRTWMKLEA 
1ILSKLTQEQKTK\HHMFSLIRGS 


12237 


42605 


A 


12311 


79 


432 




12238 


42606 


A 


12312 


1 


933 




12239 


42607 


A 


12313 


70 


675 




12240 


42608 


A 


12314 


1 


339 




12241 


42609 


A 


12315 


3 


422 




12242 


42610 


A 


12316 


1 


471 




12243 


42611 


A 


12317 


1 


963 




12244 


42612 


A 


12318 


375 


542 


ENDKARRSDTPSML*WVEGMK 
♦SVKAPHTLHLASDYVLEPWG 
GESATFI PAS WDC 


12245 


42613 


C 


12319 


1 


2148 




12246 


42614 


A 


12320 


1 


1881 




12247 


42615 


B 


12321 


1 


1074 




12248 


42616 


C 


12322 


143 


439 




12249 


42617 


C 


12323 


123 


362 




12250 


42618 


A 


12324 


474 


603 


N H KN PRRKPRQ YH SG H RHGQG 
LHV*NTKNNGNKSQNGQMGSN 


12251 


42619 


A 


12325 


5169 


5756 


CPSLPPPHGKPAAACPRSPPGGC 
CTPRSA RTVPRGLSENSQTKCH 
SADLPPEGPRVFWTPPGTGAAP 
APPAPAPGPARCGPRRCHAWPP 
QRRSSG AGRSPPPRHFA EFLKM 
V AFLR1 LI LRAVSLLRSLDLEIS* 
G*RP*GPSWGGPPQSTPSAASA 
ASKTSSPRRWSTPAWAFLARA 
HPRWVAPSTAAQCTAAP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


12252 


42620 


A 


12326 


21 


98 


ESWLVLGRRKAGRLIGACGFEP 

PHFLTLDLEMHRDSCPLDCKVY 

VGNLGNNGNKTELERAFGYYG 

PLRSVWVARNPPGFAFVEFEDP 

RD A A D A VRELDG RTL\CG\CR V 

RV\ELVRMGEK\RSRNRGPPPS\ 

WGRRPRDDYRR\RSPPPR\RRSP 

R\RRSFS\RSRSRSLS* ERVG WC 

WAGGKREDSSERVDLSRRIF 


12253 


42621 


A 


12327 


919 


1043 




12254 


42622 


A 


12328 


460 


657 


CFSPGMWQKTHSRKHSPGAICP 
INPVGECLVRKIKQLD*ITWINA 
I * LPLRDG L F Y FLN FPFCC RG 


12255 


42623 


A 


12329 


1 


2235 




12256 


42624 


A 


12330 


1 


255 




12257 


42625 


A 


12331 


2 


429 


CRADLNSRJDDFVPNPSVAVSG 

ASYAVAAVTMAHYKAADSKR 

EQFRJCYFEK\SGVLDTLT\KVLV 

ALYEEPEXKLNSALDRLKHHLG 

AATP\ENPE1ELLRLELAEMKEK 

YEAIVEENKKLKAKLAQYEPVP 

QEEKRAELGFFSV 


12258 


42626 


A 


12332 


670 


860 




12259 


42627 


A 


12333 


2 


450 


VNKAGGLIYQLDSYAP/RAEAE 

KTFSYPLDLLLKLHDERVLVAF 

GQRDGIRVGHAVLAINGMDVN 

GRYTADGKEVLEYLGNPANYP 

VSIRFGRPRLTSNEKLMLASMF 

HS\1KFVVLADP\RQAGIDSLLRK 

IYEIYSDFALKNPFYSLEMP 


12260 


42628 


A 


12334 


1 


2034 




12261 


42629 


A 


12335 


1 


324 




12262 


42630 


A 


12336 


2 


694 


FGTRGKAAMAIFSVYVVNKAG 

GLI YQLDSY A PR A EAEKTFSYP 

LDLLLKLHDERVLVAFGQRDGI 

\RVGHAVLAINGMDVNGRYTA 

DGKEVLEYLGNPANYPVSIRFG 

RPRLVTSNEKLMLASMFHSLFAI 

G\SQLSPE\QGSSG1EMLETDTFK 

LHC\YQTLTG1KF\VVL\ADPR\Q 

AG1DSLLRKIYEIYSDFAL\KNPF 

\YbLbMPlKCtLrDQNLlCLALEV 

AEKAGTFGPGS 


12263 


42631 


A 


12337 


2 


1658 
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SEQ ID 


SEQ ll> NO: 
of peptide 
sequence 


Mel 
noo 


SEQIDNO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


12264 


42632 


A 


12338 


3 


997 


VQKPNRQWRLVQDLR1INEAV 

VPLYQAVRNPYTLLSQ1PEETG 

WFTVLDLKDALFCIAVHPDSQF 

LLAFEDPLNPTSQLTWTVLPQG 

FRDSPHLFGQALAQDLSQFSYL 

DTLVLRYVDDLLLAAPSETLCH 

QATQVLLNFLATCGYKVSKLK 

AQICSQQVKYLGLKLSKGTRAL 

SEERIQPILAYPHPKTRKQLRGL 

LGITGFCQ1WIPRYSEIARPLHTL 

IKKTQKANTHLVRWTPEAEAA 

FQVLKKALTQAPVLSLPTGQDF 

\SLYVTEKTGIALGVLTQHYGE 

ERNS*LPTEYLSNIRKPLGDYY 

WL YRNLKRWQS YTA R V I RKER 


12265 


42633 


A 


12339 


** 


421 




12266 


42634 


A 


12340 


"> 


4804 


KRLEN1QKTLEVAFSEAVWTVIQ 

PSVVLLDDLDLIAGLPAVPEHE 

HSPDAVQSQRLAHALNDMIKE 

FISMGSLVALIATSQSQQSLHPL 

LVSAQGVHIFQCVQHIQPPNQE 

QRCEILCNVIKNKLDCDINKFT 

DLDLQHVAKETGGFVARDFTV 

LVDRAIHSRLSRQS1STREKJLVL 

TTLDFQKALRGFLPASLRSVNL 

HKPRDLGWDK1GGLHEVRQIL 

MDT1QLPAKYPELFANLPIRQRT 

G I LL YG PPGTGKTL 


12267 


42635 


A 


12341 


1 


2223 




12268 


42636 


A 


12342 


1 


3864 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSKWTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGKIKQAGNNPSLTSIYRSEV 

FCAHRHLHPPQLVCARGHIGSA 

HLS VDRG SLI WE V LEST V WART 

NE WSP VTRTVLI S AL ASTH I PQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQ1KIDLGFCFSDN 



WO 01/075067 



SEQll) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
Of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12269 


42637 


A 


12343 


204 


963 


DCACTFHCRSATKJVKDLKAQ 

GLVKPCNSPCSTP1LGVQKP1MG 

QWRLVQDLRIIDEVVVYVDDL 

LLAARSKTLCHQATQALLNFL1 

TCDYKVSKPKAQLCSQKVKYL 

GLKLSKGTRVLSEERJQPIPAYP 

HPKTPKQLRGFLGITGFCRJWIP 

RYSEI ARPLYTLI KKTQKADTH 

LVEWTPEAEVAFQALKEALTQ 

APVLSLPMGQDVPLYVTEKTGI 

ALGVLGVLTQVRG/LSLQPMAY 

LSKEMDVVAKGWPH 


12270 


42638 


A 


12344 


1 


1178 


MPESPTPLLGRDILAKAGAIIHL 

NIGEGTPVCCPLLKEGINPEVW 

ATEGQYGRAKNAHPVQVKLK 

DSASFPYQRQYPLRPEAQQGLQ 

KIVKDLKVQGLVKTCNSPCDTP 

1 LG VQKPNGQ WRLVQDLRJ J DE 

A 1 V PLYPA VPNPYTLLSQI PEE A 

ELFTVLDLKDAFFCIPVHPESQF 

LFAFEDPSIPMSQLTWTVLPQG 

FRDSPHLFHHTLAQDLSQFSYL 

DTLVLCLPLRNQQECHQATQV 

LLNVLATCGYKVSKQKAQLCS 

QQVKYLGVKLSKGTRAL/QQ*R 

TDRT*LSTSNCSNLRHSRGPSRG 

SLD*SQPQLVY*WKFFCRKRTS 

KRGVCSGQ* * WNT* KKSPHSRN 

♦CSAGGTNSPPSGTRIRRRKKGL 

IR1YMLPLILSAPYDHLH 


12271 


42639 


A 


12345 


1 


841 




12272 


42640 


A 


12346 


3 


1428 




12273 


42641 


A 


12347 


2 


268 




12274 


42642 


A 


12348 


1 


897 




12275 


42643 


B 


12349 


1 


1650 




12276 


42644 


A 


12350 


232 


1002 


TPGSTVHAPEADQGLQK1VKDL 

KAQGLVKPCNSPCSTPILGVQK 

PNGQWRLVQDLRJIDEVVVYV 

DDLLLAARSKTLCHQATQALL 

NFLITCDYKVSKPKAQLCSQKV 

K Y LG LKLSKGTR VLS EE RI QPI P 

AYPHPKTPKQLRGFLGITGFCRI 

WIPRYSE1ARPLYTL1KKTQKAD 

THLVEWTPEAEVAFQALKEAL 

TQAPVLSLPMGQDVPLYVTEK 

TGIALGVLGVLTQVRG/LSLQP 

MAYLSKEMDVVAKGWPH 


12277 


42645 


A 


12351 


I 


2217 





wo 
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SEQID 


SEQ II) NO: 

sequence 


Met 
hod 


SEQ ID NO: 

in 1 !<;<sN 
in UMi"i 

09/540,217 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location of last 

^a/Iafi lint* l<kcl 4minA n^i/l 

of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


12278 


42646 


A 


12352 


1 


6530 


MWGSDRLAGAGGGGAAVTVA 

FTNARJDCFLHLPRRLVAQLHLL 

QNQAIEVVWSHQPAFLSWVEG 

RHFSDQGENVAEINRQVGQKL 

GLSNGGQELHAVSLEQHLLDQI 

RIVFPKAIFPVWVDQQTYIFIQI 

VALIPAASYGRLETDTKLLIQPK 

TRRAKENTFSKADAEYKKLHS 

YGRDQKGMMKELQTKQLQSN 

TVGITESNENESEIPVDSSSVAS 

LWTMIGSIFSFQSEKKQETSWG 

LTE1NAFKNMQSKVVPL 


12279 


42647 


A 


12353 


1734 


4349 


M PN R A CFQCG LQG H FKKDC PS 

RKPQVCLTIESQEVNCLLDAGA 

AFSVLLSCPGQLSSRSVTIRGVL 

GQPVTRYFFQPLSCDWGALPFS 

HAFLIMPESLTPLLEREILVKAG 

AIIHLNIGEGTPICRLLFEEGISPE 

V W ATEGQ YGQAKN A H FVQVK 

LKDSTSFPYQRQYPLRPEAQQR 

LQKJ VKDLKAQGL VKPYSSPCN 

TPI LG VQKPKRQ WRL VQDLRI I 

NEAVFPLYPAIPSPYTLLSQIPEE 

AEWFTVLDLKDAFFCIPVHPDS 

QFLFAFEDPSNPTSQLTWTVLP 

QGFRDSPHLFGQALAQDLSQFS 

YLDTPVLQCMDDLLLAARSET 

LCHQATQALLNFLTTCGYKVS 

KPKAQLCSQQVKCLGLKLSKV 

TRALSEERIQPILAYPYPKTLKQ 

LRGFLGITGFCRIW1PRYGK1AR 

PLYTLIKETQKANTHLVRWTPE 

AEAAFHALKXALMQAPVLSLL 

TGQDFSSYVTKNKQTKKKKYT* 

IALRVLALV*GTSLQPVAYL/SK 

EIDVVAKGQPHCLRVVVAVAV 

LVSEAVKIIQGRNLTVWTSHDV 

NGILTAKGDLWLSDNHLLKYQ 

ALLLEGPMLRLCTCAALNLDTF 

LPHNEEKIEHNCQQVIAQTYAT 

RGDHLEVPLTDPNPNLYTDGRS 

FVEKGLQKVGYAVVSDNG1LES 

NPLTPGTSAQLAKLTRALELGE 

GKRVNIYTDSKYAYLVLHAHA 


12280 


42648 


A 


12354 


5 


138 




12281 


42649 


A 


12355 


1 


909 




12282 


42650 


A 


12356 


3 


245 




12283 


42651 


A 


12357 


1 


1080 
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SEQID 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


12284 


42652 


A 


12358 


-> 


955 


VPRKSVHSGDAEYHKVLKEEA 

SDSRENKVGTTWLQILSGSFAS 

RVTEHITQPLQESVSLWISSEQN 

1PPKFMGRJLNKLRKATYKRKYS 

AAKSKVEKKKKEKVFATVTKP 

VG\GDKNGGT\RVVQTR\KLPR 

YHPTED VPRK I V EPPQKNLFSQ 

H VRKTAKTALPPGTI LI I LTG\RH 

RG KAR V VFLK\QL A SG L I L VYTA P 

LVLNRVPLRRTHQKFVIATSTKJ 

DJ SN V K 1 PUCKJCDKTPLLTD A YL 

VKKKKLRKPR/HPRKGEIFDTVK 

RGNMRJTE\QRTIDQKAVDSQIL 

PKIKAIPQA/LQGYLRILCLL*RN 

G1YPHKLVF 


12285 


42653 


A 


12359 


1 


555 




12286 


42654 


A 


12360 


1 


300 




12287 


42655 


A 


12361 


1 


588 




12288 


42656 


A 


12362 




264 




12289 


42657 


A 


12363 


. 


870 




12290 


42658 


C 


12364 


239 


400 




12291 


42659 


A 


12365 


9 


98 


SWKPSFSA1M*HRNRKPNTTCSH 
SQVGVDL 


12292 


42660 


A 


12366 


9 


81 




12293 


42661 


A 


12367 


3 


169 




12294 


42662 


A 


12368 


134 


481 


GCCGGTIKNSFSFPPLPNWPRFV 

MFPSLCVLIVETCETWICTLIVQ 

LPLMSENMRCLIFCSCVSLLRM 

MVSSFVHVHDHKVKSHSRPS/G 

N LRSKE ASPSPKTSK VGKLTVQ 

PSVCG 


12295 


42663 


A 


12369 


41 


388 


SYGQMMKCQPFTFPSPGYGAG 

VFSSDKIGQMTFMERT*RMSCK 

EAAQDHTAREKEKVELKFPSLP 

FRRKELL*PCTWLGSPISLVTLD 

FPWPQGSGRLSMPVLWTCLIPG 

SLEIG 


12296 


42664 


B 


12370 


1 


909 




12297 


42665 


C 


12371 


295 


2025 




12298 


42666 


A 


12372 


14 


260 




12299 


42667 


A 


12373 


1 


142 


TCTCVFIAALFTIAKTWN*SKCP 
SMRDWIKKNVAH I HHOILCSH 
KKE 


12300 


42668 


A 


12374 


1 


395 





WO 01/075067 



PCT/US01/08631 



SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

nod 


SEQ ID NO: 
in 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


12301 


42669 


A 


12375 


2 


976 


REH L AEG M A VGTAS A DLN 1 S A 

CWLRREQQ1SQHSARALLRDRJL 

PPQENSSWHPAGAPLGRNFQRK 

EQAAIFAVLQPPLVIPRKTGSGV 

DLEQTPADLQKRG LT VTRKTN 

KQKAIASTSTERTPTQKPPFKSH 

QHQRPNVDKSAKMRKNQSKK 

AENSKNQNTSSPPKDHNSSPAR 

EQN WMENXEFDELTE VGFRR W 

VITNSSELKKHVLTQCKEAKNL 

EKRDMDEAGNHHSQQTNTGTE 

NQTPH VLTHKWELNN ENTRTR1 

YKKHGAAICLASGIYHSVDLPF 

WGLDLPF WDLEDSG STILG SGG 

QWPSSHSSTRQCTSVDSVWGL 


12302 


42670 


B 


12376 


1 


111 




12303 


42671 


A 


12377 


34 


346 




12304 


42672 


A 


12378 


1 


585 




12305 


42673 


A 


12379 


3 


14703 


- 


12306 


42674 


A 


12380 


1 


636 




12307 


42675 


A 


12381 


1 


1626 




12308 


42676 


A 


12382 


1 


3246 




12309 


42677 


C 


12383 


62 


202 




12310 


42678 


A 


12384 


1 


286 




12311 


42679 


A 


12386 


1 


1176 




12312 


42680 


C 


12387 


1 


942 




12313 


42681 


A 


12388 


785 


892 




12314 


42682 


A 


12389 


2 


91 




12315 


42683 


A 


12390 


1 


708 




12316 


42684 


A 


12391 


3 


96 


TWMKLETIILSKL*QRQKTKHR 
MFLLIGGN 


12317 


42685 


B 


12392 


1 


1954 




12318 


42686 


A 


12393 


1550 


1830 


DTISHQLEWQSLKSQETTALLTI 

AKTWNQPKCPSMIGW1KKMW 

HIYTMEYYAAIK/SDEFMCFAW 

TWMKLETIILSKLSQEHKTKHH 

MFSLTSGS 


12319 


42687 


A 


12394 


3 


553 




12320 


42688 


A 


12395 


1 


1428 




12321 


42689 


A 


12396 


642 


753 




12322 


42690 


B 


12397 


1 


759 




12323 


42691 


B 


12398 


1 


900 




12324 


42692 


A 


12399 


623 


775 




12325 


42693 


A 


12400 


992 


1156 




12326 


42694 


A 


12401 


86 


349 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


12327 


42695 


A 


12402 


1 


2521 


MN1DAKILNK1LANR1QQHIKKL 

IHHDQVGFIPGMQGWFNIRKSI 

NIVQHINRTNDKNHMI1SIDAEK 

AFDKIQQRFMLKTLNKLGIDGT 

YLKHRAIYDKSTANIVLNGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKG1QLRKEE 

IKLSLFADDMIVHLENPIVSAQN 

LLKLJDNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SERJKYLGIQLTRDVKDLFKEN 

YKPLLNDIKEDTNKWKNTPRS 

WVGRIN1MKMAILPKVIYRFNA 

IPIKLPMTFFTELEKTTLKFIWN 

QKGARIAKSILIYRFNAQELEKT 

TLKFIWNQKGARIAKSILSQKN 

KAGGITLPDFKLYYKATVIKTA 

WYWYQNRDIDQWNRTEPSEIM 

PH1YNHLIFDKPDKNKKWGNDS 

LFNKWCWENWLAICRKLKLDP 

FLIPYTKINSRWIKDLNVRPKTI 

KTLEENLGNTIQDIAMGKDFMS 

KTPKAMATKAK1DKWDLINLK 

SFCTAKETT1 R VNRQP1E WEKI F 

AIYSSDKGRISRIYNELKQIYKK 

KTNNPIKKWAKDMNRHFSKED 

IYAAKRHMKKCSSSLA1REMH1 

KTTMRHHLTSVRMAIIKKLGN 

DWCWRGCGEIGRLLHCWWDC 

KLVQPLWKSVWRFLRDLELET 

PFDPASPLLGIYQKEWKSCYYK 

DICT/RVCVPAALFTIANTWNQP 


12328 


42696 


B 


12403 


80 


5612 




12329 


42697 


B 


12404 


68 


505 




12330 


42698 


A 


12405 


1 


471 




12331 


42699 


A 


12406 


194 


430 


IAIMRLLLQISHILSSCLREVKSM 
QAYRKALRKLKLADVK.RYQK.S 
LVVQKRS*ER*SLVLILILPARTF 
QSYLAPIC 


12332 


42700 


A 


12407 


1 


546 




12333 


42701 


A 


12408 


2 


418 




12334 


42702 


A 


12409 


302 


746 


ETSHQVMDRSNPVKPALDYFS 

NRLVNYQISVKCSNQFKLEVCL 

LNAENKVVDNQAGTQGQLKV 

LGANLWWPYLMHEHPAYLYS 

WEDGDCFTPKALDPLPACDLC 

DQL\HLRSRQGGSVCGCDPCEQ 

LLLLWSQLQAPAIDSAAAGRPV 


12335 


42703 


A 


12410 


83 


552 




12336 


42704 - 


A 


12411 


1 


459 




12337 


42705 


A 


12412 


34 


588 





WO 01/075067 
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SEQID 
INU: 


SEQ ID NO: 

of peptide 
sequence 


Mel 
noo 


SEQ ID NO: 

in I1CCIM 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=LInknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12338 


42706 


A 


12413 


1 


466 




12339 


42707 


A 


12414 


950 


1230 


CSWHDRFPDWKAGRILPISEPPS 

N RI F AC WG KPA WTACCN/FSQG 

QAVKGNQLLPVSLVKRKTTLA 

PNTQTASPRALADSLMQLARQ 

VSRLESGQDFADFGTTJKQDFR 

LLGQTSVDRLLQLSQGQAVKG 

NQLLPVSLVKRKTTLAPNTQTA 

SPRALADSLMQLARQVSRLESG 

QDFADFGTT1KQDFRLLGQTSV 

DRLLQLSQGQAVKGNQLLPVS 

LVKRKTTLAPNTQTASPRALAD 

SLMQLARQVSRLESGQDFADF 

GTTIKQDFRLLGQTSVDRLLQL 

SQGQAVKGNQLLPVSLVKRKT 

TLAPNTQTASPRALADSLMQLA 

RQVSRLESGQ 


12340 


42708 


A 


12415 


497 


847 




12341 


42709 


A 


12416 


1 


337 


MGVVPEELFLEELNLSGLKWD 

FADFGTTIKQDFRLLGQTSVDR 

LLQLSQGQAVKGNQLLPVSLV 

KRKTTLAPNTQTASPRVALADS 

LMQLARQVSRLESGQHPEFAPP 

SHGD 


12342 


42710 


A 


12417 


716 


961 




12343 


42711 


A 


12418 


1 


1218 




12344 


42712 


A 


12419 


1 


1104 




12345 


42713 


A 


12420 


548 


1078 




12346 


42714 


B 


12421 


83 


345 




12347 


42715 


A 


12422 


1 


681 




12348 


42716 


A 


12423 


1 


1431 




12349 


42717 


A 


12424 


566 


871 




12350 


42718 


A 


12425 


145 


980 




12351 


42719 


A 


12426 


2 


702 




12352 


42720 


B 


12427 


1 


1156 




12353 


42721 


A 


12428 


188 


584 




12354 


42722 


A 


12429 


1 


1194 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540\2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


12355 


42723 


A 


12430 


170 


1855 


LLEGKLTNRKDIPHQNPICTSPS 

SKTKGILPISEPPSNRIFACWGK 

PAWTACCN/FSQGQAVKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLMQLARQVSRLESGQD 

FADFGTT1KQDFRLLGQTSVDR 

LLQLSQGQAVKGNQLLPVSLV 

KRKTTLAPNTQTASPRALADSL 

MQLARQVSRLESGQINHTPNSF 

HIGAGGSWCLSESPCVVLNYK 

YPLVCGYTDGNAEVSKFGNFFL 

DLSRTRCLAEGNYTSGDNHTLR 

DPHYVEDKGHKYLVFEANTGT 

ENGYQGEESLFNKAYYGGGTN 

FFRKESQKLQQSAKKRDAELA 

NGALGIIELNMDYTLKKVMKPL 

ITSNTVTDE1 ERAN VFKMNGKW 

YLFTDSRGSKMTIDGfNSNDIY 

MLGYVSNSLTGPYKPLNKTGL 

VLQMGLDPNDVTFTYSHFAVP 

QAKGNNVVITSYMTNRGFFED 

KKATFAPSFLMMKGNKTSVVK 

NSIRREGFCRFRNHHQTGFSPA 

GANQRGPLAATLSGPGGEGQS 

AVARLTGEKKNHPGAQYANRL 

SPRVGRFINAAGTTGFPTGKRA 

GFCRFRN H HQTG FSPAG ANQR 

GPLAATLSGPGGEGQSAVARLT 

GEKKNHPGAQYANRLSPRVGR 

FINAAGTTGFPTGKRAV 


12356 


42724 


A 


12431 


851 


2237 




12357 


42725 


A 


12432 


2 


2346 




12358 


42726 


B 


12433 


329 


479 




12359 


42727 


B 


12434 


656 


2404 




12360 


42728 


B 


12435 


486 


834 




12361 


42729 


A 


12436 


1 


693 




12362 


42730 


A 


12437 


1 


114 




12363 


42731 


A 


12438 


152 


391 


AGGWALPSLGLPSWTSRCPWR 
RGSAGLLLEASVPVQQ*PKLLD 
RLSRRWPG EGHPRPARVRSCM 
ALGPRRLGVLCQEPS 


12364 


42732 


A 


12439 


1 


1707 




12365 


42733 


A 


12440 


1 


897 




12366 


42734 


A 


12441 


36 


420 




12367 


42735 


A 


12442 


2 


217 




12368 


42736 


A 


12443 


1 


903 




12369 


42737 


A 


12444 


1 


1626 




12370 


42738 


B 


12445 


107 


757 
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SEQID 


SEQ II) NO: 

ui pcpuuc 
sequence 


Mel 

hn/i 
■lUtl 


SEQ ID NO: 

III vJii>Ol^l 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cutiun iwr ihm (i mi no aciu 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
* = Stop codon, / = possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


12371 


42739 


A 


12446 


1 


1655 


MGTVPRSAGQETWVLCEHIIGG 

ERSFTEYSLCHRIESSTSSIKLEL 

GGNNVEPLESSRVFDSTVQNEE 

ADAVSTGEEGVTHEGTQGGKV 

1 PQM H MGSG LQPKSFSQNRSQ V 

NN DM 1 VTDNMG AV KFPQLCKF 

CDVRFSTCDNQKSCMSNCSITS1 

CEKPQEVCVAVCWMSEEICTN 

VMYSPLPCKFLHLSPIEVLPIIRS 

PVNQSGRCKIRH1GSNNRLQRS 

TCQNTGWESAHVMKTPGFREY 

NTSNPDLLLVIFQVTGISLLPPL 

GVAISVIHFYCYRVNRQQKLSS 

TWETGKTRKLMEFSEHCAULE 

DDRSDISSTCANNINHNTELLP1 

ELDTLVGKGRFAEVYKAKLKQ 

NTSEQF*DSGQFKJLFPIE\EYAS 

WKTEKDIFSDINLKHENILQFLT 

AEERKTELGKQYWLITAFHAK 

GNLQEYLTRHVISWEDLRKLGS 

SLARG1AHLHSDHTPCGRPKMP 

IVHRDLKSSNILVKNDLTCCLC 

DFG LS L RLDPTLS VDDL AN SG Q 

CYEVCSSGRFLVTIFKGNRLRE 

RTEKNTRITPRDWVYEWLW 


12372 


42740 


A 


12447 


1555 


3277 


RAAGSAMGRGLLRGLWPLHIV 

LWTRIAST1PPHVQKSVNNDMI 

VTDNNGAVKFPQLCKFCDVRF 

STCDNQKSCMSNCS1TS1CEKPQ 

EVCVAVWRKNDENITLETVCH 

DPKLPYHDF1LEDAASPKC1MK 

EKKKPGETFFMCSCSSDECNDN 

HFSEEYNTSNPDLLLVIFQVTG1 

SLLPPLGVAISVIIIFYCYRVNRQ 

QKLSST WETG KTRKLMEFSEH 

CAIILEDDRSDISSTCANN1NHN 

TELLP1ELDTLVGKGRFAEVYK 

AKLKQNTSEQFETVAVKIFPYE 

EYASWKTEKDIFSDINLKHENIL 

QFLTAEERKTELGKQYWLITAF 

HAKGNLQEYLTRHVISWEDLR 

KLGSSLARGIAHLHSDHTPCGR 

PKMP1VHRDLNSSNILVKNDLT 

CCLCDFGLSLRLDPTLSVDDLA 

NSGQ VGTARYM A PE VLESRMN 

LENAESRKHTDVYSMALVLWE 

MTSRCNALGEVKDYEPPFGSK 

VREHPCVESMKDNVLRDRGRP 

EIPSFWLNHQGIQMVCETLTEC 

CDHDPYARLTAQCVAERFSELE 

HLDRLSGRSCSEEKIPEDGSLNT 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X B Unkno\vn v 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, V=possible nucleotide insertion) 










sequence 






12373 


42741 


A 


12448 


3 


1354 




12374 


42742 


A 


12449 


1 


168 




12375 


42743 


A 


12450 


2 


147 




12376 


42744 


A 


12451 


3 


523 


LQFFRRSEVKMKNHLLFWGVL 














AVFIKAVHVKAQEDER1VLVDN 














KCKCARITSRJIRSSEDPNEDIVE 














RN1RJ\IVPLNNRENISDPTSP\LR 














TRFVY\HLSDLCKK\CDPTEVEL\ 














DNQIVTATVQSNICGWMTVPQS 














TCYTLSTGNKCYTAVVPLWYG 














GETKMVETALTPDACYPD 


12377 


42745 


A 


12452 


3 


274 




12378 


42746 


A 


12453 


1 


120 




12379 


42747 


A 


12454 


1 19 


461 


PVPQDLQAAVLGRTTALFKAAV 














KTGTLQVCKRLLLSRVCL/CPA 














PRGRQASLSCGGLHPVRASWLL 














CLPKQAWAMAGAPPPAWLPPC 














SLISDCCASNQRDSVGVRPSEPG 














VGYSLV 


12380 


42748 


A 


12455 


2 


370 




12381 


42749 


A 


12456 . 


1 


3135 




12382 


42750 


A 


12457 


1 


942 




12383 


42751 


A 


12458 


1 


462 




12384 


42752 


A 


12459 


1 


297 




12385 


42753 


A 


12460 


935 


1338 


CTDGFLVWMSFLFVSFPLPPCS 














LISDCSASNERDSVGVGPSEPG 














AGYNLVVRRFLSPSEfCRSIRV* 














VTRFSRCRPSPLSLTRKGNSLTP 














CASQVRQCLALFRLAHGVRTH 














SPAPTVWHSLPKVGPFLENSVP 


12386 


42754 


A 


12461 


1 


268 




12387 


42755 


A 


12462 


3 


479 




12388 


42756 


A 


12463 


1 


262 




12389 


42757 


A 


12464 


1 


304 


MAGAPAPASLPPCSLISDCCAS 














NQRDSMGVGPSEPGAGYNLVP 














V\EKRSIRVGVTGFSRCCPSPLSL 














TRKGNSLTPWASQVRQCLALL 














QLAHGRGSPNPRP 


12390 


42758 


A 


12465 


1 


512 




12391 


42759 


B 


12466 


1 


1257 




12392 


42760 


A 


12467 


1 


705 






4z /Ol 


A 

A 


lz4oo 


i 






12394 


42762 


B 


12469 


66 


467 




12395 


42763 


C 


12470 


360 


747 
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SEQID 


SEQ ID NO; 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


MA. 


of peptide 


noo 


in uooiN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






12396 


42764 


A 


12471 


3771 


4703 


SFQFFCSVFSPSLWFYLLLVFDD 














GDVQMRFRCGCPFCLLVFLLTD 














RTLSCRSVGIPCRVRCQCA\LLG 














GASQLGCSGVKGSRDPLEEAV 














CPFS\DL\QLRAGGNTALFKAVR 














QGHLSLQRLLLSFWCLCPAPRG 














GAYRGGQASLSCGGLHPV*AS\ 














RLLCLPKQAWAMAGAPPPASL 














L\PCI\LISDCCASNQRDSVGVGP 














S/ERPGVGYSLVVRRFLSRSEKR 














NIRGGWTRFSRCRPSPLSLTRK 














GNSLTPCASQSEGNA1GPAFGF 














AHGARTHWALRPTVWHSLCE 














MNPVPQMEMQKSPVFCVAHA 














GGCRPEL 


12397 


42765 


A 


12472 


1 


1038 




12398 


42766 


A 


12473 


27 


428 


LADRSAIPGFA1FAVTFLLALVG 














AVLYLYPWTLLKPC*SHY*GIN 














LVVAV*VKTT*GKNCMKMV*L 














IL*RVTLPSS*RFGLRLEKAF*M 














GHL1KT*LGKNNMKMPSCNWS 














LF*GTS*KNEKEGTSVNIFSLTP 


12399 


42767 


A 


12474 


107 


362 


NKPCEEFYFLAALIYLLYHGRK 














KADTKIPP*ISRFFLILYPSHELTI 














FIVIHIMCDLGCTWAICFLTTSE 














EVQKKLYEE1NQVFG 


12400 


42768 


A 


12475 


193 


637 


TSSEVVKKQIAQVHNFAV1MQL 














ARENIILSS/EDLLVIKVPLY*GV 














NENMLTEVPSFSFFYDVP*NRL 














QLHEGIFILFFPSHVFIK*PI*KAF 














SNLRPNCAMILLEANDFLIIFKC 














TTHYHLCNRLHSKTKHMLAEG 














HVLGLWVGEPFI 


12401 


42769 


A 


12476 


1 


1930 




12402 


42770 


A 


12477 


1 


362 




12403 


42771 


A 


12478 


58 


160 


GVSLQSTSEEGRGMRQE*TERE 














IKVTCRSHYRLA 


12404 


42772 


A 


12479 


3 


410 




12405 


42773 


A 


12480 


1 


807 




12406 


42774 


A 


12481 


154 


375 




12407 


42775 


A 


12482 


2 


512 




12408 


42776 


C 


12483 


29 


455 




12409 


42777 


A 


12484 


209 


433 




12410 


42778 


A 


12485 


1 


1546 




12411 


42779 


A 


12486 


^ 


931 




12412 


42780 


A 


12487 


1 


363 




12413 


42781 


A 


12488 


1 


351 




12414 


42782 


B 


12489 


82 


263 




12415 


42783 


A 


12490 


1 


1878 




12416 


42784 " 


A 


12491 


24 


242 




12417 


42785 


A 


12492 


1 


3558 
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SEQID 

NO: 



SEQ 10 NO: 
of peptide 
sequence 



Met. 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
or peptide sequence 



Amino acid sequence ( X=Unkno\vn, 
'=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 



12418 



42786 



12493 



478 



HNSLKSDENKENSFSADH VTTA | 
|vEKSKESQVTADDLEEEKAKA 
EL1MDDDRTVDPLLSKSQSILIS 
TSATASSKKTIEDRNIKNKKSTNl 
NRASSASARLMTSEFLKKSSSK 
RRTPSTTTSSHYLGTLKVLDQK 
PFTETEA*EPDRADNIRGSCLFR 



12419 



42787 



12494 



1047 



12420 



42788 



12495 



1055 



12421 



42789 



12496 



212 



611 



12422 



42790 



12497 



195 



12423 



42791 



12498 



429 



yvmgrndggylmidsktaeik 
fvknmnrdstf1vnktitaevl 
Iaid\rysgknclliswsyicg 



12424 



42792 



12499 



503 



12425 



42793 



12500 



825 



GTTKWQTVRRQKREWIKFAAA I 

CREGEDNSKRNPIAK*SDLQNS 

LLPALY*KH\IRSDCESNQK!TY 

RISG VGIDRPPYGVFTINPRTGEI I 

NITSVVDREITPLFL1YCRALNS 

RGEDLERPLELRVKVMDINDN 

apvfsqsvytasieensdantl 
vvklcatdadeenhlnskiay 
ki vsqepsg apm filn r ytg e v 
ctmssfldreqhsmynlvvrg 
sdrdgaadglssecdcr1kvld i 
i vndnfpt/fren fkqnssrfsns f 
Illssfdqwrkl 



12426 



42794 



12501 



986 



4030 



KQRLTWTFSPGKSETMMGLFP 
RTTGALAIFVWILVHGELRJET | 
KGQYDEEEMTMQQAKRRQKR 
EWVKFAKPCREGEDNSKRNPIAl 
KITSDYQATQKITYR1SGVGIDQ [ 
PPFGIFVVDKNTGDINITAIVDR 
EETPSFLITCRALNAQGLDVEKP| 
LILTVKILDINDNPPVFSQQ1FM 
GEIEENSASNSLVMILNATDAD 
EPNHLNSK!AFKIVSQEPAGTPM| 
FLLSRNTGEVRTLTNSLDREQA 
SSYRLVVSGA 



12427 



42795 



2502 



3572 



12428 



42796 



2503 



594 



12429 



42797 



2504 



612 



12430 



42798 



2505 



200 



532 



12431 



42799 



12506 



735 



12432 42800 



12507 



400 
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SfeQ ID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide locution of last 
codoti for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop tod on, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


12433 


42801 


A 


12508 


2 


1260 


GQAASPASPASPASPAMAWAA 

LLGLLVALLLLLLLSRRRTRRP 

GEPPLDLGSIPWLGYALDFGKD 

AASFLTRMKEKHGDIFTILVGG 

RYVTVLLDPHSYDAVVWEPRT 

RLDFHAYAIFLMERIFDVQLPH 

YSPSDEKARMKLTLLHRELQAL 

TEAMYTNLHAVLLGDATEAGS 

GWHEMGLLDF/CLQLPAQSRLP 

DSLRN*GAATHP*KPGPGPRPLS 

♦CLPHLSPARPAAPQTGPWLPV 

SGGQGPHVQCQKSPVEAAIPSQ 

AGQAGPPEQMAGELPAAPGGD 

GCVRGDAGTGPGAAAVGHTGE 

YGSRCLLAPALPSQES*SPGCCP 

RRAREYPLASGAACLADDHSPT 

EGSRQHTC/DLIAC*VRASGLQL 

PPSSPARUGGPGHAHGRRERIQ 

PATW*PPPPLPLPEPPERPRNLH 

RPRGI 


12434 


42802 


A 


12509 


3 


466 




12435 


42803 


A 


12510 


1 


1134 




12436 


42804 


A 


12511 


2 


1211 




12437 


42805 


A 


12512 


2 


405 


HEMLLASEIKHLPRRLLIGQERE 

TQTSELKIKRRGNEEAPS/PPPSS 

AYERGTfCRPDDRYDTPTSKKK 

VRIKLDRMKLSTEERRKLFEQEV 

AQREAQKQQQQMQNLGMTSP 

LPYDSLGYNAPHHPFAGYPPGY 

PMQA 


12438 


42806 


A 


12513 


191 


898 




12439 


42807 


A 


12514 


1 


270 




12440 


42808 


A 


12515 


2 


1328 




1 "* A A 1 

12441 


42809 


A 


12516 


) 


2868 




12442 


42810 


A 


12517 


1 


1254 




12443 


42811 


A 


12518 


1 


576 





a r*r\r\ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibte nucleotide insertion) 


12444 


42812 


A 


12519 


1919 


3044 


HQGPSTPPSWAMSGPPTPLSRE 

DWHQGPSTPPSWAMSEPPT/SSI 

QGLASGAVHTiLLGDVRATYTS 

IQGVTSGVSQVSRAAQMAVPSS 

RILQLSKPKAPATLLE\EWDPVP 

KPKPHVSDHNRLLHLAKVPRK 

EGSGKXVGAFPE1KGPEAFRDK 

ARAMESQSNDMPFDELLALYG 

YEASDPISDRESEGGDVDPNLP 

DMTLDKEQIAKDLLSGEEEEET 

QSSADDLTPSVTSHEASDLFPN 

RSGCLLAGEAESSRGLLPRAQP 

VPRGAGLADNSRGALLRAHGT 

VRVGTTATVKPADAPPESPRDR 

RSRNDSHRPTGPSESERQPQSN 

QPTLLLRG HGTIRVRTTATVKP 

ADAPAESPRDRRSRNDSHGQSS 


12445 


42813 


A 


12520 


413 


1412 




12446 


42814 


A 


12521 


293 


412 


NHLSVAGNGSSPCGL*AGALGL 
LLWLLASSGHRVLSGMI 


12447 


42815 


A 


12522 


2 


181 




12448 


42816 


A 


12523 


1 


277 




12449 


42817 


A 


12524 


1 


739 




12450 


42818 


A 


12525 


1 


326 




12451 


42819 


A 


12526 


3 


566 




12452 


42820 


A 


12527 


1 


465 




12453 


42821 


A 


12528 


1 


1167 




12454 


42822 


A 


12529 


260 


395 


EVATATPTLSNHYPDQSAAFN/D 
QG * PLHQQKDH1 LQKAQMNISI 
F 


12455 


42823 


A 


12530 


209 


958 


FRCVLISFWSHKLHLWYHEGRI 

VPSDRIVPPHGIVSSHGVALPQR 

ILMRQFTLLEGLNKDGRFLIQLS 

GTAPWSSYFNSVAKFGVIHR1H 

SFFLSHNGHKAVAPLDLLSNVG 

GSCLCGDASSFNTTPSRITMTSK 

SWLARSVAEMSYR/WTALVNH 

VADDQRGHQKNVIALDWVINR 

NVQLVNRNHLPFRCSCFLDHLD 

AHRGTNDHAFPQVTHSEHEAQ 

LA1SDGNHSMAAENQSFCPSVS 

LSCrHbNAA 


12456 


42824 


A 


12531 


1 


1965 




12457 


42825 


C 


12532 


520 


684 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


12458 


42826 


A 


12533 


701 


1307 


GRHLTTNHTAAVVVFPFRPLCS 

SFFRYSGFRGVAGATASGRGQG 

PAG*DNCQRAWRGAFYKFQAT 

LSAGAGTRAEEGSDGDGEAAE 

PGAGTAREPARLRGYRSRRFVL 

DG RRCC LC YFKN PHDPLPLG H L 

DIAEACFSYQRADEAAEQPAHF 

QVRSAGAATVLEVGTRALRGV 

HLLRAHRG 1WAQAWS PVSFLQ 

AVLPAWLL 


12459 


42827 


A 


12534 


1 


1356 




12460 


42828 


B 


12535 


1 


1449 




12461 


42829 


A 


12536 




2449 




12462 


42830 


A 


12537 


1 


3327 




12463 


42831 


A 


12538 


1 


1359 




12464 


42832 


A 


12539 


1 


672 




12465 


42833 


A 


12540 




1281 




12466 


42834 


A 


12541 




399 




12467 


42835 


A 


12542 




399 




12468 


42836 


A 


12543 


171 


426 


PVSCATGEEEDNVLFPKGDDLP 

R* * PG KL WCEFHASSISQALGQ 

HPRRSVLDTDQSHVPLVRRKTT 

CFSQRAMISPDDDPSQEAGALS 

RNNLLAPYSALTFMENGNCLL 

QLFQLGKLLVQASHLHGQLLV 

FVQKII1SM 


12469 


42837 


A 


12544 


1 


988 




12470 


42838 


A 


12545 


3 


129 


LFHPCQDSQQHH*CVCCRLTGH 
G AA * VHG PCQA VQTY RA SH 


12471 


42839 


C 


12546 


532 


1101 




12472 


42840 


A 


12547 


197 


ice 

355 




12473 


42841 


A 


12548 


1 


1275 




12474 


42842 


A 


12549 


3 


131 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, ~ 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


12475 


42843 


A 


12550 


1746 


3504 


ESDPSNSTTSMDRTLL/MSSIVP 

RLPSACR1LPTGFTIPE*SCVHRT 

ASLIPPLPPGSRKYSPPLPLNSLI 

FLKN/SAYTAVPALQTDWATSP 

ISLHLRTSFNSPHLYPPEELIYFL 

DRSSKTSPDISHQQAAALLRTY 

LKNLSPYINSTPPIFGPLTTQTTI 

PVAAPLCISWQRPTGIPLGNLSP 

SRCSFTLHLRSPTTNINETIGAF 

QLHITDKPSINTDKLKNISSNYC 

LGRHLPCISLHPWLSSPCSSDSP 

PRPSSCLL1PSPENNSERLLVDT 

RRFL1HHENRTFPSTQLPHQSPL 

QPLTAAALAGSLGVWVQDTPF 

STPSH LFTLHLQFCLAQGLFFLC 

GSSTYMCLPANWTGTCTLVFL 

TPKIQFANGTEELPVPLMTPTQ 

QKRVIPLIPLMVGLGLSASTVA 

LGTG I AG ISTS VMTFRSLSN DFS 

ASITDISQTLSVLQAQVDSLAA 

VVLQGQLRGLDLLTAEKGGLCI 

FLNEECCFYLNQSGLVYDNIKK 

LKDRAQKLANQASNYAESPWA 

I CXT\1/K4C\1A/I DFVCDl TDICI III 

LoN WMo W VLrl VbrLIrlr LLLL 

TDfM^CI T TCDAVUD1 D/M"*! DC A 


10AOA 




A 

A 


lzOD 1 


z 


1QA 

J7H 




n/177 

\£j\ 1 1 


AO ft AS 


A 

A 


1 0^0 


i 
i 


ftftO 








A 

A 






ACiQ 




Iz*f ly 


>10847 
*fZOH / 


A 

A 


10^/1 
IzO.)** 


I 
1 






MA ftO 




A 
A 




1 1 ft 
I 1 o 


J IZ 




lOzlft 1 
IZ*fo J 


40 £40 


A 
A 


io^*;a 

1 ZJ JO 


1 


Ififtl 
lUoJ 








D 
D 


IZj_> / 


1 
1 


1 IZZ 




12483 


42851 


A 

n 


12558 


97 


439 




12484 


42852 


A 


12559 


1 


450 




12485 


42853 


A 


12560 


1 


471 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkr>own, 
* s Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


12486 


42854 


A 


12561 


2 


1407 


WGKNRAEKLETLKSRVPLLLQ 

RN A VPHQQWN KAGRRMTLTS* 

EKKASDD/PNYSKLQEE1QTKG 

KEVKHFEKNLDECITRITNREK 

CLK.ELMELJCAKARELREECRSL 

RSQCDQLEERVSVMEEIQTT1RE 

YYKHLYENKLQNLEEMDKFLD 

TYTLRRLNQEEVESLNRPITGSE 

IVAUNSLPTKKSPGPDGFTAKF 

YQRY KEELIPFLLKLFQSIEKEG 1 

LPNSFYEASIILIPKQGRDTTKK 

ENFRPIFLMN1NAKILNKILANR1 

QQHIKKLIHHDQVGFIPGMQG 

WFNICKSRNV1HHIMRTKDKNH 

M1ISIDAEKAFDKIQQPFMLKTL 

NKLGIDETYLK11RAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLFELISNFSKVSGY 

KINVQISQAFLYTNYRQSAKS 


12487 


42855 


A 


12562 


1 


846 




12488 


42856 


A 


12563 


1 


1281 




12489 


42857 


B 


12564 


1 


274 




12490 


42858 


B 


12565 




2265 




12491 


42859 


A 


12566 




2742 




12492 


42860 


A 


12567 




1272 
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StQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


12493 


42861 


A 


12568 


222 


2130 


RXKNKKK*TKPPRNMGLREKT 

KSMSDWCT*K*RGEWNQV/AK 

TLCRJLSRRTATNLARQAD1QIQ 

EIQRTPQRYSSRRATPKHIIVRF 

TKVEMKEKMLRAAREKGRVT 

HKGKPIRLTADLSAETLQARRE 

WGQIFN1LKEKNFQPRISYPAKL 

SF1SEGE1KPFTDKQMLRDFVTT 

RPALKELLKEVLNMERNNRKK 

LNRP1TGSE1VAIINSLPTKKSPG 

PDGFTAEFYQRYKEELVPFLLK 

LFQSKEKEGIHPNSFDEASIILIP 

KAGRDTTTKDNFRPISLMNIDA 

KILNK1LANQ1QQHIKKLIHHDQ 

VGFIPGMQGWFNICQSINVIQHI 

NRTKDKNHVIISIDAEKAFDKIQ 

QRFM LKTLNK LG I DRM YLKI I R 

AIYDKPTANIILNGQKLEAFPLK 

MGTRQGCPLSPLLFN1VLEVLA 

RAIRQEKE1KHIQLGKKEVILSL 

FADDMIVYLENSIVSAQNLLKLI 

SNFSKVSGYKINVQKSHAFLHT 

NNRQTESQIMSELPFT1ASKRJK 

Y LG IQLTK D VKDLFKEN Y KPLL 

NEI KEDTKK WKHIPCSWVGRIN 

IVKMAILPKVIYRFNAIPIKLPM 

TFFTbLEKTTLICr 1WNQKRA HT 

AKSILSQKNKAGGI 1 LPDFQLY 

CKATVTKTAWY 




4Z50Z 


A 

A 




1 


AHA 
4/4 








A 
f\ 




2 


i jy / 






4zot>4 


A 

A 






I < 1 o 

1 J 1 O 




12497 


42865 


A 


12572 




3189 




12498 


42866 


A 


12573 




2199 




12499 


42867 


A 


12574 


3 


2820 


EN KDTT YQN L\ WD AFKA VC RG 

KFI A LN AH KRKQERSKIDTLTS 

QLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQKSLQKINESRS 

WFFERJNN I DRPLARL! KKKREFC 

NQ1DTIKNDKGDITTDPTEIQTTI 

REYYKHLYANKLKNLEEMDKF 

LDTYTLPRLNQEEVESLNRPITG 

SEIVTIINSLPTKKSPGPDGFTAE 

r Y(^KY K^bbLVrrLLKXrvJiMbKb 

nil PNQPVP AQIII IPKPmJTYTTk' 

KENFR 


12500 


42868 


B 


12575 


1 


1593 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


12501 


42869 


A 


12576 


1 


3549 


MGDFNTPLSTLDRSRRQKVNK 

DTQELNSALHQVDLIDIYRTLH 

HKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTE1ITNYLSDHS 

AIKLELR1KNLTQNRSTTWKLN 

NLLLNDYWIHNKMKAEIKMFF 

ETNKNKDTTYQNLWDAFKAV 

CRGKFIALNAHKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EVTKIRAELKEIETQKTLQKINE 

SRSWFFERINKIDRMLARJJKK 

KREKNQIDTIKNDK 


12502 


42870 


A 


12577 


1 


2724 




12503 


42871 


A 


12578 


I 


3567 




12504 


42872 


B 


12579 


709 


2064 




12505 


42873 


A 


12580 


1 


3370 




12506 


42874 


A 


12581 


1 


2024 


MGFYHVGQAGTELLTSNDPLT 

SASQSARITGKALQKPTEVPVP 

YEKMLQDQSALIVQGLPEGVA 

FKHPENYDLATLKWILENTAGI 

SFUNSAT1EPPAAQPMSFTHMG 

HSLCVLVVETHAKPVAVQSSSF 

TRN PE V I S LE V A A VTV KEESED 

PDYDYITFKDLPGIAYETKAYV 

LWPQLSKICSKNGDKNKAYRG 

QQCRLRQQNPLAALTGKISVSV 

YVSHPSLRSVSIGWTRQVARQT 

MQKDRDGPLKNEGEKNCAGSE 

KNTLTSQLKELEKQEQTHSKAS 

RRQEITKIRAELKEIETQKTVEK 

INES RS WFFER1N KI DRPL A RLI K 

KKREKNQVDAIKNDKGDITTDP 

TEIQTTIREYYKHLYANKLENV 

EEMDKFLDTYTLPRLNQEEVES 

LNRPITGSEIVAIINSLPTKKSPG 

PDGFTAEFYQRYKEELVPFLLK 

LFQSIEKEGILPNSFYEASI1LIAK 

PGRDTTKKENFRPISLMNIDAKI 

LNK1LAKRJQQH1KKLIHHDQV 

GFIPGMQGWFNIRKSINV1QHIN 

RAKDKKHMIISIDAEKAFDKIQ 

QPFMLKSLNKL/DIGKNYFKVH 

MGPKKSPCRQVNPKPKEQSWR 

HHST*LQTILQGYSNQNSMVLV 

PKQRYRSMEQNTALRNNATYL 

QLSDL*QT*EKQAMGKGFPI** 


12507 


42875 


A 


12582 


722 


4214 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /-possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


12508 


42876 


A 


12583 


228 


1152 


KNRDYNKLSLRPQCNQTRTQN 

*ESHSKPLNYMETEQPAPE*LL 

DT* R\MKAEIKM FFETNENKDT 

TYQNLWDAFKATASKTNKEKE 

KNQIDTIKNDKGDITTDPTEIQT 

TIREYYJCHLYANKLENLEEMD 

KFLDTYTLPRLNQEEVESLNRP1 

TGAEIVAIINSLPTKXSPGPDGF 

TAEFYQRYKEEL1GWLRJESVSK 

ICLKFDHQVQVITGRLIIRFQIAF 

GTVVLCQLTRHIDVFVGKRLA 

NAKJr AroLUUArDLr 1 LKJ'Cr V 

A \FETf\f*T\1 DA A TT\/\/r\l 

OJvrAN vKl VALULDVKUrv^ W 




42o/7 


A 


Izjo4 


1 






12510 


42878 


A 


12585 


2 


2264 




12511 


42879 


A 


12586 


1 


2130 




12512 


42880 


A 


12587 


1 


2900 


MENDFDELREEGFRQSNYSELR 

EDI QTKG KE VEN FE KNLEEC ITR 

1TNTEKCLKELMELKTKAQELR 

EEWRSLRSRCDQLEERVSAME 

DEMNEMKGEGKFREKR1KRNE 

QSLQEIWDYVKRPNLCLIGVPE 

RDGQNGTK LENTLQDV IQENFP 

NLARQANVQIQEIQRTPQRYSS 

RRATPRHIIVRFTKVEMKEKML 

KAAKjbKh-iy 1 1 IbbY YKHLY 1 N 

]/■ T TTXI 1 CUK^ni/TI HTVT1 DTI 

l^cNLfccMLJlvr LL> III Lr I LNt^ 
btv coLINKrl 1 UAt 


1 zj 13 


42odl 


A 

A 




1 


Z/43 






4zooz 


r> 

r> 




t 
I 






12515 


42883 


A 


12590 


1090 


2526 




12516 


42884 


A 


12591 


I 


3242 




12517 


42885 


A 


12592 


3862 


8976 


RAKSPANIIMTGSNSHITILTLN 

VNGLNSPIKRHRLASWIKSQDP 

SVCCIQETHLMCRDTHRLK1 KG 

WRKIYQANGKQKKAGVAILVS 

DKTDFKPTKIKRDKEGHYMMV 

KGSIQQEELTILNMYAPNTGAP 

RF1KQVLSDLQRDLDSHTLIMG 

DFNTPLSTLDRSTRQKVNKDTQ 

ELNSALHQADLIDIYRTLHPKST 

1 T ^KCKRTFUTNYI ^DHSAIKI 
ELRJKNLTQSR 


12518 


42886 


A 


12593 


1 


1000 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540417 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, / = possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


12519 


42887 


A 


12594 


i 


979 


MNNAKEN FLGRFQDGRJGTAP 

VYSPQHQRRRRRVISALPTEPPL 

V1PRQTGFGVDLQQTPTDLQLR 

VLTVRRKTTKQEGHSTKTPSVR 

YHHQRPKEDKTTKMGRNQSRK 

AENSKNESASSPPKECSSSPATE 

QSWMENDFDKYTEVGFRQLVI 

TNFSELKEDVQTHHKEAKNLE 

KRLDEWLTR1NSIENTL1DLMEL 

KTMARELRDSCTSFSRQFDQVE 

ERVSV1EDQMNEMKREEKFRE 

KKMLEVLPRAIRQEKEIKG1QL 

GKEEVKLSLFADNMTVYLENPI 

1S\PK1SLS**ATSAKSQDIKSMC 

KNHKHSYTP1TDKQRAKS 


12520 


42888 


A 


12595 


1140 


2210 


KPWHKNFVTHAQASIADLIKW 

KKG YQ* LK1 KLMK* SKKTRNTN 

YHQNTfNISMQIN*KI*KKWRNS 

WTHTLSQY*TRKKLNL*IDQ*Q 

ALKL/QA1IYSLPTKNVQGQMD 

SQSNTTRVWGILARAIRQEKEI 

KD1QLENEEVKLSLFADDMTVY 

LENSIVSAQNLLKLR1KYLGIQL 

TTDVKDLFKENYKPLLNKIKED 

TNKWKNIPCSWIRGIN1MKMAI 

LPKLIYRFNA1PIKLPMTFFTELE 

KATLKFIWNQKRAHIAKT1LSK 

KNKAGGIMLPDFKLYYKATAT 

KAA WY WYQNRD1DKKLTQI YK 

KKTNNPIKKWAKDMNRHLSKE 

D1YGANRHMKKCSSSLVIREKQ 

IKTTMR 


12521 


42889 


A 


12596 


520 


697 


GLCSVPLLC1SVLVPVPCCFGYC 
SLVV*FEVR*SDASSFVLLA*DF 
LGN A VSFL V PYEL 


12522 


42890 


A 


12597 


1 


1410 




12523 


42891 


A 


12598 


1 


1461 




12524 


42892 


A 


12599 


77 


457 


QALKLRQ*LIAYQPKRVQDQM 

DSQTNSARGTKRSWYHSF*NYS 

N/PTEKEGILLNSFYEAGIILIPKP 

GRDTTKKENFRPISLMSINAKIL 

NKILANRILQH1KKLIMTIKSASS 

LGCKAGSTYANQ 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


12525 


42893 


A 


12600 


1 


919 


MGDFNTPLSTLDRSTRQKVNK 

DIQELNSALHQADLID1YRTLHP 

KSTEYTFFSAPH HTYSKIDH i LG 

SKALLSKCKJITEIITNCLSDHSA 

IKLELRIKKLTQNCSTTWKLNN 

MLLNDYWEHNKMKAEIKMFF 

ETN KN KDTTYQN L WDTLKA VC 

RG KPKALN A H K RKKERSQ 1 DTL 

TSQLKELEKQEQTHSKASRRQE 

1TK I RAELKETETQKTLQRLMN 

PGAVLEVLARAIRQEKE1KGIQL 

GKJEEVKLSLFADDMlVYLENPx 

MSQPKISLS**ATSAKSQDIKSIY 

KNHQHSYTPIRDKQRAKS 


12526 


42894 


A 


12601 


1 


1264 


MDKFLDTYTLPRLNQEEVESLN 

RPITGSEIEAirNSLPTQKSSGPD 

GFTAEFYQRYKEELVPFLLKLF 

QS1EKEGILPNSFYEASIILIPKPG 

RYTHKKNMFRPISLMN1DAKIL 

NKILANR1QQHIKKLIHQDQVGI 

IPGMQSWFNIHKSINVIQHFNRT 

KDKNHM 1 ISIDAEKAFDKIQQPF 

MLKTLNK LEN KI PKNPT Y KG CE 

GPLQGELQITAQRNKGRHKQM 

EEHPMLMDRKNEYHKNGHTPK 

VIYRFNVIPIKLPMTFFSELEKST 

LKFIWNQKRARJAKTILSQKNK 

AGGIMLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEM 

TPHIYNHLIFDKPDKNKQWGK 

DSLFNKWCWENWLA1GRQLKL 

DPFLTPYTKTNSRWIKDLNVRP 

KTIKTLEENLGNT1QD1SMGKDF 

MSKTPKAMATKAKMDKWDLI 

KLKSFCTAKETTIRQSWPEMTK 

FTFSSNTDVKNWKHGKNNIGR 

HKTSVNTCKMDSGLVLERWM 

EWNPGFPLS1DAKCHKDLPRDI 

ncncci/r 1 \/rvc\/i xivcf axik>tt> 
^rUotKOVUr VLNYonANMR 

WAGbMrL'MhSr'HbWLLNr V 

KOLrClY^UNri V Vr VrObv YML 


12527 


42895 


B 


12602 


1 


1827 




I ZjZo 




D 
D 


1 OA/V> 

1 ZOuj 


1 j 


1 J / / 




12529 


42897 


A 


12604 


557 


664 


KTPLSQPKISLS**ATTAKSQDT 
KSVYKNQQHSYT 



wo 
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SEQID 

NO* 


SEQ ID NO: 

nf n^ntidp 

sequence 


Mer 
bod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 

Inmtinn nf firct 

cod on Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
**=Ston mrlnn /=nnccihlp mirlfolirif* 

deletion, ^possible nucleotide insertion) 


12530 


42898 


A 


12605 


77 


1866 


QAPKLRQ*L1AYQPKKVQDQTD 

SQPNSTRGTKKSWYHSF*NFSN/ 

PIEKEGIFPNLFYEANIILIPKPGR 

DTTKKENFRPISLN4NVNAKILN 

KLLANQIQQHIKKLIHrfNQVGFI 

PGMQGWFNICKSINVIQHINRT 

KDKNHRSISIDAEKAFNKIQQPF 

MLKTLNKLDDMIVYLENP1VSA 

KNLLKLISNFSKVSGYK1NVQK 

SQAFLYTNNRQAESQIMSAVSF 

TIASKRIKYLGIQLTRDVKDLFK 

ENYKPVLNKIKEDTNKWKNIPS 

LWIGRVN1MKMAILPKVIYRFN 

AIPIKLPMTFFTELEKTTLKF1W 

NQKRAHIAKTILSKKNKAGGIT 

LPDFKLYYKATVTKTAWHWY 

QNRDIDQ WN RTEPSE1 1 PH I YNH 

L I FDKLDKM KTLG KD Y LFN KRC 

WENWLAICRKLKLDPFLTRYT 

KINSRWIKDLNIRPKT1KTLEEN 

LGDT1QDIGMGKDF1TKTPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTIRVNRQPTE WEN I FA I YPSDK 

GLISRIYKELKQIYKKKSNNPIK 

KWAKDMNRYFSKEDIYAANR 

HMKKCSSSLALREMQIKTTMR 

Y HLIP VRM A 1 1 KKSGNN RC W 


12531 


42899 


A 


12606 


67 


243 


GLCCVPLIY1SVLVPVPCCFGYC 
SL V V* FE VR* HDASSF VLLA* D* 
LGDVGSFLVPYEL 


12532 


42900 


A 


12607 


1554 


1692 




12533 


42901 


A 


12608 


640 


816 


GLCSVALVCISVLVPVPCCFGY 
CSL V V * FE VR* HD A SSF V LF A * D 
♦LGNVDSLLVPYEL 


12534 


42902 


A 


12609 


1626 


1739 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


12535 


42903 


A 


12610 


1 


2014 


MKREGSLEKKRIKRNEQSLQE1 

CDYVKRANLRLIGGPESDGENG 

TKLENTLQDiviQEKPPNLARQA 

NIQIQEIQRTPQRYSSRRATPRHI 

1VRFTKVEMKEKMLRAAREKG 

Q VTH KG KS1 RLTADLS A ETLQ A 

RREWGPIFNJLKEKNFQPRJSYP 

GKLSFISEGEIKSFTDKQMLRDF 

VTTRPALKELLKEALNMEKNK 

QYQPPQKHAKLTREARANTFK 

PSRRREITKIRAELKJEIETPKTAQ 

KINESRSWFSERINKIDRPLARL 

RKK K REKNQIDT1 KN DEGDITT 

HPTEI HTI I RE YY KH L Y ANKLEN 

LEEMDKFLDTYTLPRPNQEEVE 

SLNGPIAGSEIQAIINSLPTKKSP 

GPDGFYQRYKEELVPFRLKLFQ 

SIEKEGILPNSFYEASIILIPKPGR 

DTTKKENFRPISLLNINAKILNKI 

LANR1QQHIKKLMHHDQVGFIP 

GMQGWFNIRKSINVIQHINRTK 

DKNHMIISIDAEKAFDKIQQPF 

MLKTLNKLGIDGTYHK1IRANY 

DKPTANI1LNGQKLEAFPLKTGT 

RQGCPLSPLLFNIVLEVLARAIR 

QEKETEGIQLGKEEVKLSLFAD 

DMIVYLENP\MSQPKISLS**ATS 

AKSQDTKSMCKNHKYSYTPIT 

DKQRAKSSVNSPFTIASKR1KYL 

G 1QLTRYV KDLFKERSM K 


12536 


42904 


A 


12611 


1 


700 


M DKFLDTYTLPRLNQEE VESLN 

RPITGSEIEAFINSLSTKKSPGPD 

GFIAQFYQRTKDKNHMIISIDAE 

KAFDKIQQHFMLKTLNKLGIDG 

TYLKIIRAVYDKPTASIILNGQK 

LEAFPLKTGTRQGCPLSPLLFNI 

VLEVLARAIRQEKEIKGIQLGKE 

EVKLSLFADDMIVYLENP\MSQ 

PKISLS* * ANSAKSQDIKSMCKN 

LKHSYTL1TDKQRAKSSVNSHS 


12537 


42905 


A 


12613 


1 


1765 




12538 


42906 


A 


12614 


1 


2310 
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SEQID 
NO: 


SKQ ID NO: 

nf npntirlp 

sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 

lofslirin nf fircf 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 

* ~Q f nn f Aftrin /=nsict:i hit* mtf I<*fttir1f* 

deletion, V=possible nucleotide insertion) 


12539 


42907 


A 


12615 


1 


836 


MENEFDELTEVHFRRWVITNSS 

ELKEHVLTQCEEAKNLARRNK 

LENLEEMDKFLATYTFPSLNQE 

EVESLNRPITSSEIEAAINSLPTK 

KHPGPDGFTAKFYQRYKEELHI 

N RA K DKN H M II S 1 DA EKA FDKJ 

QHPVKLKILNKLGIDGTYLKIIR 

AIYDKPTANLILNGQKLEAFPL 

KTGTRQGCPLSPLLFNIVLEVLA 

RA 1 RQEKE I KG I QLG KEE VK LSL 

FADD\RLYI*GTPLSQPKJSLS** 

ATSAKSQDTKSMYKNHKHSYT 

PTTDKQRAKS 


12540 


42908 


A 


12616 


355 


4502 


QSARFRGRRTLRRPGVGYSLVV 

*FEVR*CDASSFVLLA*DCLGN 

AGSFLVPYEL 


12541 


42909 


A 


12617 


248 


362 




12542 


42910 


A 


12618 


529 


680 


YYTRCSKWWNCSVLP*IYIYNF 
H LPHGKLKNTD YIKKKLHDFFF 
KNSKHI 


12543 


42911 


A 


12619 


1 


641 




12544 


42912 


B 


12620 


36 


48 




12545 


42913 


A 


12621 


1 


326 




12546 


42914 


A 


12622 


1 


444 


PGSTHASAHACERLQTRTLRAF 

SSQRRFPATASRASLSSNMAKIS 

SPTETERCIESLIAVFQKYAGKD 

GYNYTLSKTEFLSFMNTELAAF 

TKNQKDPGCP*PHDGRKLGQPT 

VDGQLDFSEFLNLIGGXQAMAC 

HDSFLKAVPSQKRT 


12547 


42915 


A 


12623 


2 


6008 




12548 


42916 


A 


12624 


530 


856 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, Y=possible nucleotide insertion) 


12549 


42917 


A 


12625 


1 


952 


MAARGTGDKVKPGCEEAGAAF 

ELPPSVYAAALHESHQHQPCPA 

GGARAQRVPGGiVTEPLTCTPP 

KDMVFLSDDGDDDDDDDNDD 

GGGDDDNDGNDNDGDNDNGD 

DDDGDDNDDDGGDDDNDGNG 

NDGDNDNDDGDNDDSNGNDD 

GDGDDDGVDDDDDNSDGNDG 

DDDDSDDDDGDSNGYDDDGD 

GNDDDDGDSDDDDSDNGDGD 

NGDGDDDGGGGDDDDNGHDD 

DGDMMMMIVMMVMVMMVV 

MMVMVMMVVVVQLRKRAEA 

SVSEAKCSINVSDDNDDGDGN 

DGDDDDSDGDDDDGGGDGGD 

SELTNQFPTNHSGMKASKLRK 

DSDHR£W*W**WWWWCN*GR 

EQRPVFLKQS AQLMS VMI MMM 

VMVMMVMMMIVMVMMTMV 

VVMVVIVNSP1NSRLITQA 


12550 


42918 


A 


12626 


3 


380 




12551 


42919 


A 


12627 - 


5 


765 


RQWEVG RWSGTTI FSCFCKKTL 

YFTNPSPSSSSLVTVILRREVTH/ 

CGGAPEQRYQIIPVCVAARLPT 

RAQDVLDAHLSEVNAVRFGPN 

SSLLATGGADRLIHLWNVVGSR 

LEANQTLEGAGGSITSVDFDPS 

VRNSAPVAWDCALSDLHTGQG 

YQVLAATYNQAAQLWKVGEA 

QSKETLSGHKDKVTAAKFKLT 

RHQA VTGSRDRT VKE WDLG RA 

YSPKRQ RPSRTG H DDDGGFVE 

KKRGKCGEKRDQIVTVSV 


12552 


42920 


B 


12628 


1 


2802 




12553 


42921 


A 


12629 


458 


708 


QNRHRHHGPFSMVAVSSQLLD 
TPAERLSLHTWKIAQRPGRGTP 
HFPDG A V/VQA ETLPQTGRPG R 
GTPHFPDGAASSFGYCSLVA 


12554 


42922 


A 


12630 


2300 


6491 


EGLEALIHQERLSYWANQVSED 

RPVCKA1IQGKQFEGLVDTGAD 

VSIIALNQWPKN WPKQKA VTG 

LVGIGTASEVYQSMEILHCLGP 

DNQESTVQPMITSIPLNLWGRD 

LLQQWGAEITMPAPLYSPTSQK 

IMTKMGYIPGKGLG\KNEDGIK 

VPVEAKINQEREGIXGYPFLGAV 

TVEPPKPI PLTWKTEKPV WVNQ 

WrLrK.yK.LbALHLLANbV?LfcK 

GHIEPSFSPWNSPVFVIQKKSGK 

WHTLTDLRAVNAV 
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StQ ID 
NO* 


SEQ ID NO: 

\J 1 |JC|JIIUV 

sequence 


Mel 
hod 


SEQ ID NO: 

in IJSSN 

III UvJvJI ' 

09/540,217 


Nucleotide 

lUlHUUII HI 

codon Tor peptide 
sequence 


Nucleotide location of last 

rfwinn for ln*it ft m inn nrirf 

of peptide sequence 


Amino acid sequence ( X=Unknowi>, 
— otup cation, /— pobaiDic nucicoiiue 
deletion, \=possible nucleotide insertion) 


12555 


42923 


A 


12631 


1 


434 


MTVSKNKCHTKGGKKGTEKK 

VVASFSKIYWYNVKAPAMFSIR 

NIGKALV1GTHGTDFVSDGFKG 

GLIEIPDSIGKDKEKACRSIYPLH 

DVFVRKVKMLKKPKPELGKLM 

ELHGEGRSSGKATGNESGA/KV 

E*ADGYGSPAQKSF 


12556 


42924 


A 


12632 


I 


642 




12557 


42925 


A 


12633 


260 


534 




12558 


42926 


A 


12634 


1 


438 




12559 


42927 


C 


12635 


391 


750 




12560 


42928 


A 


12636 


199 


451 




12561 


42929 


A 


12637 


120 


992 


RDR1PGPVCKGKWKNKERILIFS 

SRGINFRTRHLMQDLRMLMPH 

SK\HDTNMARSDNLSV1TMEGCE 

MNNWLRCIYFEAKKKQDLYM 

WLSNSPDG PSAKFLVQN 1 HTLA 

ELKMTGNCLKGSRPLLSFDPAF 

DELPHYALLKELLIQIFSTPRYH 

PKSQPFVDHVFTFTILDNR1WFR 

NFQIIEEDAALVE1GPRFVLNL1K 

IFQGSFGGPTLYENPHYQSPNM 

HRRVIRSITAAKYREKQQVKDV 

QKLRKKEPKTLLPHDPAADVF 

VTPAEEKPIE1QWVKPETKVDL 

KASV 


12562 


42930 


A 


12638 


1 


342 




12563 


42931 


A 


12639 


1 


580 


PGWEKRMSRSS/GVNTQEALPT 

AAIPTDAKVRVYYFNHITNASQ 

WERPIGNSSSGGKNGQGEPARV 

RCSHLLVKHSQSRRPSSWRQEK 

ITRTKEEVALELINGYIQKIKSGE 

EDFE\SL ASQFSDCSS AKAVRG D 

LG\SFSRGQMQKPF*RTPRFAL\ 

RTGGDERGPCFTDVSGIHIILPHL 

SEGGKPRPGLGAGQGG 


12564 


42932 


A 


12640 


3 


116 




12565 


42933 


A 


12641 


2 


253 




12566 


42934 


A 


12642 


3 


512 


EDYLERKRQ/VPTECQTHSKLG 

GPMTLKREVKP/KVDVSPSKKG 

PLVQHHTLLWCHVRIFYPGSIQ/ 

VR WFLNGRKKTAG V VSPN LI R 

NGDWT/FQILVMLEM/TPQQGD 

VYTCQVEHTSLDSPVTVEWTCA 

QSDSARSKTLTGAGGFVLGL1IC 

GVGIFMHRRSKK\FNEDLHKQG 


12567 


42935 


A 


12643 


I 


363 




12568 


42936 


B 


12644 


70 


1229 




12569 


42937 


A 


12645 


I 


430 




12570 


42938 


B 


12646 


1 


1321 




12571 


42939 


A 1 12647 


3 


446 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


12572 


42940 


A 


12648 


1 


417 




12573 


42941 


A 


12649 


269 


452 


T1LRSFGYFFRRINIMLTEEKIKS 

DHRKISQLIFLQKLCQTLQSENV 

SQGGMLYRAKA*H*T*TLVWV 

♦HVMSYPHKGLGLMLSLCSVK 

HSTLRDVFTL 


12574 


42942 


A 


12650 


83 


1385 




12575 


42943 


A 


12651 


1 


974 


MNPLECVDRSSQPWGNPTWTS 

SG M RS VTFL VG FKLTFL AL AQT 

LNAAASLTGQELLAGFPPGVINI 

LPGYGPTAGAAIASHIGIDK1AF 

TGSTEKEAELHSWIKGLTCISIE 

PDFQKSLKDGIILCILMNKLQPA 

SFPKINHSMQKWHQLENLSNFI 

KAVVSYDMNPMDLFKANNLFE 

SGN MRHMQVSLFALAGK VKT 

KRPQSGVDIGIKYSEKQEQNFS 

DAAMKAGQCVIGLQMGTNKC 

TSQLGMTVYGMGTNNCASQVS 

MTAPGTRQHICDTKLGTDKCG 

NSSMSLQMGYT/QGAANQPRV 

CEWQRGIRQQGFLPPCLGPSQE 


12576 


42944 


A 


12652 


I 


1103 


MNPLECVDRSSQPWGNPTWTS 

SG MRS VTFL VG FKLTFL AL AQT 

LNAAASLTGQELLWNFPLLMF 

AWKIAPALCCGNTVVJKPAEQT 

PLSALYMGALIKEAGFPPGVINI 

LPGYGPTAGAAIASHIGIDK1AF 

TGSTEKEAELHSWIKGLTCISIE 

PDFQKSLKDGI I LCILMNKLQP A 

SFPKINHSMQKWHQLENLSNFI 

KAVVSYDMNPMDLFKANNLFE 

SGNMR H MQ VSLF A LAG K VKT 

KRPQSGVDIGIKYSEKQEQNFS 

DAAMKAGQCVIGLQMGTNKC 

TSQLGMTVYGMGTNNCASQVS 

MTAPGTRQHICDTKLGTDKCG 

NSSMSLQMGYT/QGAANQPRV 

CEWQRGIRQQGFLPPCLGPSQE 


12577 


42945 


A 


12653 


1 


729 




12578 


42946 


A 


12654 


259 


390 


SFCSANFEVFRLTAQQ* FVR* H 
ALSHIF*G*V*SFPKSTKRVNF 


12579 


42947 


A 


12655 


68 


735 




1 1COA 

12580 


42948 


A 


12656 


1 


825 




12581 


42949 


A 


12657 


3 


470 




12582 


42950 


A 


12658 


1 


1683 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*~Stfin rnflftn /snftcciHIp niiflprttirif 

deletion, \-possible nucleotide insertion) 


12583 


42951 


A 


12659 


1 


1748 


MNKPYIRNLSENAAPLDLEG1L 

KDAKIPVSGPFLVKIGYAFVDC 

PDEIWALKAIEALSGKIELHGKP 

IEVEHSVPKRQRIRKLQIRNIPPH 

LQWEVLDS*LVQYGVVESCQQ 

VNTDSETAVVNVTYSSKDQAR 

QALDK/LLDKLNGFQLENFTLK 

V A Y 1 PDEMATQQNPFLQPRGRR 

GLGQRGSSRQGSPGSVSKQKPC 

DLPLCLLVPTQFVGAHGKEGAT 

IRNITKQTQSKJDVHRKENAGA 

AEKSITILSTPEGTSAACKSILEI 

M RKETQDVKFTEEIPLK1LAQN 

NFVGRLIGKEGRNLKKIEQDTD 

TK1TISPLQELMQYNPEHT1TAK 

GNVETCAKAEEEIMKKIRER'E 

NDITSM/N/LQAHLIPGLNLNAL 

GLFPPTSGMPPPTSGPPSAMTPP 

SPQSEQSESETVHLFIPALSVRA 

LISKQGQH1KQLSRFAGASSK1A 

P VEAPDAK VRMVM I AGSPEAR 

FKAQGRIYGKIKEENFVSPKEE 

VKLEAHIRVPSFAAGRVIGKGG 

KTVNELQNFSSAEVVVPRDQTP 

DEN DQ V V V KITGHF YACQ VAQ 

RKIQEILTQVKQHQQQKALQSG 


12584 


42952 


A 


12660 


3 


803 




12585 


42953 


B 


12661 


1 


330 




12586 


42954 


C 


12662 


127 


342 




12587 


42955 


A 


12663 


324 


491 




12588 


42956 


A 


12664 


1 


891 




12589 


42957 


B 


12665 


1 


1869 




12590 


42958 


A 


12666 


2 


136 




12591 


42959 


A 


12667 


108 


355 




12592 


42960 


A 


12668 


2 


811 


FGMRGSRGGWAGEMAASGES 

GTSGGGGSTEEAFMTFYSEVKQ 

1EKRDSVLTSKNQIERLTRPGSS 

YFNLNPFEVLQIDPEVTDEEIKK 

RFRQLSILVHPDKNQDDADRA\ 

QKAFEAVDKAYKLLLDQEQKK 

RALDVIQAGKEYVEHTVKERK 

KQLKKEGKPTIVEEDDPELFKQ 

AVYKQTMKLFAELE1KRKERE 

AKEMHERKRQREEEIEAQEKA 

KR/EEREWQKNFEES\RDGRVD 

SWRNF\QAQFRRG KKEKKNRTF 

LRPPESKNGSNVE 


12593 


42961 


A 


12669 


731 


850 




12594 


42962 


A 


12670 


201 


377 


LMTLPCKIPSPGSSWLKISPIEHL 
MTPTPASQRTTPFDCNFPLPTQI 
L*NGPTP1SLH 



WO 01/075067 PCTAJS01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


12595 


42963 


A 


12671 


742 


2982 


KIFPFDASFLPCLHKFNLKGKG 

NSKGFKMAEKFESLMNIHGFDL 

GSRYMDLKPLGCGGNGLVFSA 

VDNDCDKRVAIKKIVLTDPQSV 

KHALREIKIJRRLDHDMIVKVFE 

1LGPSGSQLTDDVGSLTELNSV 

Y1VQEYMETDLANVLEQGPLLE 

EHARLFMYQLLRGLKYIHSAN 

VLHRDLKPANLFINTEDLVLKI 

GDFGLARJMDPHYSHKGHLSE 

GLVTKWYRSPRLLLSPNMYTK 

AIDMWAAGCIFAEMLTGKTLF 

AGAHELEQMQLILESIPVVHEE 

DRQELLSVIPVYIRNDMTEPHK 

PLTQLLPGISREALDFLEQILTFS 

PMDRLTAEEALSHPYMSIYSFP 

MDEP1SSHPFH1EDEVDDILLMD 

ETHSHIYNWERYHDCQFSEHD 

WPVHNNFD1DEVQLDPRALSD 

VTDEEEVQVDPRKYLDGDREK 

YLEDPAFDTNYSTEPCWQYSD 

HHENKYCDLECSHTCNYKTRS 

SS YLDN L V WRESE VN H Y YEPK 

L 1 1 DLSN W K EQSKEKS DKKGKS 

KCERNGLVKAQIALEEASQQLA 

G KEREKNQGFDFDSFI AGT1HL\ 

SSQHEPTDVGVDKLNDLNSSVS 

QLELKSLISKSVSQEKQEKGMA 

NLAQLEALYQSSWDSQFVSGG 

cUC r r 1 N y r Cb V KisUfci^ V hK bN 

TYTSYLDKFFSRKEDTEMLETVE 

PVEDGKLGERGHEEGFLNNSGE 


12596 


42964 


A 


12672 


826 


1041 


\VTCITVKGGVFLWWAGVGDTK 
VLSGGAF*ARMSQEEDFHKVM 
SSVKARTGHLHFFCGGMSSVK 
AGQGPFSVLL 


12597 




A 


1967** 

1 Z,XJ 1 J 


l 
l 






12598 


42966 


A 


12674 


3 


488 




12599 


42967 


A 


12675 


2 


114 





WO 01/075067 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

111 UJOli 

09/540*217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 

rnHnit fnr* tficf ftminn upirl 
ivuuii iui hoi iiiiiiini nviu 

of peptide sequence 


Amino acid sequence ( \=Unknown > 
— oiup tuuuiit /— possiDic nm.it-uiiuc 
deletion, \= possible nucleotide insertion) 


12600 


42968 


A 


12676 


1 


897 


MSNRVVCREASHAGSWYTASG 

PQLNAQLEGWLSQVQSTKRPA 

RA1IAPHAGYTYCGSCAAHAYK 

QVDPSITRRJFILGPSHHVPLSRC 

ALSSVDIYRTPLYDLRIDQKIYG 

ELWKTGMFERMSLQTDEDEHS 

IEMHLPYTAKAMESHKDEFTIIP 

VLVGALSESKEQEFG KLFSKYL 

ADPSNLF V VSSDFCH WGQRFR 

Y\SYYDESQGEIY*SIEHLDKMG 

MSI1EQLDPVSFSNYLKKYHNTI 

CGRHPIGWLLNA1TELQKNGM 

NMSFS\FLNYAQSSQC\RNWQD 

SSVSYAAGALTVH 


12601 


42969 


A 


12677 


2 


114 




12602 


42970 


A 


12678 


1 


897 


MSNRVVCREASHAGSWYTASG 

PQLNAQLEGWLSQVQSTKRPA 

RAIIAPHAGYTYCGSCAAHAYK 

QVDPSITRRIF1LGPSHHVPLSRC 

ALSSVDIYRTPLYDLRIDQKIYG 

ELWKTGMFERMSLQTDEDEHS 

IEMHLPYTAKAMESHKDEFTIIP 

VLVGALSESKEQEFGKLFSKYL 

ADPSNLFVVSSDFCHWGQRFR 

Y\SYYDESQGEIY*SrEHLDKMG 

MSIIEQLDPVSFSNYLKKYHNTI 

CGRHPIGWLLNAITELQKNGM 

NMSFS\FLN YAQSSQC\RN WQD 

SSVSYAAGALTVH 


12603 


42971 


A 


12679 


1 


912 




12604 


42972 


A 


12680 


1 


156 




12605 


42973 


A 


12681 


112 


1120 




12606 


42974 


A 


12682 


33 


415 


NMNKPITPSTYVRCLNVGLIRK 

LSDFIDPQEGWKKLAVAIKKPS 

GDDRYNQFHI\DAVPKTANTLP 

SKEAITVQQKQMPFCDKDRTL 

MTPVQNLEQSYMPPDSSSPENK 

SLEVSDTRFHSFSFYELKN 


12607 


42975 


A 


12683 


3 


311 




12608 


42976 


A 


12684 


1 


1125 




12609 


42977 


A 


12685 


1 


1365 




12610 


42978 


A 


12686 


3 


141 


VVSTVVPDS/AHKLFIGGLPNYL 

NDDQCHGLSKGYAFCEYVDIN 

VTV 
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SEQID 
NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*-Stop codon, possible nucleotide 
deletion, \-possible nucleotide insertion) 


12611 


42979 


A 


12687 


1 


1255 


GTRSTSSLRRQMKN1VHNYSEA 

E1KVREATSNDPWGPSSSLMSEI 

ADLTYNVVAFSEIMSMIWKRL 

NDHGKNWRHVYKAMTLMEYL 

IKTGSERVSQQCKENMYAVQT 

LKDFQYVDRDGKDQGVNVRE 

KAKQLVALLRDEDRLREERAH 

ALKTKEKLAQTATASSAAVGS 

GPPPEAEQAWPQSSGEEELQLQ 

LALAMSKEEADQEER1RRGDDL 

RVRRWQSRRARGRLGARRSRPS 

WTLLTSSRPQLLPRPQTPGGAQ 

HPWLLPSPRLPPPRTPGAAPLSL 

QLLIPGEVQPPRRPLGTPGGLLP 

LQDPQLTLGVGPQPLQLGRGPR 

LIHGEVPMVGSRSVGPQPPIPGH 

RPRPSQIPGEGHLPSPAPMAQQ 

QPGDSTRSPTSSLTLTDSARHCR 

PPGAAQESWSCWQERCRPEAL 


12612 


42980 


A 


12688 


116 


1541 




12613 


42981 


A 


12689 


3 


415 




12614 


42982 


A 


12690 


1 


1440 




12615 


42983 


C 


12691 


117 


314 




12616 


42984 


A 


12692 




120 




12617 


42985 


A 


12693 


1 


729 




12618 


42986 


A 


12694 


79 


870 


EWSSVRRSLVEKRALRRPHPQC 

LCFRMKTILSNQTCRPFPEVNVD 

\ITLKGRP\VIV*GPAEGTLRVRDF 

\NHLQW*NLSLSWKEKKRGSR 

VDK\WWGNRKGNWPT\VRTYL 

V V H VQN\M I KG VLPLG LP VTKD 

EGLVYA\HFPHPTLVIPGRNGSS 

LLKSRNFLGVKNTSRRVSG* RP 

GWACSWSSSPRKDEFNPLKGN 

DIGACFQISAGFGFQQAPHTCL 

KTRDIQGNFWDGYPMVLWKK 

GTVSARAGWNKDLKEFTWATE 

RKMPG 


12619 


42987 


A 


12695 


2 


293 




12620 


42988 


A 


12696 


1 


273 


TRGPWCDSVLRGCSLEQRSF1S 

VRLLSYLSACRHPMEDSMDMD 

MSPLRPQNYLFGXSLGAGAJCDE 

LHIVEAEAMNYEGSPIKVTLAT 

LKMS 


12621 


42989 


A 


12697 


1 


1308 





WO 01/075067 



PCT/US01/08631 



SEQID 
r>»\_/. 


SEQ ID NO: 
of peptide 
sequence 


Met 

hnri 
nuu 


SEQ ID NO: 

111 UiX)|l 

09/540,217 


Nucleotide 
iuc«iiiun til iirsi 
codon for peptide 
sequence 


Nucleotide location of last 

<*fwlrkn fnr lucl nrtiinn nriil 

VUUVII • Wl lflo< dill lilt/ avIU 

or peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=pos$ible nucleotide insertion) 


12622 


42990 


A 


12698 


124 


1135 


DKNSMGLPGVIPSCAAVLWSS1 

HLSSSALSPTISACRHPMEDSM 

DMDMSPLRPQNYLFGCELKAD 

KDYHFKVDNDENEHQLSLRTV 

SLGAGAKDELHlVEAEANfNYE 

GSPIKVTLATLKMSVQPTVSLG 

GFEITPPVVLRLKCGSGPVHISG 

QHLVAVEEDAESEDEEEEDVKV 

LLSISGKRSAPGGGSKVPQKKW 

KLAAD\EDDDD\DDEEDDDEDD 

\DDDDF\DDEEAEEKAPVK\KS1\ 

RDTPAKNAQKSNQNGKDSKPS 

STPRSKGQESFVKKQEKTPKTPK 

GPSSVEDIKAKMQASIA/EKGGS 

LPKVEAKFINYVKNCFRMTDQ 

EAIQDLWQWRKSL 


12623 


42991 


A 


12699 


201 


416 




12624 


42992 


A 


12700 


2 


678 




12625 


42993 


A 


12701 


3 


2149 




12626 


42994 


A 


12702 


1 


219 




12627 


42995 


A 


12704 


267 


437 




12628 


42996 


A 


12705 


507 


845 




12629 


42997 


A 


12706 


426 


704 


SRRWGGVHSCPPSPPPTAGHWT 

LLJLCAKARRSEAAMVLASRRR 

RPGPRPRRRRRLPVLGSRGGAG 

PARGRGPSGWPGPLRAAPSP*P 

SSTV 


12630 


42998 


A 


12707 


195 


892 




12631 


42999 


A 


12708 


1 


893 




12632 


43000 


A 


12709 


1 


777 




12633 


43001 


A 


12710 


1 


439 


KTQ VA PSTDG IQPVPSSN SRTDE 

REFFIASYNRKJCEDGEG1MVWIA 

KSSAGAKGEGILISSEASELLDFI 

DNQAQVHVIQKYLEHPLLLEPG 

HRKFDIRSWVLVDHQYNIYLY 

REGVLRTASEPYHVDNFQDKT 

CHLTNHCIQKJCKKK 


12634 


43002 


A 


12711 


1 


394 


SGTRPVFLVPHTIGIP\HPA1VTP 

QVKQEHPHTDSDLMHVKPQHE 

QRKEQEPKRPHIKKPLNAFMLY 

MKEMRANVVAECTLKESAAIN 

QILGRRWHALSREEQAKYYEL 

ARKERQLHMQLYPGWSARDN 


12635 


43003 


A 


12712 


1 


789 




12636 


43004 


A 


12713 


1 


870 




12637 


43005 


A 


12714 


1 


729 




12638 


43006 


A 


12715 


1 


828 




12639 


43007 


A 


12716 


1 


213 




12640 


43008 


A 


12717 




664 




12641 


43009 * 


A 


12718 




695 




12642 


43010 


A 


12719 


96 


269 
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SEQ1D 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of lasl 


Amino acid sequence ( X=Unkno\vn, 


NO: 


or peptide 


bod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /^possible nucleotide 




sequence 




09/540,217 


codon Tor peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






1 OA/IT 

1264 .> 


A 1f\ 1 1 

4JU1 1 


A 

A 


i inn 


*> 
_> 


24 1 




1 2644 


A 1A 1 *> 

43012 


A 


1272 1 


21 j 


660 


EGPARHRLLSPVRASICMTKKR 














RNNGRAQK R A A RH V RG PS PLK/ 














CFPSGPLPPNCAR\CVPK\DKAIK 














KF\V1\RNIVEAAAVAR\DISEASV 














FDAYL\LPKL\YVKLH\YCVSCA1 














HKQK*SGNRSS*SPAKTRTPPPR 














FR\PGG* LPHGPPTKSP 




Aim i 


A 

A 


\LI 11 


1 


mi 
30_> 








A 

A 


i mi 
12/23 


610 


925 


FLSLPTFLFVIFSGEEELLVLALV 














FLSLFFFFFFLRWSFAVVAQAV\ 














VQWHNLSSLPFGFKQFSCLSLP 














SSWDYRCPPPRPANFCIFTRDG 














VSPCCPGWSRTSDLR 


1264/ 


43015 


A 


12724 


1 


2775 




12645 


4MH6 


A 


12725 


1 


6039 




12649 


43017 


A 


12726 


2 


366 1 




1203U 


430 Jo 


A 

A 


1 0*7T7 

12727 


1 


1 173 




12651 


43019 


A 


12728 


1 


1632 


MPNPKNSKGGRKNKRANSSGD 














EQENGAGALAAAGAAGAAAG 














GALAAAAGCGAAAAGAPGAG 














GAAGAGGAGTGAANAAAAAG 














AAAAGDAKNEAPCATPL1CSFG 














RPVDLEVKDDYQKVVCNNEHC 














PCSTWMHLQCFYEWESSILVQF 














NCIGRARTWNEKQCRQNMWT 














KKG\YDL\AFRFCSCRCGQGNL 














KXDTDWYQVKRMQDEKKKKS 














GSEKNTGRPPGEAAEEAKKCRP 














PNKPQKGPSHDLPRRHSMDRQ 














NSQEKAVGAAAYGARSPGGSP 














GQSPPTGYSILSPAHFSGPRSSR 














YLGEFLKNAIHLEPH1CKAMAG 














uHVFRNAHFDYSPAGLAVHRG 














GHFDTPVQFLRRLDLSELLTHIP 














RHKLNTFHVRMEDDAQVGQG 














c?r\l Ui/ni a a i o a CTin\Ti /i/viri a 

EDLKJvFILAALSASHRNVVNCA 














LCHRALPVFEQFPLVDGTLFLSP 














SRHDEIEYDVPCHLQGRLMHL 














YAVCVDCLEGVHK1IC1KCKSR 














wDGSWHQLGTMYTYDILAASP 














CCQARLNCKHCGKPVIDVRJG 














MQYFSEYSNVQQCPHCGNLDY 














HFVKPFSSFKVLEAY 


12652 


A AO A 

43020 


A 

A 


12729 


1 


1485 




12653 


43021 


A 

A 


12730 


1 


1074 




12654 


A O A^*% 

43022 


A 


12731 


2 


3394 




12655 


43023 


A 


12732 


1 


2190 








A 
A 


1 £. /Jj 


i 


1 ZJ 1 




12657 


43025 • 


A 


12734 


1 


1710 




12658 


43026 


A 


12735 


3 


679 
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SEQII> 

NO: 



SEQ ID NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 



12659 


43027 


A 


12736 


209 


337 




12660 


43028 


A 


12737 


365 


538 




12661 


43029 


A 


12738 


2 


196 




12662 


43030 


A 


12739 


1 


2639 




12663 


43031 


A 


12740 


3 


173 




12664 


43032 


A 


12741 


1 


1479 




12665 


43033 


A 


12742 


1 


921 




12666 


43034 


A 


12743 


1 


798 




12667 


43035 


A 


12744 


2 


773 




1266S 


43036 


B 


12745 


75 


321 




12669 


43037 


A 


12746 


321 


738 




12670 


43038 


A 


12747 


1 


3190 




12671 


43039 


A 


12748 


287 


1636 


ACGAMERAPPDGPLNASGALA 

GDAAAAGGARGFSAAWTAVL 

AALMALLIVATVLGNALVMLA 

FVADSSLRTQNNFFLLNLAISDF 

LVG AFCI PLYVPYVLTGRWTFG 

RGLCKLWLVVDYLLCTSSAFNI 

VLISYDRFLSVTRAVSYRAQQG 

DTRRAVRKMLLVWVLAFLLYG 

PAILSWEYLSGGSSIPEGHCYAE 

FFYNWYFLITASTLEFFTPFLSV 

TFFNLSIYLNIQRRTRLRLDGA R 

EAAGPEPPPEAQPSPPPPPGCWG 

CWQKGHGEAMPLHRYGVGEA 

AVGAEAGEATLGGGGGGGSVA 

SPTSSSGSSSRGTERPRSLKRGS 

KPSASSASLEKRMKMVSQSFTQ 

RFRLA\RDRKEAKSLAVIVS1FG 

LCWAPYTLLMIIRAACHGHCVP 

DYWYETSFWLLWANSAVNPV 

LYPLCHHSFRRAFTKLLCPQKL 

KIQPHSSLEHCWK 


12672 


43040 


A 


12749 


1 


2142 




12673 


43041 


A 


12750 


3 , 


711 


VWWNSDLM VIN RSTTELPLTV 

SYDKVSLGRLRFWIHMQDAVY 

SLQQFGFSEKDADEVKGIFVDT 

NLYFLALTFFVAAFHLLFDFLA 

FKND1SFWKKKKSMIGMSTKA 

VLWRCFSTVVIFL FLLDEQTS L L 

VLVPAGVW/AAAIELWES*RK/ 

VI«RWT1FWRGLMPEFQFGTYS 

ESERKTEEYDTQAMKYLSYLL 

YPLCVGGAVYSLLNIKYKSWY 

SWLINSFVNGVYAFGFLFMLPQ 


12674 


43042 


A 


12751 


1 


2025 




12675 


43043 


A 


12752 


494 


747 


ATVKW1TLCRNRN1KLPTFIKKE 
GTGKAPKXSRKSVLGLGP*VHT 
SPGDPAEGEGLPAGERPDGNLS 
QSPNSLRFY1KKKKAYK 


12676 


43044 


A 


12753 


9 


731 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


12677 


43045 


A 


12754 


143 


641 


RSWVLLGVGARGSTPRTYQVP 

SPSLAPSALC*VS*VPLESLSCSH 

ADNWKQELTKFiSPDQLPVEFG 

GTMTDPDGNPKCLTK1NYGGE 

VPKSYYLCKQVRLQYEHTRSV 

GRGSSLQVENE1LFPGCGLRWL 

RFYNTYSLVHSKR1SYTVEVLL 

PDQTFMEKMEKF 


12678 


43046 


A 


12755 


1 


1506 




12679 


43047 


A 


12756 


2 


526 


CQP V RA A * RHGNTPLATV* PAS 
T/WWKWSEKQKEEQEMQNWR 
ESAS/VSGYPQD1LSCAMSQNPR 
KRKRPRNVSAPPVHQMAQMNI 
SVEQMETSKTHQATPLTWGQM 
KRLAHVAEENLRSQNKPLTTSN 
LMVAMMVV1SLAVSLPVAGAD 
QNYIYWAYIPFPH 


IzooO 


4.) 04 o 


A 


12757 


1 


1443 




12681 


4 j 049 


A 


12758 


3 


766 




12682 


43050 


A 


12759 


29 


253 




12683 


43051 


A 


12760 


34 


252 




12684 


43052 


A 


12761 


1362 


1611 


SSVLHPWDARLVQHT\KSIHIIH 

HINRTNDKNHMIIS1DAEKAFD 

KIQQDFMLKTLNKLGIDGTYLK 

IVRATYDKPTASIILNG 


1 O^0< 


A "»AC3 

4j053 


t> 


12762 


1 


1755 




IZOOO 


43054 


A 

A 


12763 


1 


2109 




I zoo/ 


4JU55 


fc> 


12764 


1 


1497 




IZOoo 


43UDO 


D 
D 


lZ7o5 


1 


1527 




1 ZOoV 


/tl ACT 


D 


Iz/oo 


1 


1 1A £ 

1746 




izoyU 


y(1ACO 

4JU5o 


t> 


lz/o/ 


1 


285.3 




12691 


43059 


B 


12768 


1 


1479 




12692 


43060 


B 


12769 


1 


1932 




12693 


43061 


A 


12770 


1269 


1581 


NTG KPN P A AHQKG YPPRSSG PH 
PWDARLVQHTVKSINIIHHINRT 

i/r\i/\iTii iiioin a ri/ a tim/iai r»r< 

KDICNHMIISIDAEKAFDKIQLPF 

MLKTLSKLGVSYNMFTRLTIPI 

AQVDTRGNQLPSYLI 


lzoy4 


43UOZ 


o 
D 


1Z/ / 1 


1 


A A f\A 

4404 






43U53 


D 


12772 


56 


1AOA 

2080 




Izoyo 


43Uo4 


D 
D 


12/ /3 


1 


C A A C 

5445 




izoy / 


/IT A/C C 


r> 
D 


IZ/ /4 


zV5 


283 1 




IZoVo 


43UOO 


A 

A 


IZ / /5 


on 
oy 


A C A 

459 




12699 


43067 


A 


12776 


2 


980 




12700 


43068 


A 


12777 


1 


378 




12701 


43069 


A 


12778 


1 


363 


PGVALPGRCRQAPADLLP* M R 
AYWPDVIYSFANRSRFWKHEW 
EKHG TC A AQV DA LNSQN K Y FG 

TGI CI VDCI rvl XIC\/f 1 1/ 1 /^II/" DC 

INYYQVADFKDALARVYGVIP 
K1QCLPPSQDEDRQ 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
nuu 


SEQ ID NO: 
in INSN 

111 UOOP 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

rn/lAn for l*ict fiminn arifl 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
oiup ciHjon, /— possiDic nuucuiiuc 
deletion, \=possibk nucleotide insertion) 


12702 


43070 


A 


12779 


1 


577 


QRFKNDCRDPRDTGPIHGLWPD 
KSEG/CNRSW/PFNLEEIKDLCP 
EMRAYWPDV1HSFPNRSRFWK 
HEWEKHGTCAAQVDALNSQK 
K Y FGRSLELYRELDL/NQV A DF 
KDALARVYGVIPKIQCLPPSQD 
EEVQT1GQ1 ELCLTKQDQQLQN 
CTEPG EQPSPKQE V WL ANG A A 
ESRGLRVCEDGPVFYPPPKKTK 


12703 


43071 


A 


12780 


1 


624 


MRPAALRG ALLGCLCL A LLCL 

GG ADKRLRASVSRPFSLEH PEP 

GHCLDLHLRAYPAR\WSS*PWP 

QDFWVR*PTWES/VSDLLPEMR 

AYWPDVIHSFPNRSRFWKHEW 

EKHGTCAAQVDALNSQKKYFG 

RSLELYRELDLNRGERVPTQFP 

RELVVNRSLAPPPTPGFLSGHVI 

SVHTSSPLPSAMSGSFLRPLPEA 

ESGSMLLGQPADP 


12704 


43072 


A 


12781 


1 


612 




12705 


43073 


A 


12782 


113 


1149 


RGAPRGPGRQGCCGHSRSPAR 

GPRDTGLGRPRAPGAPGGRCCS 

GGSAAARGLGDSVSPGSLPRAA 

GGKWEPERQLAAFSPQVGTMR 

PAALRGALLGCLCLALLCLGG 

ADKRLRDNHEWKKLIMVQHW 

PETVCEKIQNDCRDPPDYWTIH 

GLWPDKSEGCNRS WPRNLEEI . 

KDLLPEMRAYWPDVIHSFPNRS 

RfWKHE/WPKRHGTCAAQWD 

ALNSQK\KYFGRSLELY\RKLDL 

NSVLNLKLGIKPSINYYQVADFK 

DALARVYGVIPK1QCLPTSQGE\ 

EVQTIGQMDLCLI KARTRQLQN\ 

CTEPGEQP\SPKQEVWLANGA\ 

AESRGLRVCEDGPVFYPPPKKT 


12706 


43074 


A 


12783 


2 


515 




12707 


43075 


B 


12784 


62 


359 




12708 


43076 


B 


12785 


219 


523 




12709 


43077 


A 


12786 


1010 


1550 


DTEN1PSSRRRERSKVPY1VRQC 

VEE1ERRGMEEVGIYHVSGRW 

AADIQALKAAFNVSECRPAQD 

GMEVWAVVSAMRSQSAPRPRH 

VTSFSVSFLHLSGSSRRPLHFRA 

LSNNNKDVSVMMSEMDVNAIA 

GSLKLYFRELPEPLFTDEFYPNF 

AEGIGEHWRPWPHGRRLLHVH 

CCPQRL 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


12710 


43078 


A 


12787 


2 


951 


GSNLYCTLEGDSFGYFVNKAK 

TRVYRD/THADPNWNEEFEIEL 

EGSQTLRILCYEKCYMKTKIPKJE 

DG ESTDRLMG KG Q VQLDPQ A L 

QDRDWQRTVIAMNG1EVKLSV 

KFNSREFSLKRMPSRKQTGVFG 

VKIAVVTKRERSKVXPYIWRQC 

VEEIEPPKALEGGWASTACPAG 

VATDIQALKAAFDGNNKDVSV 

MMSEMDVNAIAGTLNLYFREL 

PEPLFTVDEFYPNFAEG/IRVAEK 

E A VNN MXSLHNL AT V FG PTLLR 

PSEKESKLPANPSVQPITMTDSW 

SLEVMSQVQVLLYFLQLEAIPA 

PDSKRQSILFSTEV 


12711 


43079 


A 


12788 


3 


644 ^ 




12712 


43080 


A 


12789 


168 


378 




12713 


43081 


A 


12790 


1 


486 




12714 


43082 


A 


12792 


83 


536 




12715 


43083 


A 


12793 


1 


662 




12716 


43084 


A 


12794 


•> 


357 




12717 


43085 


A 


12795 


2 


421 




12718 


43086 


A 


12796 


2 


908 




12719 


43087 


A 


12797 


1 


846 




12720 


43088 


C 


12798 


87 


413 




12721 


43089 


A 


12799 


1 


508 


MCQGDTYAWGGHMCRGGHLR 

RGHSHERDTPRGPERPPRPPAR 

DRESKDERRRPPPKDPP A V RTC\ 

PDSPSTATPPPPPPPPPPPPPPPPP 

PAAPSAFAALRLRGPGRKWTA 

RGQLPLPATAPEARVRALPRGG 

YSSPGRATSARGPAPWPLPSRT 

GKPPRPCSANTQEHC 


12722 


43090 


A 


12800 


1 


393 




12723 


43091 


A 


12801 


I 


582 




12724 


43092 


A 


12802 


1 


1422 




12725 


43093 


A 


12803 


1 


1080 




12726 


43094 


A 


12804 


2 


261 


SCPFGGNCFYKHAYPDGRREEP 
QRQKVGTSSRYRAQRRNHFWE 
L1EERENSNPFDNDEEEVVTFEL 
GE\MLLMLLAAGGDDELTNS 


12727 


43095 


B 


12805 


60 


802 




12728 


43096 


A 


12806 


2 


238 




12729 


43097 


A 


12807 


I 


1017 




12730 


43098 


B 


12808 


1 


939 




12731 


43099 


A 


12809 


1 


708 





WO 01/075067 



PCT/US01/08631 



SEQID 

MO* 


SEQ ID NO: 
of peptide 
sequence 


Met 

noo 


SEQ ID NO: 

in noon 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino ucid 
of peptide sequence 


Amino acid sequence ( X=Unknown > 
*=Stop codon, /=possib!e nucleotide 
deletion, \= possible nucleotide insertion) 


12732 


43100 


A 


12810 


1 


2653 


MGDFNTPLSTLDRSMRQKVNK 

DIQELNSALHQADLIDIYRNLHP 

ESTEYTFFSAPHHTYSK1DHILG 

SKAPLSKYRRSEIKINCLSDHSA 

IKLELRJKKLTQNRSTTWKLNN 

LLLNDYWVHNEMKAEIKMFFE 

TNEN KDTTYQNL WDTLKA VC R 

GKF1 A LN AHKRKQ ERS KI DTLT 

SQLKELEKQEQTHSKASRRQEI 

SKIRGELKEIETQKTLQKINESR 

GWFFEKINK1DRLLARLIKKKR 

EKNQIHAIKNDKGDMSTNHTE1 

QTTIREYYKHLYANKLENLKEI 

DKFLETYSLPRLNQEEVESLNR 

PITGSEIEAIINSLPNKRSPGPDG 

FTAKFYQRYKEELLISNFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRMKYLGIQPT 

RDMKDLFKENYKPLLNEIKEDT 

NKWKNIPCSWVGRINIVKMA1L 

PKNWKKTTLKFIWNQKRARIA 

KSILSQKNKAGGIMLPDFKLYY 

KAT1TKTAWYWYQNRDIDQW 

NRTEPSEIMPHIYNHLIFDKPDK 

NKKWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKINSRW1K 

DLNVRPKTIKTLEENPGNTIQDI 

GMGEDFMSKTPEAMATKAKID 

KWDLIKLKSFCTAKETTIRLNR 

PPTEWEK1FAIYSSDKGLISRIYN 

ELQQIYEKKTNNP1KKWAKDM 

NRHLSKED1YAAKRHMKKCAS 


12733 


43101 


B 


12811 


I 


2748 




12734 


43102 


A 


12812 


1 


1962 




12735 


43103 


B 


12813 


1 


1833 




12736 


43104 


A 


12814 


176 


421 


QQPASPTRSVLLFPKTAHISGSP 
APPNVGLLNPSTGAAQKKTMT 
S AGLGRLSL* K* LNLPEC V ACA 
GETWVTSMMSGNQCN 



WO 01/075067 



PCT/US01/086J1 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


12737 


43105 


A 


12815 


1 


1615 


L1SNFSKVSGYKINVQKSQAFL 

YTNNRQTESQIMSELPFTIASKR 

M K Y LG I QPTRDM KDL FKEN Y K 

PLLNEJKEDTNKWKNIPCSWVG 

R IN I VKMA 1 L PKN WKKTTLKFI 

WNQKRARIAKSILSQKNKAGGI 

MLPDFKLYYKATITKTAWYWY 

QNRDIDQWNRTEPSEIMPHIYN 

HLIFDKPDKNKKWGKDSLFNK 

WC WEN W LA ICRKLK LDPFLTP 

YTKINSR W 1 KDLN VRPKTl KTLE 

ENPGNT1QDIGMGEDFMSKTPE 

AMATKAKIDKWDLIKLKSFCT 

AKETTIRLNRPPTEWEKIFAIYS 

SDKG L I SRI YNELQQ I YEKKTNN 

PIKKWAKDMNRHLSKEDIYAA 

KRHMKKCASSLAIREIQIKTTM 

RYHLTPVRMAIIKKSGRNRCW 

RGCGEIGTLLHCWWDCKLVQP 

LWKSVWRFLRDLELEIPFDPA1P 

LLGIYPKDYKSCCYEDTCTHMF 

IVALFTIAKTWNQPKCPTM1DW 

IKKMWHIYTMEYYADIKKDEF 

MSFVRTRMKLETIILSKISQVEK 

KTKHRMFSLIGGN 


12738 


43106 


A 


12816 


1 


996 




12739 


43107 


A 


12817 


1 


756 




12740 


43108 


A 


12818 


1 


1428 





wo 



01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USoIN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*= Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


12741 


43109 


A 


12819 


1 


2377 


MWDAKILNKILANRIQQHIKKL 

IHHDQVGFIPGMQGWFNIRKSI 

NIVQHINRTNDKNHMIIS1DAEK 

AFDK1QQRFMLKTLNKLGIDGT 

YLKIIRAIYDKSTANIVLNGQKL 

E A FPL KTGTRQG C PLSPLLFN I V 

LEVLARAIRQEKEIKG1QLRKEE 

IKLSLFADDM1VHLENPIVSAQN 

LLKLIDNFSKVSGYKJNVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SER1KYLGIQLTRDVKDLFKEN 

YKPLLNDIKEDTNKWKNTPRS 

WVGRIN1MKMAJLPKVIYRFNA 

1PIKLPMTFFTELEKTTLKFIWN 

QKGAR1AKSIL1YRFNAQELEKT 

TLKFIWNQKGARIAKSILSQKN 

KAGG ITLPDFKL Y YKAT VI KTA 

WYWYQNRDIDQWNRTEPSEIM 

PHIYNHLIFDKPDKNKKWGNDS 

LFNKWCWENWLAICRKLKLDP 

FLI P YTKINSRWI KDLN VRPKTI 

KTLEENLGNTIQDIAMGKDFMS 

KTPKAMATKAKIDKWDLINLK 

SFCTAKETTIRVNRQPIEWEKIF 

AIYSSDKGRISRIYNELKQIYKK 

KTNNPIKKWAKDMNRHFSKED 

IYAAKRHMKKCSSSLAIREMHI 

KTTMRHHLTSVRMAIIKKLGN 

DWCWRGCGEIGRLLHCWWDC 

KLVQPLWKSVWRFLRDLELET 

PFDPATPXLLGIYPKDYKSCCYK 

DICT/RVCVPAALFTIANTWNPT 


12742 


43110 


A 


12820 


1 


4840 




12743 


43111 


A 


12821 


578 


630 


EYKNR*GLSLNPWGKTVHISW 

DVWSVGSSKAKRNWESWES*C 

RGIQKKASLRSRTGNHSASSGI* 

ESRV*GLGTTGYRGITASLMSL 

RSCTRLH 


12744 


43112 


A 


12822 


8 


214 


EEWPKRKSEIRERPRP*SWPSDK 
QTLVVQRGQKMEQANHPDPTD 
HMSQLMWTACPKGLGIALICL 
VRH 


12745 


43113 


A 


12823 


33 


240 


GGGRNTWLQAVPGFPGW*RTL 
RTAVWDRRLTLRKPHHCPGGS 
QFPGPQRQVIGLLHFLSSLNHQ 
GWFV 



WO 01/075067 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 

*~StOf) todftn /=£nn*;cihlf> niirl^nt irff» 
*-»»vf|/ vvuvsif ' | HJii 1 U 1 C IIIICICUIIUC 

deletion, ^possible nucleotide insertion) 


12746 


43114 


A 


12824 


1 


411 


MSTITQRKEENPSVFLEWLWEA 

/CKK1 YSPVTRLTRGSI DPKR* V 

YYAISHRYQQKAPKPSPGP*TK 

SGGIIKPGNLGVLY*GPRGTGQ 

KGKARSEKGCSLSHGPQTNKP 

WWFREDRKWSRPITWYGFLSV 

WFARTP 


12747 


43115 


A 


12825 


1 


611 




12748 


43116 


A 


12826 


120 


493 


KYRAQRRMIARWLPQDLERGE 

A M LPN SSG W Y KSLKG I/VL I S E A 

FSCKCRAASLTIADWLV*KQHS 

SPKKVQSPPFSAVRRSKPWQFW 

RVTAAKQSIWDCRVRJDFVISC 

KLRNPLRVCGSRILK 


12749 


43117 


A 


12827 


1 


2195 


VG EEG P AG VEG LN FP A QSRRLP 

GPQQCSPGAEQGASARARRPRP 

RPRPAAMVPGVPGAVLTLCLW 

LAASSG\SWRPAPARL\CAAAG 

RVAVCRERPARS\CASRCLSLQI 

TRISAFFQHFQNNGSLVWCQNH 

KQCSKCLEPCKESGDLRKHQC 

QSFCEPLFPKKSYECLTSCEFLK 

YILLVKQGDCPAPEKASGFAAA 

C VESCE VDNECSG VKKCCSNG 

CGHTCQVPKTLYKGVPLKPRK 

ELRFTELQSGQLEVKWSSKFNI 

SIEPV1YVVQRRWNYGIHPSED 

DATHWQTVAQTTDERVQLTDI 

RPSRWYQFRVAAVNVHGTRGF 

TAPSKHFRSSKDPSAPPAPANLR 

LANSTVNSDG/AV*TVT1VW\DL 

PEEPDIPVHHYKVFWSWMVSS 

KSLVPTKKKRRKTTDGFQNSVI 

LEKLQPDCDYVVELQAITYWG 

QTRLKSAKVSLHFTSTHATNNK 

EQLVKXTRKGGIQTQLPFQRRRP 

TRPLEVGAPFYQDGQLQVKVY 

WKKTEDPTVNRYHVRWFPEAC 

AHNRTTGSEASSGMTHENYIIL 

QDLSFSCKYKVTVQPIRPKSHS 

KAEAVFFTTPPCSALKGKSHKPI 

GCLGEAGHVLSKVLAKPENLS 

ASFIVQDVN1TGHFSWKMAKA 

NL YQPMTGFQ VT WA EVTTESR 

QNSLPNSI1SQSQILPSDHYVLTV 

PNLRPSTLYRLEVQVLTPGGEG 


12750 


43118 


A 


12828 


1 


1410 




12751 


43119 


A 


12829 


2 


299 




12752 


43120 


B 


12830 


81 


510 




12753 


43121 * 


A 


12831 


3 


436 




12754 


43122 


A 


12832 


1 


769 
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SEQ 10 

NO* 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

III UiMm 

09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 

OIUJJ LWJOII) /~(JOailUIC IIUCICUIIUC 

deletion, \=possible nucleotide insertion) 


12755 


43123 


A 


12833 


15 


413 


ERMCAGPWRKGAETGPYFCND 

TVRHRKASLLCPF*RMNGDQN 

SD V Y AQEK.QDFVQH FSQI VRVL 

TEDEMGHPEIGDA1ARLKEVLE 

YN AIGGKYNRGLTVVVA FREL 

VEPRKQDADSLQRAWTVGWC 

VELLQA 


12756 


43124 


A 


12834 


1 


795 


MNGDQKSDVYAQEKQDFFQHF 

SQIVGVLTEDEMGHSE1GDA1A 

RLKDVLE YNAIGGK Y H RGLTV 

LVAFQELDA1NYAILLEAC1YYL 

LKLYCQAQPYYLNLIELFLQ1SC 

QPEIGQTLDLITAP/QDNVDFGR 

FT/EKQHANA*K1LLEI/GEFFQ1 

QDGYLDLFGDPTVTRKVGTDIQ 

DNKCSWLVVQCLQRSTLEQYQ 

1 LKEN YGQKKAKK V VQ VKALY 

EELDLPAVFLQYEEDGYSH1MG 

LTEQYAAPLLPAMFLGLVYKIY 


12757 


43125 


B 


12835 


1 


328 




12758 


43126 


A 


12836 


2 


868 




12759 


43127 


B 


12837 


118 


1138 




12760 


43128 


A 


12838 


100 


374 


KHISPALKALELPFERNLII/PLQ 
LLKVRILKEGEML/DI*HWFL*» 
GMGTVQKGMPHKCYHGKTGR 
VYNVTQHAVGIVVNKQVK*VV 


12761 


43129 


A 


12839 


1 


1035 




12762 


43130 


A 


12840 


13 


600 


INPPPPPFRPELPSSSNSPKMTDH 

KGERGEATRYMFSRPFKKTMG 

VVPLGHNN*RF\YKKGDIVD\IK 

GMGYCVQNGMPAHKCYPWPKL 

EGVLQLLPQHAWAIVVNQPVL 

GQSFFPRE*IVRIEHIKHF*EPEIS 

FLK/RVLKENDSEKERSPNEKG 

TWGSNLKRHLAPPQKKHTL*R 

TNGKEPEL\LEPIPYEFHGHN 


12763 


43131 


A 


12841 


1 


317 


QRPSEAKEIKLYAQIPPIEKMDA 
SLSMLANCEKLSLSTNCIEKIAN 
LNGLAEAVGDTLEELWISYNFIE 
KLKGIHIMKKLKILYMSNNLVK 
DWGTPVIKGDEEEDN 


12764 


43132 


A 


12842 


155 


588 




12765 


43133 


A 


12843 




954 




12766 


43134 


A 


12844 


1 


486 




12767 


43135 


A 


12845 




367 




12768 


43136 


A 


12846 




190 


LISRAKEDDMTLNIAEGVHPSY 
NIVLNTLHT/CGISVKSTWRPSK 
GAAP'ARMPGGTAGPCLAS 



WO 01/075067 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


12769 


43137 


A 


12847 


1 


2376 


MRGAQKATNVNKLSEDIQGKE 

ESPTQFYERLWEAYRMYTPFDP 

DSPENQRMiPMALVRQSAEDM 

RRKLQKQAGLAGMNPSQLLEI 

ASQVFVNRDAVSRKENGKENG 

GQARRYADLFSRTKNYQPVQD 

LRLLHQAKLTFHPTVPNPSTLL 

GFPPAEDSWFTCLDLKDAFFPIR 

LAPERQKJLFAFQWEDPESGWPP 

CWRA\WQQLPC*YKIVPSILR1S 

SSDGKYKAFSTCGSHLAVVC 


12770 


43138 


A 


12848 


1 


636 


MRGAQKATNVNKLSEDIQGKE 

ESPTQFYERLWEAYRMYTPFDP 

DSPENQRMIPMALVRQSAEDM 

RRKLQKQAGLAGMNPSQLLEI 

ASQVFVNRDAVSRKENGKENG 

GQARRYADLFSRTKNYQPVQD 

LRLLHQAKLTFHPTVPNPSTLL 

GFPPAEDSWFTCLDLKDAFFPIR 

LAPERQKJLFAFQWEDPESGWPP 

CWRA\WQQLPC*YKKQIS 


12771 


43139 


B 


12849 


180 


811 




12772 


43140 


A 


12850 


1008 


1265 


FLGVPTLGGWRPIQHELRK/PRE 
VTPVLLRDLIRRFRPPLWIGSDN 
GPAFLAALVQKTAKGIQNNITG 
GVYTLCDIDSHIILFRSGY 


12773 


43141 


B 


12851 


1 


996 




12774 


43142 


A 


12852 


1251 


1424 


DSPRGEAES*A*LPEKLLEMSG 

NRLVDNKDPGKKQTQRR1PHSP 

SQIPVPLPEIWCT 


12775 


43143 


A 


12853 


1 


1 121 




12776 


43144 


A 


12854 


189 


621 




12777 


43145 


A 


12855 


2207 


2308 




12778 


43146 


A 


12856 


1 


762 




12779 


43147 


A 


12857 


1 


678 




12780 


43148 


A 


12858 


3 


496 




12781 


43149 


A 


12859 


107 


258 


NALGKRTSFTNRNFLASGRLFD 
SVTYARRLQQYPAPL*KTAI*SF 
SLLNH 


12782 


43150 


A 


12860 


2 


410 


SPDPWVSTYKSTCH I AQEI AEKI 
H LRNQ YERKGE* AP\RSN LMSE 
DANGGAPNPWLFEEPEETIGW 
G FDE I RQQQHN 1 1 R* QDAG LD A 
LSS1ISRQKQMVGIE1GNELHEQN 
bUUULANLIvlbN i DbKXKNfc I K 
RVN 


12783 


43151 


A 


12861 


3 


1402 
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SKQ ID 

MA. 


SEQ ID NO: 

ui pcpnuc 
sequence 


Met 


SEQ ID NO: 

111 UOOI~ 

09/540,217 


Nucleotide 

lit^ttttrtn /*f facet 
lUCdllUil UI Ilial 

cod on for peptide 
sequence 


Nucleotide location or last 

rrwlnn fnr lact aminn urifl 

IUUUH it>f id}l aiilillU aiiu 

of peptide sequence 


Amino acid sequence ( X= Unknown, 

Ol yJ\J /~~pU>9lUIC IlllllCUlilll. 

deletion, \=possible nucleotide insertion) 


12784 


43152 


A 


12862 


1 


711 


MAPDPWFSTYDSTCQIAQEIAE 

KIQQRNQYERKGEKAPKLTVTI 

RALLQNLKEKIALLKDLLLRAV 

STHQ1TQLEGDRRQNLLDDLVT 

RERLLLASFKNEGAEPDLIRSSL 

MSEEAKRGAPNPWLFEEPEETR 

GLGF\DEIRQQPQKI1\QEQDARL 

DALSSIISSQKOAMGQEIGNELD 

EQNEIIDDLANLVENTDEKLRN 

ETRRVNM VDRKSASCG MIMVI 

LLLLVAIVVVAVWPTN 


12785 


43153 


A 


12863 


1 


936 




12786 


43154 


A 


12864 


1 


1023 




12787 


43155 


A 


12865 


1606 


2238 




12788 


43156 


A 


12866 




347 




12789 


43157 


A 


12867 


1 


1665 




12790 


43158 


A 


12868 


1 


589 




12791 


43159 


A 


12869 


19 


1677 


- 


12792 


43160 


A 


12870 




906 




12793 


43161 


A 


12871 




228 




12794 


43162 


A 


12872 




320 




12795 


43163 


A 


12873 




398 


TSKAPGAQGEQGFEECFLAVAL 

AGRPLPSLWALFQATTPVALQG 

LKEAFFRPEVP\LRRDLPLLLFR\ 

TQTSDP AMLPVTM IG LLAEARR 

AGCLSYQTSLVSDGETWHVMG 

ISSLLP\SLEG\WKQ\HVTEAFQF 

HF 


12796 


43164 


A 


12874 




322 


SAGGSGRRTLHSRTMAQFVRN 
LVEKTPALVNAAVTYSKPRLAT 
F WY Y AKVEL VPPTPAEIPRA 1QS 
LKKIVNSAQTGSFKQLTVKVTT 
G*MKTDVHNRKCLPLGFF 


12797 


43165 


A 


12875 


91 


425 


WTFHPTTMAPFVRDLGEKTPA 

LGKAAVTYLKPRLAAFWYYH\ 

QVELVPPTPA\EIPRA1QSLKKIV\ 

NSAQTGSFKQLTVKEA\LLNDL 

VATEVSTWFYVREITGKRGIIG* 

NV 


12798 


43166 


A 


12876 


179 


664 


HSSPAVPGRTDFSHSQNPWPQF 
CPVTLVGEDPRALVNAAVT/YT 
RKPRIGLHFWYYA\KVELVP\PT 
P\AEIP\RAIQSLKK\I VNSAQTGT 
L ANSSH VKE A V/L*NG LV ATEV\ 
LMWFLCSERLLGKRGHSLGYG 
CFEDQSFNIWI IFWILFILELFVW 
DHVVDPDC 


12799 


43167 


A 


12877 


25 


164 




12800 


43168 


A 


12878 


2110 


2260 




12801 


43169 ' 


C 


12879 


32 


1429 




12802 


43170 


A 


12880 


172 


322 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


12803 


43171 


A 


12881 


1060 


12039 




12804 


43172 


A 


12882 


1 


810 




12805 


43173 


A 


12883 


*> 


146 




12806 


43174 


A 


12884 


1 


1211 


GPQDGNQQPAPPEKVGWVRKF 

CGK.GJFRJEIWKNRYVVLKGDQ 

LYISEKEVKDEKNIQEVFDLSD 

YEKCEELRKSKSRSKKNHSKFT 

LAHSKQPGNTAPNLIFLAVSPEE 

KESWINALNSA1TRAICNR.ILDE 

VTVEEDSYLAHPTRDRAKIQHS 

RRPPTRGHLMAVASTSTSDGM 

LTLDL 1QEEDPS PEEPTSC AESFR 

VDLDKSVAQLAGSRRRADSDR.I 

QPSADRASSLSRPWEKTDKGAT 

YTPQAPKKLTPTEKGRCASLEEI 

LSQRYA AS AHTLQLRA EEPPTP 

ALPNPGQLSRIOADLVA R.KLEET 

QELLAEVQGLGDGKRKAKDPP 

S/RSPPDSES\EQLLL\ETER\LLG 

EASSN WSQ AKR V LQQ VRELRD 

LYRQ\MDLQTPD\SHL\RQTTPH 

S\Q\YRKSLM 


12807 


43175 


A 


12885 


617 


1041 


TTLINPGGPAPLLSLPTSS1TGFT 

TFYHPNLKPLRTCPS*VQAWPC 

RHPI*SRDYQRDAEPTTCISKLL 

GENIRRDEF WK VQIKA RSG ETE 

QNPRSTAFAFGELPLANREELN 

LLLNKGILPLCDQRQEIESECAF 

TIFCAGDANCFPPSPTHLPLTAL 

QQRPCGLSGSASKEAWGNSLV 

CGPRGDTLPMA1AKPHRSASKH 

STLHQYPTPPRSLCHQHRDEQP 

TNHLQTLNTIPAWIHTKWVPGL 

DHINKPWRSCSSSQSAYLFYHW 

LHYFLPPKLKTSKDLSILSAGLA 

MSAPHLIFRVSAITSNSSCKPSS 

TSKACEELFKEHQCLGSTD1PIH 

IQGGAPFSAVSPQRLVLRGSQD 

GSHMVRPRLPFPDSAGLANFHL 

FSKLFLD 


12808 


43176 


A 


12886 


1 


606 




12809 


43177 


A 


12887 


174 


350 


VSWRFVQVFI*V\AGGSRJCAAA 

GLSPGTPPPCATSLIGACSLIF1P 

RLLSLFCGDEAL 


12810 


43178 


A 


12888 




265 




12811 


43179 


A 


12889 


i 


1209 




12812 


43180 


A 


12890 


53 


369 


VAHQEKGIAEPGLRPTGDSRQT 

HRRLDVERSTSVQEHMGGCHF 

SPFPEREKLSTLRGIHQQAPAL 

WQATDQWIDIEF/GLGQPEESL 

GR'ITRLQGKTILPFGSPIC 



WO 01/075067 



PCT/US01/08C.31 



SEQID 
NO: 


SCQ ID NO: 
of peptide 
sequence 


Met 
nod 


SEQ ID NO: 

ID UoolN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


12813 


43181 


A 


12891 


1 


345 




12814 


43182 


A 


12892 


2 


451 




12815 


43183 


A 


12893 


2 


286 




12816 


43184 


A 


12894 


217 


1071 


GENPRSENTRLATILEVACCHF 

GSSPPPS\GSSGRKDPPLTFGDH 

EGTSKAEPSPA LGLTPEH KGN V 

GHAAR1QQPGPLSLWSRKAGK 

GVQDCY1DLKQIKJDLDKFSDN 

PDGYIDVLQGLGQSFDLTWRMI 

MLLLNQTLTPNERSATITAARE 

FGDLWYLSQVNDRJAAEKREK 

FLTGQQAVPSVGSHWDTESEH 

GDWCCRHLLTCMLEGLRKTRK 

KPMN Y SMM STI TQG KEENPT A 

FLERLREALRKHTSLSLDSIEGQ 

LILKDTF1TQSAADIRKVNFKSPP 


12817 


43185 


A 


12895 


1 


756 




12818 


43186 


A 


12896 


473 


1015 




12819 


43187 


C 


12897 


152 


322 




12820 


43188 


A 


12898 


146 


1079 


PPCAVVCLLW1AAVYCLSTTFC 

APLCGQNTWLPKPCRHVNRAA 

SNASVSLSTVTLFSRLS*PQRKG 

SELLDSSGPLPASPSLPLCSGVS 

PRAGLGSAWPKIPFLGIREAKN 

PRSENTRLATILEAGHRHLGTS 

VSKDH P VTF WRPRRDLQSDLK 

QIKIDLGKFSDNPDGY1DVLQEL 

GQSFDLTWRDIMLLLNQTLTPN 

ERSATITA AREFGDL W Y I SQV V 

AAVAGLVSEAVKJIQGSYCVDI 

HDVNGILTAKGDLWLSDNHLL 

KYQALLLEGPVLRLRTCATLNP 

ATFLPDNEEKI EHNCQQ V I AQT 


12821 


43189 


A 


12899 


189 


1798 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


12822 


43190 


A 


12900 


194 


1729 


NPAAQTPFFVVKKGGKRGAGL 

LHRQYPLRLEAKQGLKKIVKDL 

KAQGLVTPCSSPCNTPTLAVQK 

PNG Q WRL VQDL RJ IN E A V V PLY 

PAVPNPYILLSQIPEEAEWFTVL 

DLKDAFFCIPVHPDSQFLFAFED 

PSNPMSQLTWTVLPQGFRDSLH 

LFGQALAQDLSQFSYLDTLVLQ 

YMDDLLLVTHSETWCHQATQA 

L LN FLATCG Y K VSKQN AQLCS 

QQVKNLGLKLSKGTRALSEERI 

QPILAYPHPKTLKQLRGFLGITS 

FCRIWIPRIKAVKLQIILQMEPQ 

MQSMTKIYHGPLDRPTSPSSNV 

NDIEGTNASDFPFLSQVLEQVV 

SPKGSKEAQCCVLRPLGCESNL 

KQIKIDLGKFSDTPDGY1DVLQ 

GLGQPYYLTWRDIMLLLDQTL 

TPNERSAAITAVREFGDLWYLS 

QVMDRKITEEREQFPTGQQAVP 

SVDPHWDTESEHGDWCHRYLL 

TDVLEGLRKTRKKP\rN*SMISTI 

TQGKEENPTAFLERLREALRKH 


12823 


43191 


A 


12901 


1 


642 




12824 


43192 


C 


12902 


54 


254 




12825 


43193 


A 


12903 


32 


221 


NGVGrfNRMGTNGSGGGEWG\P 

PAPASA*GCSLASAFASASPRW 

WFEMGCRGIYDAQQVALSRSF 


12826 


43194 


A 


12904 


203 


538 




12827 


43195 


B 


12905 


131 


536 




12828 


43196 


A 


12906 


1 


1251 




12829 


43197 


A 


12907 


38 


475 


ESERRGEFCLCKIISEQGRAVCV 

EDEQTSHFALTGNNGIYRKSQQ 

QWQQELSDLARDPPAQCSAGP 

VGDDMFHWQATIMGPNDSPYQ 

GGVFFLTIHFPTDYPFKPPKVAF 

\TTRJYHPNINSNG\SICLDILRSQ 

WSPAFNQFPKSS 


12830 


43198 


A 


12908 


282 


849 


QSCPAAGIIKSFGRTFEHTPREV 

RKPDDKHTLLALKR1NKDLSDL 

ARDPPAQCSVAGPVXGDDMFHW 

QATIMGXPNDSPYQGGVFFLTIH 

F\PT\D Y PFKPP* G LH FTTRF YVH P 

\NINSKWAAFCLRYS*DSQW\SP 

ALTFSKVLLSI\CSLL\CDPNP\D\ 

DPLVPGDWHGSY*NRTGDKYN 

RJSRE WTQKY A M 


12831 


43199 


A 


12909 


1 


397 




12832 


43200 


A 


12910 


245 


535 




12833 


43201 ' 


B 


12911 


68 


333 




12834 


43202 


A 


12912 


265 


562 





WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V-possible nucleotide insertion) 


12835 


43203 


A 


12913 


1 


872 


MVNTECQLDWIEGCKVLILGVS 

KE ASQG LGG RS RG RN VRQSTD 

ADIRPTSEKDARSLMTTRQEDN 

ISVDQRGFLSGVQKKSGCANGL 

KGSVCGGFYWVMAVIRMGVG 

KAMGLNLKLGIK.FEIKKGYLKG 

CRDSLRLSPTGFGKFTATSH E V 

AATVPIKVVLELTLQTHK1LRG 

VFA HLTSCLQLHSLPPGSSMDS 

AKARRQLQVAGQGHSLVKQK 

GFHVEAPDHHPVQLSD1SCKSY 

RWGHKL1KINFL1PPLWWYYDL 

EEVKREQSEEKQQAKIMAD11G 

DALNAQKAFKGNPKGHKPLPF 

SAGQMENW*CPECPKSI 


12836 


43204 


A 


12914 


7 


231 




12837 


43205 


A 


12915 


1 


223 


MEI LTTCDKGL1 FTGNTRKSETS 
TSECTCPLDINCSLSHSPPSPSDE 
ETQHHTDSLHVRPRKGYLLCIY 
HIPDIVAVMVN1QCQLDWIEGC 
KVLFLGVSVKVLPKEINTG1SGL 
GKADPPSI WKS*QHVTKDLYLQ 
VILENQKLVPANALVRWILTVP 
FPTLLRALQMRKHSTTLTVCMS 
DRG KDI YC AST1 YQI 


12838 


43206 


A 


12916 


1083 


1273 


NKMSFKLKEDCFGRSKCNL*T* 

CWKSINEA'K/DLELQLQFGPQE 

KLFALEQQVKKKLNLVPDA 


12839 


43207 


C 


12917 


1 


1506 




12840 


43208 


A 


12918 


3 


1219 




12841 


43209 


A 


12919 


1 


735 




12842 


43210 


A 


12920 


2 


94 




12843 


43211 


A 


12921 


362 


460 


WLILSVNLIGLKDAKYCSCVCL 
♦GCCQRRLTF 


12844 


43212 


A 


12922 


1235 


1474 




12845 


43213 


A 


12923 


1 


250 




12846 


43214 


A 


12924 


1 


261 




12847 


43215 


A 


12925 


2 


85 




12848 


43216 


A 


12926 


1 


291 




12849 


43217 


A 


12927 


1 


321 




12850 


43218 


A 


12928 


1 


370 




12851 


43219 


A 


12929 


1 


684 




12852 


43220 


C 


12930 


1 


210 




12853 


43221 


A 


12931 


2 


91 




12854 


43222 


A 


12932 


1 


243 




12855 


43223 


A 


12933 


2 


353 


WMKLET1 1 LSKLS* GQKTKHRM 

SSLIGSTDQQRLVVKNVQGRVC 

PGSTGHGAWEAWTAMRKVDS 

PLQTGSLRPGWCRQVGSHARS 

GSAEAAGNPGLHPGICPRVEDG 

IQVAENFPEV 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 

hod 


SEQID NO: 
in USSN 
(W/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


12856 


43224 


C 


12934 


1 


289 




12857 


43225 


A 


12935 


I 


1 194 




12858 


43226 


A 


12936 


140 


237 




12859 


43227 


A 


12937 


1 


292 




12860 


43228 


A 


12938 


2 


178 




12861 


43229 


B 


12939 


1 


1245 




12862 


43230 


A 


12940 


2 


241 




12863 


43231 


A 


12941 


1 


675 




12864 


43232 


A 


12942 


1515 


1920 


TPTNLQEKNKQPHQKVGEGYE 

QTLLKRRHLCSQKTHGKNAHH 

HWPSEKCKSKPQ\WIPSISHQLE 

WQSLKSQETTGTWM KLETI1 LS 

KLLQGQKTKUHMFSLIGGNRT 

RRTHGHRKGNITLWGLLSDSV 

NCASSSG 


12865 


43233 


A 


12943 


608 


891 




12866 


43234 

ft 


A 


12944 


1 


3956 


MGSCPGGFTAEFYQRYKEELVP 

FLLKLFQSIEKQGTLPNSFYEAS 

IILIPKPGRDTTKKENFRPISLMN 

IDAKILNK1LTNRIQQHIKKLIHH 

DQVGFIHGMQGWFNIRKSfNVI 

QHINRTNDKKHMIIS1DAEKAF 

DKIQQPFMLKTLNKLGTWMKL 

ETIILSKRSQGQKTKHRMFSL1V 

NUPT1KILIKQNMTAMETLCP1F 

KLEGDTMDNPIANRRVRTAVP 

TSVVCLHVGTEPEARLPHGPMI 

TAQSPFG 


12867 


43235 


A 


12945 


1 


855 




12868 


43236 


A 


12946 


1 


255 




12869 


43237 


A 


12947 


273 


3484 




12870 


43238 


A 


12948 




377 




12871 


43239 


A 


12949 


85 


333 




12872 


43240 


A 


12952 


22 


308 




12873 


43241 


B 


12953 


30 


383 




12874 


43242 


A 


12954 


3 


448 




12875 


43243 


A 


12955 


1 


453 




12876 


43244 


A 


12956 


3 


491 




12877 


43245 


A 


12957 


2 


749 




12878 


43246 


A 


12958 


155 


637 




12879 


43247 


A 


12959 


1 


510 




12880 


43248 


A 


12960 


2 


559 


RPHASAHASGRQRSQDVTTMV 

WALLLLTLLTQGTGSWAQSAL 

TQPPSASGSPGQS1T1SCTGLIND 

VASYNFVSWYQQHPGKAPKL 

MIYEVTKRPSGWPDRFSGSKSG 

\NTASLDHLWGSRLEDEADYYC 

LLICRRLHPGGGIRRWDPRVTV 

LGSAQRPTPTVTSGSRPSSEGAP 

SQQGHTSVSDQ 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


12881 


43249 


A 


12961 


1 


1958 


MSVQRKDRVRTQQGGSVASSM 

LTQEPVGSVALGQSARDRDPD 

CSDSVSVYLMDTWQSVIIGFAE 

SAATLGDPPELPMHPEGSEASY 

ELTQPPSVSVSPGQTARITCSGD 

A LPKQ Y A Y WYQQKPGQAP VL 

VIYKDSERPSGIPERFSGSSSGTT 

VTLT1SGVQAEDEADYYCQSAD 

SSGTYPTVTQADRETPTHQYSR 

HPSYAKGFVFLWGSWAQSALT 

QPASVSGSPGQSITISCTGTSSD 

VGSYNLVSWYQQVPQGKAPKL 

MIYE/VDSKRPSGVSNRFSGSKS 

G\NTASLTISGVPGLRDEG\DYY 

CCSYAGSVASYELTQLPSVSVS 

PGQTAR1TCSGDVLGENYADW 

YQQKPGQAPELVIYEDSERYPG 

IPERFSGSTSGNTTTLTI SRVLTE 

DEADYYCLSGDEDNPSVTQAD 

GEDTGIRSHYEGTLALYLYPEP 

VKATCSVTSYVLTQPPSVSVAP 

GQTARITCGGNNIGSKSVHWY 

QQKPGQAPVLVVYDDSDRPSG1 

PERFSGSNSGNTATLTISRVEAG 

DEADYYCQSLSTLGPKTLGDTV 

LRPMIYSVSIQASGVPDGFSGSK 

SGNTASMTISGFQAEDEADYYC 

NSHRRGSVVSSELTQDPAVSVA 

LGQTVR1TCQGDSLRSYYASW 

YQQHPGKAPKLIIYDGH 


12882 


43250 


A 


12962 


2 


367 




12883 


43251 


A 


12963 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

KEKVLRAA/NKPIRLTVDLSAET 

LQ A RKEGGPIFN I LKEKN FQPR I 

SYPAKLSFISEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


12884 


43252 


A 


12964 


2 


1178 




12885 


43253 


A 


12965 


1 


732 




12886 


43254 


B 


12966 


99 


716 




12887 


43255 


A 


12967 


1 


1011 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 

nf npntifle 

sequence 


Met 
hod 


SEQ ID NO: 
in USSM 
09/540,217 


Nucleotide 
location of firct 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

* = Ston codon. /=nn«ihl*» nnrlpotirle 

deletion, \=possib!t nucleotide insertion) 


12888 


43256 


A 


12968 


3 


1263 


GRTIQTKGKEV\ENFEKNLEECI 

TRITNTEKCLKELMELKTKARLE 

VREEC RSLRSQCDQLEERVS A M 

EDEMNEMKQEGKFREKRIKRN 

EQSLQEI WD YVKRPN LRLIG VP 

ESDVENGTKLENTLQD1IQENFP 

NLARQANVQIQERQRTPQRYSS 

RRATPRHIIVRFTKVEMKEKMG 

LLVPN WTNHSPLFRAILFDYKG 

FCRFGTTHQTGFSPAGANQRGP 

LAATLSGPGGEGQSAVARLTGL 

IGVPESDVEKETKLETTLQDIIQ 

ENFPILARQANVQIQEIQRTPQR 

YSSRRATPRHI 1 VRFTKVEM K.E 

KMLRAAREKGRVTLKGKPIRL 

TADLSAETLQARREWGPIFNIL 

KEKNFQPRISYPAKLSFISEGE1K 

SFTDKQMLRDFVTTRPALKELL 

KEALNMERNNRYQPLQNHAK 


12889 


43257 


A 


12969 


1 


1392 




12890 


43258 


A 


12970 


1 


1224 




12891 


43259 


A 


12971 


1 


970 




12892 


43260 


A 


12972 


1 


954 


MDGDLHKGVAVFWPPDAAGG 

HTCCRSMVCRSLLGGAQWKFH 

SFRCRIRFELILHMIQERNSINIS 

QKDVHTETPSETHHHQRPKVD 

KSMKMRRNQCKKAENSKNQK 

ASSPPKEHNSWRAREQNWTEN 

EFDKLTEVGFRRWV1TNSSELK 

EHILTQCKEAKNLEKTLEELLT 

RITSLEKNINDLMKLKNTA'EL 

REAYTSINSQISQAEERISEIEDQ 

LN EMKHEH RIREKRMKRNKQS 

FQEIWDYVKRPNLRLISVPESD 

GENGNK*ENILQD1I\QENFPNL 

ARQANIQIQEIQRTPQRYSSRRA 

TPRHIIVRFTKV 


12893 


43261 


B 


12973 


1 


1346 




12894 


43262 


A 


12974 


1 


318 


GSRGELLLSLCYNPSANSI1VNI1 
KARNLKAMDIGGTSDPYVKVW 
LMYKDKRVEKKKTVTMKRNL 
NPNFN ES\FAFDIP\TEK\LRETTI I 
ITVMDKDKLSRNDVIGK 


12895 


43263 


A 


12975 


17 


389 


SWGPHCTHKLKKSFSLMPEMT 

DAMDRERM/RGSKKDV/R*VLG 

GCAATWTPRAGGRQQSPGTTV 

DKREDTPDCAMCDQSTSHPISA 

SSPSLLPGSSFTTQTFPPGIAHYR 

ASFLIVAYYPSNKNSK 



WO 01/075067 



PCT/US01/08631 



SKQ ID 


SEQ ID NO: 


Mcl 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Dnknown, 


MO* 


ui pcpiiuc 


II uu 


in IKSN 


lAratinn tit ft wet 


CUUUII III* l«M (tllllllU aHU 


* = Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possiblt nucleotide insertion) 










sequence 






12896 


43264 


A 


12976 


84 


282 


GEGQVGWPQGEVQQDEEVIEE 














VGA*DAGSGYQEEEEGPQSLRR 














EVVGVELVVGADPSGEGPKED 


12897 


43265 


A 


12977 


J 


1179 




12898 


43266 


A 


12978 


3 


634 




12899 


43267 


A 


12979 


234 


619 


CYVVQEVLPSLLCHCLV1CSRP 














GRTAEWPPG*GF*SPPHRGWW 














GC*GHD/HRRGTSIFPTH/V*SPP 














ASYPGSLCRPGGQEEREREGEW 














QREGRRPGTR*CGAEAEARGW 














RAAAKATAVAGARNRRPG1SG 


12900 


43268 


A 


12980 


1 


1182 




12901 


43269 


A 


12981 


3 


763 




12902 


43270 


A 


12982 


32 


949 




12903 


43271 


A 


12983 


1 


1299 




12904 


43272 


A 


12984 


1 


1176 




12905 


43273 


A 


12985 


1 


421 




12906 


43274 


A 


12986 


81 


404 


VKFGPEIWCRDSDQGRGGVGT 














SLGRSIPCPPALCSVRKIYLRPL 














VLRPTSPRNISPILNRDPTVQLT 














WQPLPEPLELWPKAL*LTPSQIY 














SA * RLK.TDAARLPRKPPR 


12907 


43275 


A 


12987 


1 


378 




12908 


43276 


C 


12988 


1 


751 




12909 


43277 


A 


12989 


302 


629 


1CLSYPAPPCKRFPHYTRVLYH* 














SLFNENTSQSCFTSR/WKLESFT 














TRA1ERHQ1PLL*ATLTL1RWLD 














KKLAFQLLSLTASFSPSYQSLPP 














TPPLKLPPI ISSHTRQM V 


12910 


43278 


A 


12990 


14 


380 




12911 


43279 


A 


12991 


189 


608 


QSDLSASQHGLFPLATEVRSSG 














AASCPDSDSICPAPTIAPGRATP 














PQANCWASEGTLRYQALPGNR 














APVSQVSQAGGANLCVQQPKK 














HLTNFKSGKRPLFTLFSNLQGP 














RSRPVAFLSKQLDLTVLGWPSC 














LWQQLLPP 


12912 


43280 


A 


12992 


1 


513 




12913 


43281 


A 


12993 


2 


462 


WSMGLPRRSGCVSLQPLSQEDL 














GRSQSESLGPEFQGLWEWLPEQ 














LPRSFIQALGSLSYFPRTLMNLS 














WPLCLRKWGYL/SLYLPFQVGL 














PSTVPWPLILPSKVPEEEGQLQS 














TLPCGIKLLPVFTSHHAFLGVFC 














NQWVSDVFLALFLMKLLGAQ 


12914 


43282 


A 


12994 


59 


213 




12915 


43283 


A 


12995 


1 


1159 




12916 


43284 


C 


12996 


1 


864 




12917 


43285 


A 


12997 


1 


1155 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or las) 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


12918 


43286 


A 


12998 


879 


1163 


SRRPLFMGLVRVLCKMSGRGP 

LCFPGGHWIVFLWGGTVLWLW 

T*SPHWHRKAN*DLFLQKLPRL 

♦VSHQCDPCLPVCHLWNCLFLL 

PLWGPPAG 


12919 


43287 


A 


12999 


1 


179 




12920 


43288 


C 


13000 


1 


410 




12921 


43289 


A 


13001 


42 


365 


FGLRLSLAPPFCMFPLTT*HS*P 
SVLPASFPAALG1PQARAVTPFV 
SP* LLASLSF WA PPCSLCLD AS V 
♦HGSHLWHAQSSCRLRWSFGL 
AASQMQPEEPSHGPRRK 


12922 


43290 


B 


13002 


1 


741 




12923 


43291 


A 


13003 


8 


265 




12924 


43292 


B 


13004 


1 


646 




12925 


43293 


A 


13005 


1 


1158 


MKLVTIFLLVT1SLCSYSGYWPE 

N EQMS VGGG DDNG E V L YS A LR 

GASEV1GQCQSSATKPRRSGKE 

SVREPWARVPGALGVGVREID 

QTLGIDTILCHHHERLLQSHYGI 

HKSSLMSVGNSQVAALYQLNV 

YVVADTVGLUKSNSILDSVQPN 

YCSNKHiELRTQVGGARNLRA 

NSPMTSSYNQESSSMENVSALS 

LLTVESPTSMFDYCDDSLERVK 

SALDIFSMUYTVTFFLGLAGNG 

LVIWVVGFHMSCTVNTCLPSDP 

HLHGPLTCDPVANLVLEQLHTS 

KGNSGALEDLAFGNLFLCSLLD 

LQGNSWWKVSPSLYNQYDLQ 

NETQGSHQLWKEH1PW*PSAFV 

V/SSGYWPENEQMSVGGGDDN 

GEV/RVFRPEGGFRGDRAVSVF 

SH*AEKIWEGISQRAL/VPEFQG 

LWEWV/CREIDQTLGIDTILCHH 

HERLLQSHYG1HKSSLMSVGNS 

QVAALYQLNVYVVADTVGLII 

KSNSILDSVQPNYCSNKHIELRT 

QVGGARNLRANSPMTSSYNQE 

SSSMENVSALSLLTVESPTSMF 

D YCDDSLERV KS ALDIFSM 1 1 YT 

VTFFLGLAGNGLVIWVVGFHM 

SCTVNTCLPSDPHLHGPLTCDP 

VANLVLEQLHTSKGNSGALED 

VSPSLYNQYDLQNETQGSHQL 
WKEHIPWHQTLVTTAHFFFGFF 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ 10 NO: 
of peptide 
sequence 


Met 
nuu 


SEQ ID NO: 

■ n I I*sCM 
in uooii 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

u/\ r lief 4mittfi ft /* ■ si 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop codon, / = possible nucleotide 
deletion, \=possible nucleotide insertion) 


12926 


43294 


A 


13006 




371 


AG A RFN VRSH * RN DRV RPH RD 

VYSLQGRLSDHSPTFQGCQTTQ 

GRLPWSFTLSGKFRFSGEGATT 

SPAHKNFQTPEPQWPGIPPEPPP 

TGACYTCRKSGHWAKECPQAR 

1PPKPHPICVGPH 


12927 


43295 


A 


13007 


11 


332 


RWKKNCLSPPRMS*QR*WKP* 
MQQAACSVGETQPPCTQVK*T 
ALLLTQSLFGGLFTRTHMKFGA 
VTRJGGPPLGDQSPVLLLFAP 


12928 


43296 


A 


13008 


1048 


1349 


RVVEQDDAERLFRRFRAA/GDL 
PYGAFGE1 F* ETQCQEMQQLAE 
DHASVTMISLEAWRLYRKMVC 
RfWASMLRLSVCHLCAPKRVW 
SLISRNGYHLPGS1H 


12929 


43297 


A 


13009 


213 


499 


PEQRTSHRQQQRRQPPPQSRS* P 
FCPSLPRSALSLSFLCDGYAAP* 
AYRE* IP VTEDHFAE* I/ISWCPC 
* YRE A LGQLLAKMRR* SARKRF 
QLSP 


12930 


43298 


A 


13010 


2 


431 




12931 


43299 


A 


13011 


2 


367 




12932 


43300 


B 


13012 


1107 


2083 




12933 


43301 


B 


13013 


1 


627 




12934 


43302 


A 


13014 


712 


2671 


AHVGRGST*ALPRAMGSDAF*C 
PLQ*MTPASFGSKAALSRVFIKE 
ALMMEDPCVVRKPLSAHMTA 
WWCRIWKAYLESV 


12935 


43303 


A 


13015 


50 


1362 


WEQIPHGLVLSLQQLPRRSGSIS 

LQPLSQEDLGRSQSESLGPEFQ 

GLWQWLSDFQT*HQWFVSGFQ 

AFSDRLKAALSASLLLRFGDSD 

WLPSSSACKCLMLGLHFVIVGN 

ICATLKEKYSSMLHLDVTMKK 

NGE1CRTRLQKRKKGMPPHPAY 

EDLNIAAITLPANVVLHQPSGFR 

TSGQLDPVWWSLDTDAHEIWC 

QDPGLGSGDFPWEITPLSSYSLL 

H EKDPPTTSG PQTDQPKK H LTN 

FKSKTKETGFIHGPKTPAPVTD 

WEGSLPLVFNHCRDTSLIIHPCF 

KGVRPRRDACLGPSPLAASPAF 

LEKGQDL1NLAFKVYNNRKKL 

QFLASTVRQTPATSPAHKNFQT 

TEPQQPGVPPEPPPTGACYMCR 

KIWPLGQANARSPGFLLSRVPS 

VWDPTGNRTVQLTWQPLPEPL 

ELWPKALCLTDSFPDLLGLAA 


12936 


43304 


A 


13016 


1 


507 




12937 


43305 * 


A 


13017 


5 


271 




12938 


43306 


A 


13018 


1 


618 





WO 01/075067 



PCT/USO 1/0863 1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


12939 


43307 


A 


13019 


1 


429 




12940 


43308 


A 


13020 


1 


3567 




12941 


43309 


A 


13021 


1 


353 




12942 


43310 


A 


13022 




338 




12943 


43311 


A 


13023 




1175 




12944 


43312 


A. 


13024 


3 


326 




12945 


43313 


A 


13025 


150 


494 


PSPSLGYLVGTRGTALRL*DAR 

AAM RPFDPSTLLPTCWDYWTY 

AGSLTTPPLTESVTWIIQKEPVE 

VAPSQLSAFRTLLFSALGEEEK 

MMVNNYRPLQPLMNRKVWAS 

FQATNEG 


12946 


43314 


A 


13026 


2 


975 


DSREHHPLQTGVSGNRPKMLG 

RNTWKTSAFSFLVEQMWAPLW 

SRSMRPGRWCSQRSCAWQTSN 

NTLHPLWTVPVSVPGGTRQSPI 

NIQWRDSVYDPQLKPLRVSYE 

AASCLYIWNTGYLFQVEFDDA 

TEASGISGGPLENHYRLKQFHF 

HWGAVNEGGSEHTVDGHAYP 

AELHLVHWNSVKYQNYKEAV 

VGENGLAVIGVFLKLGAHHQT 

LQRLVDILPEIKHKVDARAAMR 

PFDPSTLLPTCWDYWTYAGSLT 

TPPLTESVTWIIQKEPVEVAPSQ 

LSAFRTLLFSALGEEEKMMVN 

NYRPLQPLMNRKVWASFQATN 


12947 


43315 


A 


13027 


1 


1233 




12948 


43316 


A 


13028 


761 


1000 


IPF1SFSCLIALARTSNTMLNKSG 
ERGHPSLVPVFIGNASSFCPVSM 
ILAVGLS*IALHLRYVPSIPNLLR 
VFSMKGC 


12949 


43317 


B 


13029 


697 


1527 




12950 


43318 


A 


13030 


1 


1695 




12951 


43319 


A 


13031 


434 


925 


VAK.IFSHFVCCLFTLMVVSFAV 

QKLFSLIRSHLSILSFVAIDFGVL 

DMKSLPMPMS*MVMPRFSSRV 

FIVLGLTFKSLIHLELIFV*GVRK 

GSSFSFLHMASQFSQHHLLNRE 

SFPHCLFFSGFSKJR*L*ICGIISE 

GSVMFH*SISLFWYQYHAVLVT 

VAL 


12952 


43320 


A 


13032 


1124 


1234 


KITPKKQIRQSPNLTQNTGQQ*S 
LQLWEHFQISTHF 


12953 


43321 


A 


13033 


929 


1261 




12954 


43322 


A 


13034 


1118 


1354 


IPFISSCLIALARTSNTMLNRSGE 
KOHrCLVrVrKUNAJ>orrrr3lvll 
LAVGLSMALIILRYIPSIPSLLRV 
FSVKGC 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in Uoonf 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*— Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


12955 


43323 


A 


13035 


2 


348 


HQHLLFPDFLMIA1LTGMRWYL 

IVVLICISLRASDDEHF/YHVSV 

GCINVFF*EISVH1LRPLFDGVV* 

FFLVNLFKFFVDSGYEPFVRWV 

DCKNVLPFCRLPVHSDGSFFCC 

AEAL 


12956 


43324 


A 


13036 


578 


712 


LISNFSKVSGYKINVPKSQAFLY 
TKNRQTAKS*VNSHSQLLQRE 


12957 


43325 


A 


13037 


1 


1833 




12958 


43326 


B 


13038 


1 


1587 




12959 


43327 


B 


13039 


1 


1851 




12960 


43328 


A 


13040 


1349 


1444 




12961 


43329 


A 


13041 


953 


1277 


MVLPRFSSRVFMVLGLTFKPLI 

HLELIFV*GVNFV*GSSFSFPHM 

ASQFSQHHLLNRESFPHFLFLSG 

LSKIR*L*MCGIISEGSVLFHWS 

ESLFWYQYHAVLVTVAL 


12962 


43330 


B 


13042 


804 


4236 




12963 


43331 


A 


13043 


1 


744 




12964 


43332 


A 


13044 


137 


797 




12965 


43333 


A 


13045 


210 


418 




12966 


43334 


A 


13046 


1 


927 




12967 


43335 


A 


13047 


1 


1415 


MGFLGTGTWILVLVLPJQAFPK 

PGG SQDKSLKN RELS AERPLM E 

QIAEAEEDKIKKTYPPENKPGQ 

SNYSFVDNLNLLRAITEKEKIEK 

ERQS1RSSPLDNKLNVEDVDST 

KNRKL1DDYDSTKSGLDHKFQ 

DDPDGLHQLDGTPLTAEDIVHK 

IAARIYEENDRAVFDKJVSKLLN 

LGLITESQAHTLEDEVAEVLQK 

LISKEANMYEEDPNKPTSWTEN 

QAGKIPEKVTPMAAIQDGLAK 

GENDETVSNTLTLTNGLERRTK 

TYSEDNFRDFQYFPNFYALLKS1 

DSEKEAKEKETLITIMKTLIDFV 

KMMVKYGT1SPEEGVSYLEGL 

DEMIALQTKNKLEK\NATDN1S 

KLFPAPSEKSH EETDSTKEE A A 

KMEKEYGSLKDSTKDDNSNPG 

G KTDEPKG KNRSPI WKPIRK\N I 

EWLKKHDKKGNKEDYDPFQR* 

EVSFNNKADAWVEKGILDKEE 

AEAIKRIYSSL 


12968 


43336 


A 


13048 


1 


879 




12969 


43337 


A 


13049 


3 


640 




12970 


43338 


A 


13050 


134 


382 


DGRQLRRGSLGGALTGRYLLP 
NPVAGQAWPASAETSNLVGMR 
SQALGQSAPSLTASLPCVSKCW 
EN 1 PP WMN/WPPH ♦ IKH IQS 


12971 


43339 


A 


13051 


87 


500 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12972 


43340 


A 


13052 


1 


1356 




12973 


43341 


A 


13053 


1 


447 




12974 


43342 


A 


13054 


3 


107 




12975 


43343 


A 


13055 


3 


2377 




12976 


43344 


A 


13056 


1 


2193 




12977 


43345 


A 


13057 


1 


2724 




12978 


43346 


A 


13058 


253 


490 


QSSIPAIMSSFLGTGAETMPVPL 

G AG MRRTSTEPQR VCFCTG I IF 

KTSSLRE APRKKSM I SDSLMG R 

E/WMPVTKLGRLVKDMKIKSLE 

EIYLFSLPIKESEHDFFLGASLKD 

E VLKIMP VQKQTRCG S VL V RLI 

PAPRGTGIVSAPVPKKLLMMA 

Gl DDCYTSARGCTATLGNF/AK 

ATFDAISKTYSYLTPDLWKETV 

FTKSPYQEFTDHLVKTHTRVSV 

QRTQAPAVATT 


12979 


43347 


A 


13059 


1 


819 




12980 


43348 


A 


13060 


1 


623 


MARRKNGKWESEIIDFCLGGSL 

KDE VLK.I M PVQKQTRAGQCTR 

FKAFVAIGDYNGHIGLGIKCSK 

E/LATAIRRA 1 1L AKLSI VP VCRG 

YWGNKISKPHIVPQRGTGIVSA 

PVSKKLLMMASINDCYTSARG 

CTAILGNFDKATFDAISKTYSYL 

TPNLWKETVFTKSPYQEFTDHL 

VKTYTRVSMQSTQAPALAKLP 

RVAVQPRAEV 


12981 


43349 


A 


13061 


1 


949 


KWR1TPVPTGRP/GGPGGPGMG 

KPRCF/RG EVFGIVIR AGSPGPG 

TGPGRGVG EAAG AKAED*E\WM 

PVYTKLGRLVKDMKIKSLEEIYL 

FSLAIKKSEIMSFLLGGLLSRDE 

VFE* LCPVQEQ\TRAGQ/RATRF 

KAFVALTTLGTTNGVHVGLGC* 

VPPREVATGNSWGPFILGQALH 

SSPVRRGLLGGTKNSAKPPTLV 

PWQR*PRAACGLCAGYAFIPLQ 

PRGQLASVSA\PVP\KKLLMMA 

GTDG\CNNSQRRGCTATVG\NL 

AKATTFDAISKTYSYLTPDLWK 

ETVFTKSPYQEFTDHLVKTHTR 

VSVQRTQAPAGATT 


12982 


43350 


A 


13062 


92 


265 


SFELFADKVPK1 A/WLDGK.HVV 

FGKVKEGIVfNIVEAMERFGSRN 

GKTSK.KITIADCGQLE 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USoIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn t 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


12983 


43351 


A 


13063 


2 


797 


NRVLLAMVNPTVFFDIAVDGEP 

LGRVSFEVRGLDTKK*LLI*SIK 

LC*QIG\LFADKVPKTAENFR/A 

L*SIEEKGFGL*GVPCFHRLFPR 

VLCVRGGDFHTAINGT\GGKSl\ 

YGEK\FEDENFI\LKHTGPGILSH 

GKMLDPNTNGSQFF1CTAKT\E 

WLDGKHVWFGKVKEGMNIVE 

AMEA\FGSRDCKTSKKITIA\DF 

GQLRIKFDFVFLSLTTKIISFCAL 

LSG EHPLHPI WLG VI LESM WLS 

LAVPFWVPCFPCSLPCLAGLQS 


12984 


43352 


A 


13064 


1 


720 




12985 


43353 


B 


13065 


98 


2074 




12986 


43354 


A 


13066 


596 


84) 




12987 


43355 


A 


13067 


66 


326 




12988 


43356 


A 


13068 


1 


441 




12989 


43357 


A 


13069 


2 


325 


WC PSQ A A A AG A RATRDM PEG S 
MTCLCRALWWLFSWLKVHR*R 
QGQQG RPAAPSAGPAKPTPTRN 
SSWLLLAAPVPTRTSPSTPPCKL 
REPAPALASPERGSHSAAVG 


12990 


43358 


A 


13070 


38 


1066 




12991 


43359 


B 


13071 


1 


324 




12992 


43360 


A 


13072 


2 


680 




12993 


43361 


A 


13073 


2 


165 




12994 


43362 


A 


13074 


1 


1110 


MASLLKSARPQTHWKEETPETS 

KRLKEQTPDIPSLRAVTLIAKVH 

SFIPEVCETKNPLEGIHSGHILAP 

NVGPSPSRRQARVQVFENVSVR 

ATKSDLPQSSLWSRRKTTVSAA 

ASKKTS KEI SKG PQKPPG Y/PVT 

SPSSCRGRGIWPNP/EYMSTSPS 

LI */SQIK VDLGKISDDPDR Y I D V 

LQGLGQTLDLSWRDVMLLLDQ 

TLAFNEKNAALAAAQEFGDTW 

YLSEVNDRMTAEERDKFPTED 

GEPIKCDCQQIIVQTYAAQDD1L 

EVPLANPDLNLYTDGSSFVENG 

IRRAGYAIVSDVTILERPNLFRA 

IQQVVKACEVCQRKNPLVHPP 

NYLYKTLNLTHSLLNQSNPSLA 

NDCWLCSSLSVSAEPYN 



WO 01/075067 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, V=possible nucleotide insertion) 


12995 


43363 


A 


13075 


450 


1776 


RGGRACLRP*AA/SPGPSTP*WP 

PPRGVQAAAILSGPPRPAPPKG 

A ASQRLCGG FVEA RQA WVG RR 

GGRRGPVGETQPPPSV1QPPSRG 

AG/PRDQQPAMPEPPTPSVGSC 

AARASQ1SAAPCSTAPSP1DHPR 

AEECRRTVWDWQAAPPAAQV 

RDPLGEASWAPESGGDVENLY 

VLLRDCKYTSQHPVSSSGSVNA 

PIDTLYLATLLRDCKYTNRHSV 

SSSRFVNTPISTVSSSEFANAPID 

TLHLATLKEETPNTSEHQKEQT 

PDMPPLRTVTVTARVRGF1LDV 

SETKNPPI PDTFWRPR WDLRQS 

PSNQTL A FNEKN A ALA A AQEF 

GDTWYLSQVNDRMTAEERDKF 

PTEF1PSSGFLVLLTSRMKPQTF 

AASVTALKDGVSRVCSFRCVQS 

FFLPSADWCIYKPLARYRALIG 

AFLQSAHWCVYKPLARHSVLI 

GAFTNL 


12996 


43364 


B 


13076 


1 


1999 




12997 


43365 


A 


13077 


3 


469 




12998 


43366 


A 


13078 


224 


410 




12999 


43367 


A 


13079 


478 


675 




13000 


43368 


C 


13080 


55 


237 




13001 


43369 


A 


13081 


109 


239 




13002 


43370 


A 


13082 


2 


88 




13003 


43371 


A 


13083 


2 


178 




13004 


43372 


C 


13084 


278 


460 




13005 


43373 


C 


13085 


50 


217 




13006 


43374 


A 


13086 


3 


251 




13007 


43375 


A 


13087 


1 


759 




13008 


43376 


A 


13088 


2 


604 




13009 


43377 


A 


13089 


1 


558 




13010 


43378 


A 


13090 


3 


1055 




13011 


43379 


A 


13091 


1 


466 


MDfCFLDTYTLPRLNQEEVESLN 

RPITGAEIVAIINSLPTKKSPGPD 

GFTAEFYQRLISNFSKVSGYRIN 

VQES\QA FL YTINRQTESQI MS A 

LPLT1ASKR1KYLGIQLTRDVKD 

LFKENYKPLLNEIKEDTNKWK 

NIPCSWVGRINIVKMAILPK 


13012 


43380 


A 


13092 


2 


848 




13013 


43381 


A 


13093 


458 


625 




13014 


43382 


A 


13094 |482 


745 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13015 


43383 


A 


13095 


1 


742 


MN1DAKILNK1LANRJQQH1KJCL 

IHHDQVGFIPGMQGWFNIRKSI 

NVIWHINRTKDKNHMI1S1DAE 

KVFDKIQQPFMLKTLNKLGIDG 

TYLKILRAIYDKPTANIILNGQK 

LEAFPLKTGTRQGCPLSPLLFN1 

VLEVLARAIRQEKEIKGIQLGKE 

E VKPSLFA DDV1 V YLEN PI IS VQ 

NLLKLISNFSKMKYLGIQLTRNV 

K YLFKEN Y KSLLNEIKEDTNK 

WKNIPCSWIGRIN1VKMAILPK 


13016 


43384 


A 


13096 


1 


1458 




13017 


43385 


A 


13097 


2 


1624 




13018 


43386 


A 


13098 


1 


1095 




13019 


43387 


A 


13099 


1 


2913 




13020 


43388 


A 


13100 




1887 




13021 


43389 


A 


13101 


1 


972 




13022 


43390 


A 


13102 


1 


873 




13023 


43391 


A 


13103 


1 


1365 




13024 


43392 


A 


13104 


1 


867 




13025 


43393 


A 


13105 


1 


591 




13026 


43394 


A 


13106 


1 


990 




13027 


43395 


A 


13107 


1 


2109 




13028 


43396 


A 


13108 


1 


843 




13029 


43397 


A 


13109 


1 


1203 




13030 


43398 


B 


13110 


1 


1221 




13031 


43399 


A 


13111 


1 


1092 




13032 


43400 


A 


13112 


1 


931 




13033 


43401 


A 


13113 




1293 




13034 


43402 


A 


13114 




544 




13035 


43403 


A 


13115 


3 


718 




13036 


43404 


A 


13116 


693 


1397 


ARAEVKLSLFADDM1VYLENPII 

♦ARAEVKLSLFADDM1VYLENP 

IISAQNLLKLISKFSKVSRYKiNV 

QKSQAFLYTNNRQTESQIMSEL 

PFT1ATKRIKYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWIGRINIVKMAILPKVIYRF 

SAIPIKLPMTFFTELEKKNWLAI 

CRKLKLDFFFIPYTKIMSRWIKD 

LNVRPKTMKTLEESLGNTIQDI 

G IGKDFMTKTPKA MATKAKRA 

SAQQKKLPSE 


13037 


43405 


A 


13117 


1 


2814 




13038 


43406 


A 


13118 


1 


1302 




13039 


43407 


A 


13119 


1 


1542 




13040 


43408 


A 


13120 


3 


1327 




13041 


43409 


A 


13121 


1 


1023 




13042 


43410 


A 


13122 


1 


1448 




13043 


43411 " 


A 


13123 


1 


1038 




13044 


43412 


A 


13124 


3 


1711 
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SEQID 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

* = StOD codon. /=DOSSihlp nurlpntirlp 

v * w l' / \j lull. IIUI>ICUIIUC 

deletion, \=possible nucleotide insertion) 


13045 


43413 


B 


13125 


1 


1756 




13046 


43414 


A 


13126 


1 


923 




13047 


43415 


B 


13127 




1515 




13048 


43416 


B 


13128 




1560 




13049 


43417 


A 


13129 




4032 




13050 


43418 


A 


13130 




2684 


MVKGSIQQEELT1LNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1DIMRTLH 

PKSTE YTFFSA PHHTY S Kl DHI V 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTPWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETN KN (CDTTYQN L WD A FKA V 

CRGKFIALNAYKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKJRAELKEIETQKTLQKINES 

RSWFFERJNKIDRPLARLIKKKR 

EKNQIDTIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DTFLDTYTLPRLNQEEVESLNR 

PITGSEIVAI1NSLPTKKSPGPDG 

FTAEFYQRA1YDKPTANIILNGQ 

K L E A FPLKTGTRQGCPLSPLLF 

N1VLEVLARAIRQEKEIKGIQLG 

KEEVKLSLFADDMIVYLENPIV 

SAQNLLKLISNFSKVSGYKINV 

QKSQ A FL YTKNRQTESQLMSEL 

PFTIASKR1KYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWVGR1NIVKMAIL\PKVIYR 

FNAIPIKLPMTFFTELEKTTLKFI 

WNQKRAR1AKSILSQKNKAGGI 

TLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSEIIPHIYN 

HLIFDKPEKNKQWGKDSLFNK 

WCWENWLAICRRLKLDPFLTP 


13051 


43419 


A 


13131 




1149 




13052 


43420 


A 


13132 


127 


329 




13053 


43421 


A 


13133 




1132 




13054 


43422 


A 


13134 




1020 




13055 


43423 


A 


13135 


803 


2009 




13056 


43424 


A 


13136 




1944 




13057 


43425 


A 


13137 




1282 




13058 


43426 


A 


13138 




2423 




13059 


43427 


A 


13139 




2694 




13060 


43428 


A 


13140 




1195 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 

noo 


SEQID NO: 

in 1 ICCM 

in u^oiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
couon lor iasi amino aciu 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
#= Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13061 


43429 


A 


13141 


6082 


6984 


KLAQDRDALSPPLLFNIVLEVL 

ARA1RQEKEIKGIQLGKEEVKLS 

LFADDMIVYLENPIV\SAPKSPL 

RLISNVS\KV*GYKINVQKS\QA 

FLYTNNTDKQESQIMSELPFTT 

ASKRJKYLGIQLTRDVKDLFKE 

NYKPLLKEMKEDTNKWKNIPCS 

WVGRIN1MKMA1LPKVNYYRFI 

NSMPSIP1 KL\PMTFFTELEKN YF 

KVHMEPKKSPHCQVNPKTKEQ 

SWRHQRYLTSNYILQGYSNQK 

STISMVLVPKQHGTGTKTEI IDQ 

WNRTEPSEITPH I YN YLIFDK PL 

LEKNKQWGKGFP1 


13062 


43430 


A 


13142 


193 


335 


M VEEKLTLPKDEK* KSKQRSI Y 
RKTLQELKNKNEKRNRKNKW 
QVKTH 


13063 


43431 


A 


13143 


131 


427 




13064 


43432 


A 


13144 


1 


360 




13065 


43433 


A 


13145 


2 


376 




13066 


43434 


A 


13146 


1 


360 




13067 


43435 


A 


13147 


2 


376 




1306S 


43436 


A 


13148 


3 


469 




13069 


43437 


A 


13149 


224 


410 




13070 


43438 


A 


13150 


478 


675 




13071 


43439 


A 


13151 


32 


161 




13072 


43440 


A 


13152 


1 


1671 




13073 


43441 


A 


13153 


1 


1656 




13074 


43442 


A 


13154 


62 


1295 




13075 


43443 


B 


13155 


149 


320 




13076 


43444 


A 


13156 


12 


89 




13077 


43445 


A 


13157 


28 


417 




13078 


43446 


A 


13158 


2 


440 




13079 


43447 


A 


13159 


190 


553 


E1VREGASFSIRHLRWSRHRKC 

RFSVKTLTGEDPSTLEV\EPS\DT 

IE\NVKAK\IQDKEGI\PPDQQRL/ 

VSFAGKQL\EDGRDSLSGY\NIQ 

KGSLLLHPCV*DFRGGAKKKEE 

ESLYTTSPRKD 


13080 


43448 


A 


13160 


3 


415 


PVKA'GA*GGQVINGVLAQV*L 

TVGPVGPRTHPVVIFPVPECRIG 

RDILSSWQNPHTGSLTGRVRAF 

M VGKAK WKP* ELPLPRKTVNQ 

KQYRI PGG 1 AEI S/A/T1KNLRRG 

VVIPTTSRFNSPIWPVQKTDGS 

W*TAADY 
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SEQ ID 

NO: 


SEQ ID NO: 

of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


13081 


43449 


A 


13161 


5 


405 


HCCGIPHSIASEQDTYFMAKEV 

WQWAHAHG1HWSYHVPHHLE 

AAGLIEQWNGLLMSQLQHQLG 

DNTLQGWGKVLQKVVYALNQ 

RSIYGTVSPIARIHGSRNQGVEV 

EVALLTVTPNDPL/GKY*LPVPV 

TLHSDR 


13082 


43450 


A 


13162 


138 


387 




13083 


43451 


C 


13163 


184 


297 




13084 


43452 


A 


13164 


1 


430 




13085 


43453 


A 


13165 


1 


867 




13086 


43454 


A 


13166 


35 


601 


CLSRRASPVYLASMSGRGKTG 

G\KARA\KAMSRSSRAGRPSSQ 

VGR\VHRLLRKGHYAERV\GRR 

QPCCYLGG*CMEYLTS*ESWS 

MAG\N A ARNN\KKTR] IP\RHLQ\ 

LAMRNDEELNKLAWAALTIAQ 

GSR/VLPN1QARCCGPR*TSATV 

GVPKAPSGGEERATQASARSTK 

RARAAAGRPSVPMPPQRPF 


13087 


43455 


C 


13167 


11 


313 




13088 


43456 


B 


13168 


1 


552 




13089 


43457 


A 


13169 


1 


621 




13090 


43458 


A 


13170 


55 


296 




13091 


43459 


A 


13171 


959 


1182 


WVYLF*PSCKGVIYP*AAGFESI 

FWWVTINKNIDWINYIYYNQQ 

QFMNYTRDAVKGIAEQLGTNC 

QMAWENRIALDMILAERGGVC 

IMIKTECCAFIPNNTAPNGSITK 

ALQGLTALSNELASSSGVNDPF 

TGWLEKWFGKWKGITASILTSL 

TAVMGVL1LVGCCVIPC1CGLV 

QRHRGPPLVVIETKPLGLERLA 

GLPVGHALKLGSGIQATPQNGE 

NADRREAFPAAS 


13092 


43460 


A 


13172 


I 


540 




13093 


43461 


A 


13173 


2 


142 




13094 


43462 


A 


13174 


42 


384 




13095 


43463 


A 


13175 


102 


329 




13096 


43464 


A 


13176 




1257 




13097 


43465 


A 


13177 




378 




13098 


43466 


A 


13178 




1143 




13099 


43467 


A 


13179 


■ 


481 


SDSELNRPRVTMKFNPFVTSDR 

SKNRKRHFNAPSHVRRKIMSSP 

LSKELRQKYNVRSMPIRKTDEV 

\Q V VRG H Y KGQQ IG QG SPRCTR 

KKYVIYIERWQREKXANGTNCS 

TWGISPKARWLFTRLKLDKDR 

KKILERKAKSRQVGKEKGKYK. 

EELIEKMQE 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— StOD codon. /=MKsible nude ntitiY 

W| V|/ WWII) 9 JFVr«>JI UK IIUVIVUI lUt 

deletion, \=possible nucleotide insertion) 


13100 


43468 


A 


13180 


39 


556 


AAAGYFAEDCEASCVCVKHPP 

SVKKARCFLSELIKKPSGGSVTL 

SESTAIISHGTTGLVTWDATLYL 

AEWAIENPAAFTNRTVLELGSG 

AGLTG/VAICKJVIYRPRAFIFSDC 

HSRVLEQLRGNVLLNGLSLEAD 

JTANLDSPRVTVAQLDWDVAT 

VHQLSAFQPDVV1AADVLY 


13101 


43469 


A 


13181 


46 


231 




13102 


43470 


A 


13182 


1 


1503 




13103 


43471 


A 


13183 


3 


340 


FFFANTFYCVFNVLVNAPLRFL 

SLPSTQSLEAKLRDSSDSELRRD 

ILQKVRIPESLGLMTLPPESLRK 

T*EKNRRCACTL*K\TPVQRTKP 

LSQHCRWVWAPPTAPALSFSKT 


13104 


43472 


A 


13184 


2 


594 




13105 


43473 


A 


13185 


1 


1470 




13106 


43474 


B 


13186 


79 


1355 




13107 


43475 


A 


13187 


248 


540 




13108 


43476 


A 


13188 


386 


1388 




13109 


43477 


A 


13189 


386 


1334 




13110 


43478 


A 


13190 


3873 


4070 




13111 


43479 


A 


13191 


146 


510 


PPCAVVCLLWIAAVYCLSTTFC 

APLCGQNTWLPKPCRHVNRAA 

SNASVSLSTVTLFSRLS*PQRKG 

SELLDSSGPLPASPSLPLCSGVS 

PRAGLGS A WPKIPFLG I REAKN 

PRSENTRLTT 


13112 


43480 


A 


13192 


21 


95 


KCSSNGAPDAVHE*DLPWTPGP 
AC 


13113 


43481 


B 


13193 


1 


477 




13114 


43482 


A 


13194 


228 


935 


PLSSSMAAELEFAQ1IIIVVVVTV 

MVVVIVCLLNHYKVSTRSFINR 

PNQSRRREDGLPQIMHAPRSRD 

RJFTAPSFIQRDRFSRFQPTYPYV 

QHEIDLPPTISLSDGVEEPLLYQV 

PCTLQLRDPEQQMELNRESVRA 

PPNRTIFDSVDLIDIAMYSGGPCP 

PSSNSGISASTCSSNGRMEGPPP 

TYSEVMGHHPGASFLHHQRSN 

A H RG SRLQFQQNN A EST1 V PI K 

GKDRKPGNLV 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


13115 


43483 


A 


13195 


526 


1629 


F YSFDSARG EPA RPWRVRG LEG 

RVELGQQLGLLTLGPAFPGGLG 

GTQRVGLPGPAGPGAGEEGQA 

GPAEAGQVPVGGLADEAVEHG 

VGDAVEAGEQEGEVVGVENAL 

GEVAAGLPDAAHQQQHWGQ 

EAGQEDDHGAEHQPLDLVLAA 

LLGAVAPAHGAQDALVGRQQ 

QADGEEEA/LPGSGSS* WHA AM 

PGWGSAQSTRGAGSRPR*PPRA 

SGSRCWSAAPWPR*PR*RRRPP 

SGSGTGGSGRDGPQPGSGPR/T 

M QQRKPTLM * M FS Y RRMRTPG 

RTGRRETSCRAAARTAARRAA 

SRCRRGRPPSGCTGTRPARSGP* 

SAGSVEVEGQAVGREAHHQHG 

NIDHRGQRLVDGMVDGTAHRG 

VVCSDVPH 


13116 


43484 


B 


13196 


2699 


7361 




131 17 


43485 


A 


13197 


67 


1523 




13118 


43486 


A 


13198 


1 


287 




13119 


43487 


A 


13199 


2 


563 




13120 


43488 


A 


13200 


96 


401 




13121 


43489 


B 


13201 


1 


480 




13122 


43490 


A 


13202 


1 


924 




13123 


43491 


B 


13203 


13 


1512 




13124 


43492 


A 


13204 


1 


402 




13125 


43493 


A 


13205 


609 


803 


RDPRHNPSSA\FQAGGIALLMLI 
TRGEDLTGGVIHQYPGPGMNL 
WMQGTAGNQRRAAENAAQQQ 


13126 


43494 


A 


13206 


3 


526 


VTETALTLPYLVAKHGYFLPQD 

LAKRTETMNWLFWLQGAAPFL 

GGGFGHFYHYAPVKIEYAINRF 

TMEA1CRLLDVLDKQLAQHKFV 

AGDEYTIADMAIWPWFGNVVL 

GGVYDAAEFLDAGSYKHVQR 

WAKEVGERPAVKRGR1VNPTN 

GPLNEQLHERHDPSDFQTNTE\ 

NNRQG 


13127 


43495 


A 


13207 


1 


250 




13128 


43496 


A 


13208 


1 


489 




13129 


43497 


A 


13209 


209 


601 




13130 


43498 


A 


13210 


1 


96 




13131 


43499 


A 


132! 1 


1 


1 1 10 




13132 


43500 


A 


13212 


1 


595 




13133 


43501 


A 


13213 


1 


240 




13134 


43502 


A 


13214 


1 


675 




13135 


43503 


A 


13215 


1766 


1957 




I J 1 JO 


43504 


A 


13216 




426 




13137 


43505 - 


B 


13217 


94 


3238 




13 138 


43506 


A 


13218 


1 


2370 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoo Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

* = Slrtn c ftflnn /snnccihlp nurfofitinV 

deletion, V=possible nucleotide insertion) 


13139 


43507 


A 


13219 


1 


2796 




13140 


43508 


B 


13220 


43 


566 




13141 


43509 


A 


13221 


1 


903 




13142 


43510 


A 


13222 


3 


no 




13143 


43511 


A 


13223 


2 


755 




13144 


43512 


A 


13224 


1 


1338 




13145 


43513 


A 


13225 


1 


807 




13146 


43514 


A 


13226 


1 


918 


MARADTVSVPMFMGLAAKPC 

WRDTEPNTGYRGPHVRNIQLT 

HDPRLDYRSI/LID1NDIGQTFHE 

RLHPDAQLSNAILVHNKKGGP 

L ADGI V ITPSKN PPEDGG IK.YNP 

PNGGPAWPTSLKWWKTGPTHC 

WPMA*KA*SVSP\RRSDGIRSKN 

DVIDTSDDDM**QCLSRRSN\G 

HPGAKVANLVPK.TTFIDGVDQT 

SFFLGTNGQSNRKAEHYFLNGK 

LAAVRMDEFKYHVLIQQPYAY 

TQSGYQGGFTGTVMQTAGSSV 

FNLYTDPQESDSIGVRHIPMGV 

PLQTEMHAYMEILKKYPPRAQI 


13147 


43515 


A 


13227 


1475 


2904 


FWRAAAP1PDCWRSGAVKKQH 

VE VTQLD WTPPG RQ YAG PI PCS 

RRG YCPLPRSGS VR W A DL/FPP 

A/LD/LAGHPG/AKVANLVPKTT 

Fl DG VDQTSFFLGTNGQSNRKA 

EHYFLNGKLAAVRMDEFKYHV 

LIQQPYAYTQSGYQGGFTGTV 

MQTAG SS VFN L YTDPQESDSIG 

VRH1PMGVPLQTEMHAPGLPLA 

SSMKRWIRRATGFIFGKEQFED 

VVPVLGSKVNGVQFNAELVAD 

SLGISQIRCRCAIFLTVVFFPVLH 

KQAFDLISLLLQQPGRNGGIDT 

AGHADDYFFCGFRHWITHD1EL 

QGGARQKDAADHYLAGDIESL 

PLATATFDLAWSNLAVQWCGN 

LSTALRELYRVVRPKGVVAFTT 

LVQGSLPELHQAWQAVDERPH 

AN RFLPPDEI EQSLNG VH YQHH 

IQPITLWFDDALSAMRSLKGIG 

ATHLHEGRDPRJLTRSQLQRLQ 

LAWPQQQGRYPLTYHLFLGV1 


13148 


43516 


A 


13228 


215 


525 


LAWARRCRRLLAKATSLIRAPS 

SEMRASTPCRGQRRPSGYSWY 

GRSPRAVLEGLRVGAHLSRAN 

CPWPSR/SQVVEL1PDGFPVFLD 

FTK1PGRDTQNEHIVLLH 


13149 


43517 


A 


13229 


1 


942 




13150 


43518 ■ 


B 


13230 


1 


1201 




13151 


43519 


A 


13231 


685 


921 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13152 


43520 


A 


13232 


2 


251 




13153 


43521 


A 


13233 


2 


1 AA 

100 




13154 


43522 


A 


13234 


5 


"1093 




13155 


43523 


A 


13235 


2 


482 




13156 


43524 


A 


13236 


1 


2496 




13157 


43525 


A 


13237 


572 


912 


RCRPDKAFTPHPAIGARCLMRR 

LRVLSCLQPLPNVGWIRRLRRJR 

QFSAPDEGAKCRVAILQ/DFDA 

QYGRFLEVTSGAQQRFEQTD*K 

HAAALPFFFPSSAYSLAA1SVVF 

GFR 


13158 


43526 


C 


13238 


5 


127 




13159 


43527 


A 


13239 


1 


AAA 

444 




13160 


43528 


A 


13240 


17 


26 1 




13161 


43529 


A 


13241 


173 


397 




13162 


43530 


A 


13242 


169 


42 1 


LKPKNLDEKLLPASSSSCR1WA 
TSP VH H L WQ V LKK 1 L FG WNPT 
KSPRCLS/TRQAMFSLSKKASLP 
WTIAARSADQRCRTRJAEL 


13163 


43531 


A 


13243 


17 


744 


RPHQEQRIAGCGVNALSSLRSA 

TAVGM1RRASVASG/DRAPIAG 

CGVNALSGLHRHFIEVTCTHFL 

LVRYEGIAIFRGGKFRLLHFLN 

VVLHTLALGIGVCQVKHVEPH 

AVDTCQGDELELVAHIRQLLLE 

AGNSFVVEVYLPVERRRAV1SQ 

QFARIFRVDSLCKATRQFQIRRG 

RSHQTGQHMGIRRQVDAAHAD 

DRKTSGRVPPLIQVCPAHSSEA 

VVVVDVDVDVDVDVDVIGAV 


13164 


43532 


A 


13244 


954 


H04 




13165 


43533 


B 


13245 


54 


H69 




13166 


43534 


A 


13246 


35 


3066 


VGHSTRPAASPGPAAGIGRSPA 
RLVQQPQRSL A KPLN RPAQQR 
GLLPQRRHPKRTRKRRKQAQN 
PQKRLPHRQPVRRRHRHHRRLL 
QKMRRPDKRQQRRAAPRRHPR 
RRQRLLAVRRRQLRAKVRRNP 
RQRAPRQQLNGQR1LHPPWRLR 
MQVRRKRG*YSSAVRPTVRLrC 
RWRQRQRQ*NQPMTMQRNVC 
RKTRTAL1 YP/ Y KXjCFLNN 1 N A V 
1 UrAL/rvKOiVlK T VKVINArAU 

ATSGKYYPVVVMRSAGSFH1 


13167 


43535 


A 


13247 


1 


2919 
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SEQID 

NO: 


SEQ ID NO: 

nf rbpntirit* 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

fnrflfinn nf firct 

1 WilllVII VI 111 Ol 

codon for peptide 
sequence 


Nucleotide location of last 
codon for hist 3 mi no acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*— Ston end fin /—na^Kt hl^ niirlpntiflf* 

deletion, \=possiblc nucleotide insertion) 


13168 


43536 


A 


13248 


1 


3211 


MEFTSLTPDDLRVLELYRTPFS 

DGYVFHSMQFH1FDLLKSGQN 

VVLSAPTSMGKSAIVDSLLGMG 

TLKRL V L V V PTVA L ADETRRRL 

QERFGDRYQI1HHSSQVCHSDQ 

AVYVLTQERVNERDD1VDIDLF 

V1DEFYKLAFRQLKSGDIDHQD 

ERVIELNIALSKLLKVSRQFYLT 

GPFVNS1RGLEKLGYPHTFVST 

DFNTVALDVKTSASKRMTTKP 

SSKRWGKSRTCVDADH1KNGIG 

L H FG ALPR A LQQYT 


13169 


43537 


A 


13249 

> 


486 


3882 


LRLRGEALPVASGCLANATDTP 

AGTTL WADTERHA VQ* *TCEA 

DTLGSCGYAAKPCLSPVAVWQ 

MLLTRLLEQHYGLTLNDTPFSD 

EPVLTAPIDAAALRGIEFGKFQL 

GNMVVGDIIECGSDVTDYAVG 

DSVCGYGPLSETVIINAVNNYK 

LRKMPQGSSWKNAVCYDPAQF 

AMSGVRDANGARRGFWWGGL 

GAIRVQLAFKWLNAAGRLPGG 

GLGGPIPYSAHRCDIARRHGAD 

FCLNPIGTDVGKEIKTLTG 


13170 


43538 


B 


13250 


1 


1116 




13171 


43539 


A 


13251 


729 


985 


SA PPQLAPSLPDRATDPDTC WP 
PG * RP\RYLPSRQI DCFNTRFRLL 
QRLTASQCAEAVDVAFFRLTV 
QQTPH FRCAQLRQRAFRID 


13172 


43540 


A 


13252 


395 


605 




13173 


43541 


A 


13253 


1 


1140 


MIYVFVTVKHRNDHFTKNTLA 

SYRGRTLLGTLFKGVYHLYKD 

ETYLYQSGKGHT1QEVRIVKGL 

NNPDLDAAVGEDLAQQLRDEL 

ELVKGASNEFDKELFLAGEITP 

VFFGTALGNFGVDHMLDGLVE 

WAPAPMPRQTDTRTVEASEDK 

FTGFVFKIQANMDPKHRDRVA 

FMRVVSGKYEKGMKLRQVRT 

AKDVVISDALTFMAGDRSH/AY 

PG DILG LH\NHGTIQ1 GDTFTQG 

EMMKFTGIPNFAPELFRR1RLK 

DPLKQKQLLKGLVQLSEEGAV 

Q VFRPI SNNDLI VG A VG VLQFD 

VVVARLKSEYNVEAVYESVNV 

ATARWVECADAKKFEEFKRKN 

ESQLALDGGDNLAYIATSMVN 

LRLAQERYPDVQFHQTREH 


13174 


43542 


A 


13254 


1 


1495 | 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firsl 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


13175 


43543 


A 


13255 


372 


1365 


IRYFENRGLFAHCATRTGQFPP 

HCILASYKCGEQPDSSSNHPRN 

LFVWRSNLLGSSG'vKGHEYMQ 

KYLLGTESGIQGEELGASDGIKP 

EE VE WQTA AI EG KLDLL VTLDF 

RMSSTCLFSDIVLPTATWYEKD 

DMNTSDMHPFIHPLSAAVDPA 

WESRSDWEIYKGIAKAFSQVCV 

GHLGKETD VVLQPLLHDSPA EL 

SQPCEVLDWRKGECDLIPGKTA 

PN 1 VA VERDYPATYERFTSLGP 

LMDKLGNGMDLTDYANMALSI 

PSANTD1WNLEQDTVGTRLTNS 

RHGLADNGGAWVSYFGGNFN 

GDNGTINYDQDVNGIMVGVDT 

KIDGNDG 


13176 


43544 


A 


13256 


3 


1444 




13177 


43545 


A 


13257 


61 


1058 


LPYLIALLARAWFNGLLTSRTR 

LY1KGNGIVDLPKLQEMVADVS 

HHFPLRLPAPTPKALYSPCEIRH 

LAINVNLEYDPTAAFRNQVVHF 

DFRKLDVFSFGENQNCLVGNV 

DLIAYRNSWNEVRTLHFNGEQS 

MIEALKTILGKMHQDAAPPDSV 

EVFCYSQHLRGLIRTRVQQLVS 

ECIELRLSSTRQETGRFKALRVS 

GQTWGLFFERLNVSVQKLENAI 

EFYGAISHNKLHGLSVQVETNH 

VKLPAVVDGFASEGIIQFFFEET 

QDENGFNIYILDESNRVEVYHH 

CEGSKEELVRDVSRFYSSSHDR 

FTYGSSFINFNLQDPYLRARVSI 


13178 


43546 


A 


13258 


1 


1133 




13179 


43547 


A 


13259 


2 


240 


1SSARHFGALACTLELGKALTF 
GQNDLRQFAVTASAIAALL/SR 
HSPSFEMHMASDTLNFMPFEK 
GTLLAQDGEERFTVTH 


13180 


43548 


A 


13260 


1 


358 


LPFLPSGLRGLAAENKIRRPHSA 

GSFLGPPCGLRGKLV/ISAAALM 

STTIPISRVQGLLQFLNSKSPISR 

AERSWSTFGASAAFLTTLASLL 

FLFPPLAISSLANSFAKVFPPTPC 

AGSP 


13 loJ 


A i ca r\ 


A 


1 JZOI 


1 
1 


16^5 




111 

1 j 1 oZ 




A 


\5lol 


J 


1363 




I J 1 O J 


*tjjj i 


A 
r\ 




J 






13184 


43552 


A 


13264 


15 


280 




13185 


43553 


A 


13265 


6 


363 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of lasl 


Amino acid sequence ( X~Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


Oltf|l LUUull) /- UUddlUll HUIICUIIUC 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \-possible nucleotide insertion) 










sequence 






13186 


43554 


A 


13266 


78 


346 


TRYAMLTRHDNHLSKFYLARG 














RYRADFHAPETNTGERCYRYK 














PLPYWLE*RRGRNRYPALQ*TM 














FLPA DG PA RCLSRQA A ILK ES V 














LPK 


13187 


43555 


A 


13267 


568 


831 


ELQRHVLVVFAGFWIVKNSRN 














LFLVCRAEHKRSVVKGLLRQQ 














GQGFWFHFQDGFAVEVGNAN 














VIGSE*1VFGIVFPHRERCLVDK 


13188 


43556 


A 


13268 


3 


419 




13189 


43557 


A 


13269 


1 


561 




13190 


43558 


A 


13270 


1 


741 




13191 


43559 


A 


13271 


2 


1040 




13192 


43560 


B 


13272 


1 


1974 




13193 


43561 


A 


13273 


2111 


2340 


EVF1RDKLMERRNRRTGRTEKA 














/RDRTVRTWIGEAVAAAAADG 














VTFS VP VTPHTFRHS Y A MHML 














YAGIPVKVLQSQCI 


13194 


43562 


A 


13274 


470 


813 


KTTSFPAKLFNACRJSLLASAEV 














NPNISAYLATWISQIPSCSCRVP 














SDFLIWSTNRYSIRF*SRERLVG 














E A V A/A A A A DG VTFS V P VTPHT 














FRHSYAMHMLYAGIPLKVLQS 














LMGH 


13195 


43563 


C 


13275 


440 


1180 




13196 


43564 


A 


13276 


1 


1290 




13197 


43565 


A 


13277 


1 


1036 


MKLMETLNQC1NAGHEMTKAI 














AIAQFNDDSPEARKITRRWRIG 














EAADLVGVSSQAIRDAEKAGR 














LPHPDMENSRDRFEQRGFEPDV 














RILLTKYSNSNGSQSPWMEEQI 














RDAWGSMVLKNVVRETDEVG 














K DPRPLP Y LG HDEP YTFDINLS 














VNLKSMVVGGTDMGQEPLKQ 














MG A WGPLSLKAMFGFF1 RG YG 














FFTPFGRTLFPLGFGSTPPFTFPL 














LTKTIGVFILDKLMERRNRRTG 














RTEKAR1 WEVTDRTVRTWIGEA 














GAAAAADGVTFSVSVTPHTFR 














HSYAMHMLYAGIPLKDLQSLM 














GHKSISSTEGYTKDFSLDVGVAR 














HRVQF\AMP\ESDAV\AMLKQLF 


13198 


43566 


A 


13278 


366 


672 


RNGTH PRY 1 E A VP WG A L P AD/G 














VTFSVPV/TPHTFRHSYAMHML 














YAG1PLKVLQSRLALRELQQAV 














HAGLPQQAKILFDGGSE1GKIPH 














IVLYKPVQCSLWAFVH 


13199 


43567 


A 


13279 


2602 


2976 




13200 


43568 


A 


13280 


982 


1347 




13201 


43569 " 


A 


13281 


1 


780 




13202 


43570 


A 


13282 


568 


891 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


13203 


43571 


A 


13283 


1 


718 


MKEKPSSPRQYSYSFLSSMILLG 

GGESWNLLRADQRL1FAKSWP 

RASRYQQGHQDLFILRSDLPSQ 

VFIRDKLMERRNRRTGRTEKAR 

IWEVTDRTVRTWIGEAVAAAA 

ADGVTFSVPVTPHTFRHSYAM 

HMLYAG1PLKVLQSLMGHKSIS 

STEVYTKWFALDVAAPHPESTP 

VH LPS REN K 1 PPPIMRIPCG LPTS 

PIEQKQGKISATGTQWRRLKQE 

TRLSSVSARLMSYVGVMC 


13204 


43572 


A 


13284 


1 


496 


AMFGFFIRGYGFFTPFGRTLFPL 
GFGSTPPFTFPLLTKT1GVFILDK 
LM ERRN RRTG RTEKARJ WE VT 
DRTVRTWIGEAGAAAAADGVT 
FSVSVTPHTFRHSYAMHMLYA 
GI PLKDLQSLMGHKSISSTEG YT 
KDFSLDVG\ARHRVQF\AMP\ES 
DAVXAMLKQLF 


13205 


43573 


A 


13285 


2 


545 




13206 


43574 


B 


13286 


1 


735 




13207 


43575 


A 


13287 


1 


1599 




1 j208 


43576 


A 


13288 


583 


1005 




13209 


43577 


B 


13289 


31 


1239 




13210 


43578 


A 


13290 


1 


1023 




1321 1 


43579 


A 


13291 


1 


933 




13212 


43580 


A 


13292 


1 


1278 




13213 


43581 


A 


13293 


1 


705 




1 1^ 1 vl 

13214 


43582 


A 


13294 


2 


893 




13215 


43583 


A 


13295 


88 


429 




13216 


43584 


B 


13296 


i 


1419 




13217 


43585 


A 


13297 


1 


2784 




13218 


43586 


A 


13298 


163 


416 


RNGTHPRYIEAVPWGALPAD/G 
VTFSVPV/TPHTFRHSYAMHML 
YAGIPLKVLQSRLALRELQQAV 
HAGLPQQAKrLFDGGSEIGKI 


13219 


43587 


A 


13299 


740 


1431 


CCQTLPVFHPPHPSHLGPRPCPP 

TH/HLPSEHRSLFLEAACHDSDS 

LEPLNLSSGSKTKSPSLPPKAKK 

PKGLEISA/RPAGALRHRHRLHR 

PQQPSPPLGIPHPSLUTAQVFIR 

DKLMERRNRRTGRTEKARIWE 

VTDRTVRTWIGEAVAAAAADG 

VTFSVPVTPHTFRHSYAMHML 

YAGIPLKVLQSLMGHKSISSTE 

VYTKVFALDVAARHRVQFAMP 


13220 


43588 


B 


13300 


1 


858 




13221 


43589 |B 1 13301 


1 


1098 
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SEQID 
NO: 


SEQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Iflf flfinn rtf fir^tt 

IUVuIIUII \JM III <J » 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*c^ton fori rt n /— rtncci hi nitffonf iflp 

deletion, \=possiblt nucleotide insertion) 


13222 


43590 


A 


13302 


1 


1047 


MNRQLSDSYTEDTKEPSDVTTS 

ERTRSPPGSAKTTMIDTLKKLQ 

DVLKTEDSKNPTKSAADLLEQ 

YVKATGPIIEILQKATKTMEMI 

MIVEEKASDELQPDPELQQRYI 

HSVRGKPGLVKQRTQEIETRLR 

LAGLTVSSPLKRSHSLAKLGSL 

TFSTEDLSSRPPGPPPGPPPGLHP 

GPPPRRPPPKLPPPAPPGCSVHC 

CHYPLHFVVSPLEGFYCSLMRI 

QIVFVTAFVHHDSALLPLDASL 

APEA LQNFQRYTG IQHVHRIGM 

AERMWCDRNRERHTVSSSGGN 

RLPNPAPLPNPGVLSAPPNLIQR 

PKADDTSAATIEKKATATISAK 

PQITNPKAEIT*NPRVWQGSWI 

GEAVAAAAADGVTFSVPVTPH 

TFRHSYAMHMLYAGIPLKVLQ 

SLRSQ*SVRGKPGLVKQRTQEI 

ETRLRLAGLTVSSPLKRSHSLA 

KLGSLTFSTEDLSSRPPGPPPGP 

PPGLHPGPPPRRPPPKLPPPAPP 

GCSVHCCHYPLHFVVSPLEGFY 

CSLMRIQ1VFVTAFVHHDSALL 

PLDASLAPEALQNFQRYTGIQH 

VHRJGMAERMWCDRNRERHT 

VSSSGGNRLPNPAPLPNPGVLS 

APPNLIQRPKADDTSAATIEKK 

ATATISAKPQITNPKAEITRFCPL 


13223 


43591 


B 


13303 


1 


1185 




13224 


43592 


A 


13304 


529 


774 




13225 


43593 


B 


13305 


1 


1089 




13226 


43594 


A 


13306 


712 


1024 


GVESN LVV VVALCHRLIYLV W 
GTRTVRTWIGEAVAAAAADGV 
TFSVAVTPHTFRHSYAMHMLY 
AGIPLKVLQS\RWALDVAARH 
R VQFAMPESDA V A MLKQLS 


13227 


43595 


A 


13307 


556 


1040 




13228 


43596 


A 


13308 


1 


984 




13229 


43597 


A 


13309 


95 


428 




13230 


43598 


C 


13310 


1 


426 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540 ,21 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


13231 


43599 


A 


13311 


116 


1746 


SSVTGRTEKARIWEVTDRTV/R 

RPWIGEAVAAAAADGVTFSVP 

VTPHTFRHSYAMHMLYAGiPL 

KVLQSLMGHKS1SSTEVYTKVF 

ALDVAARHRNRFTQFRLSETKE 

ITN P Y A M RL Y ESLCQ Y RKPDG S 

C1VSLKIDWIIERYQLPQSYQLY 

YFELAIPVGYFYPGSFSTASRJL 

LLHPRGLRAITIAVFGKQNTY1R 

LEPFK1NVLEQITKHIEKLQCGG 

VVKQLSRRGNNQHISSTYDINR 

ADTQVRRAVNNYDIIVMSNSFN 

GQSEHQVWIARLTWVIGTINVV 

C A A D VLI VPTPAELFDYTS ALQ 

FFDMLRDLLKNVDLKGFEPDV 

Rl LLTK YSNSNGSQSP WMEEQI 

RD A WG SM VLKN V V RETDE VG 

KARLTWGIGTINVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDLKGFEPDVRILLTKYSN 

SNGSQSPWMEEQIRDAWGSMV 

LKNVVRETDEVGKEPPSTNTFR 

HSYAMHMLYAGIPLKVLQSLM 

GHKSISSTEVYTKVFALDVAAR 

HRVQFAMPESDAVAMLKQLS 


13232 


43600 


A 


13312 


1 


1593 




13233 


43601 


A 


13313 


1 


2536 




13234 


43602 


A 


13314 


887 


1205 


RPEKAR/I WG VTDRTVRTWIGR 
AVAAAAADGVTFSVPVPPHTF 

D UCV A K>f UK/1 1 \J A IDI API 

KJibYAMHMLYAGIrLrWLQSL 

X vf/ - * III/ C I CCTTTUVTl/\/C A I rVW A A 

MOHKblbS 1 bVY 1 KVr ALDVAA 
KJiKVyr AMrboDAVAMLKQLS 


1 3Zj>3 




A 


nil c 


/y 


3jI 






430U4 


A 

A 


133 lo 


1 

1 






13/3 1 


A 1{Lf\C. 

4jOUj 


A 

A 


11117 

o31 / 


lo / 


/y<> 




13Z3o 




A 


111 ID 

133 lo 


zUoy 


zoIU 






4JOU/ 


A 

A 


ill i n 

133 jy 


i 
i 


1411/ 






HJUuO 


R 


1 JJLV 


1 S4 


16R? 




13241 


43609 


A 


13321 


1 


1206 




13242 


43610 


A 


13322 


1 


255 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO* 


SEQ II) NO: 

nf n^ntiHp 

Ul |fvyllUC 

sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 

IfWAtinn nf flrct 

■ V^dllUII VI III 91 

codon for peptide 
sequence 


Nucleotide location of last 
codon for la<if amino arid 

or peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=possible nucleotide insertion) 


13243 


43611 


A 


13323 


3058 


3160 


GSAA*LPPPLPAAFSGSCWLSQ 

RHPELHV*NEIYHLLH*KSFTSC 

*HNLSS*PRYPYLSSERVLW*CL 

SFISK1* S VTMP*SDLISL W* KLE 

PLTCRSTSHFRQKLAQ/RLP/AY 

QQGHQDLFILRSDLPSQVFIRDK 

LMERRNRRTGRTEKARJ WEVT 

DRTVRTWIGEAVAAAAADGVT 

FSVPVTPHTFRHSYAMHMLYA 

GIPLKVLQSLMGHKSISSTEVYT 

KVFALDVAARHRVQFAMPESD 

AVAMLKHYPEINALALYLKCG 

TEW1C 


13244 


43612 


A 


13324 


I 


1812 




13245 


43613 


B 


13325 


1 


1776 




13246 


43614 


A 


13326 


583 


751 




13247 


43615 


B 


13327 


826 


2097 




13248 


43616 


A 


13328 


1810 


4163 




13249 


43617 


A 


13329 


686 


2939 




13250 


43618 


A 


13330 


1085 


1690 


SYFIMVKVGTSYVPINVSFSPKV 

GPGASRYQQGHQDLFILRSDLP 

SQ VFIRDK LMERRNRRTGRM Y K. 

ARIW\EV\TDRTVR\TWICRGGL 

PAAAADGVTF\SDPGPP\HTFRH 

SYAMHMLYAR*YR*KFLQSLM 

GHKSHPINGKATPKVFGPGMG 

LARA/HRGAGWQWPKSDAVG\ 

MPKQLSLRINALGLYMETGKPE 

GIMLFFGC 


13251 


43619 


A 


13331 




327 




13252 


43620 


A 


13332 


3 


337 




13253 


43621 


C 


13333 


167 


413 




13254 


43622 


A 


13334 


1 


1256 




13255 


43623 


A 


13335 


1 


1078 




13256 


43624 


A 


13336 


3 


976 




13257 


43625 


A 


13337 


1 


1004 




13258 


43626 


A 


13338 


2 


291 


WRKIYEANGKKRKQRLQS*SL 
MKQTLNQQRSKETKKASA/SM 
RIKYLGIQLTRDVKDLFKENYK 
PLLN EIKEDTNK WKN1PCSWVG 
RINIVKMA1PPK 


13259 


43627 


A 


13339 


1 


2022 




13260 


43628 


A 


13340 


1 


2262 




13261 


43629 


A 


13341 


5 


283 




13262 


43630 


A 


13342 


1 


1245 




13263 


43631 


A 


13343 


I 


1203 




13264 


43632 


A 


13344 


1 


687 




13265 


43633 


B 


13345 


1 


1371 




13266 


43634 


A 


13346 


1 


2241 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of las 
codon Tor last amino acid 
of peptide sequence 


1 Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13267 


43635 


A 


13347 


I 


832 


LKXCIKTPEIPSKHVRNWVPKV 

LEQRRQGLETYLQVASITLIPKA 

DEDTPKKKTTDKN SWTGTDA K 

VFNKILEIKFSS1LKRLYWPVLE 

VL A RA M RQEKEIKG I QLG KEE V 

KLSRFADDM1VYLENPIVSAQN 

LLKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQ\TESQ1RJKYLGIQ 

LTRDVKDLFKENYKPLLKE1KE 

DTNKWKNIPCSWVGRJNIVKM 

AILPKRYPFCQLCHQSAISTTKG 

VFTSILPLLMIEQLVSGRSCPSV 

AWSSMECTTV 


1 ^7£R 
1 j/Do 


4J0J0 


A 

A 


1 11AQ 
1 334» 


i 
1 


1 J 14 




i jzoy 


4jOJ / 


A 

A 


l jj4y 


1 


OA 1 

843 




i ^97n 

1 jZ /V 


*t JDJo 




1 jjjU 


i 
1 


I U I 1 




1 ^77 1 


41 A1Q 


A 
A 


1 IK. 1 
I JJJ J 


i 
1 


173 




1 "5779 


4i£4n 

**JO**U 


A 

A 


1 11^7 
1 JJjZ 


i 
1 


3zj 




1 15 


4 Jo4 1 


A 

A 


13353 


3 


2020 




I JZ /** 


4j04Z 


A 

A 


1 11 ZA 

1 Jjj4 


i 
1 


147 j 




1 177^ 
1 JZ / J 


4J0*lj 


XX 
t> 


1 JJJJ 


i 
1 


636 




1 JZ /O 


AldAA 
H J044 


tj 
D 


1 11 CiC 
1 J J JO 


1 


AC C 

456 




l 1777 
OZ / / 


/11£4^ 
4J04J 


A 

A 


J JJJ / 


i 

1 * 


619 




1 JZ /o 


4J040 


A 

A 


1 CO 

1 JJJO 


i 
1 


129 j 




1 177Q 

1 jz /y 




r> 
D 


i jjjy 


ly 


1 A/I 1 

104 1 




1 JZoU 


AlfLAQ 
4J045 


A 

A 


J jjoU 


5 


718 




I JZO 1 


^jo^y 


A 

A 


1 IK 1 
1 JJOl 


i 
I 


612 




1 JZoZ 


zii£^n 

'♦JOJU 


A 

A 


1 11^7 
I J30Z 


i 
1 


yyz 




13283 


43651 


A 


13363 


i 


1236 




13284 


43652 


A 


13364 


i 


1071 




13285 


43653 


A 


13365 


359 


1250 


KLPMGVAVVKLLHLPKVIIVFW 

LASWMMSRWLHYPDWVTI1AQ 

QVLMNVVSVMQADCRMNLLEI 

FLRWLMRKIFHVRLLPAVSTPP 

NCLNQLLLFFLTPVNYLPGQVM 

HFKKPLQIKRNYLSSRHLTFMS 

RKKLGKVSG\YKIHVQKS\QAFL 

SANSGQTESQIMSELPFTMASK 

RJKYLGIQLTRDVKDLFKEKYK 

SLLNEIKEDTNKWKNNPCSWV 

GRJNIMKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTFKFIWNQK 

RAHIAKSNLSQKNKAGGITLPD 

FKLYYKATVTKTT 


I JZoO 


4jOjh 


A 

A 


1 JJOO 


1 1 OX 


21 jz 




1 17R7 
1 JZo / 


4JOJJ 


A 

A 


1 55b I 


1 

1 


2271 




l 170O 
1 JZoo 


A1£C.£ 
4JOJO 


A 

A 


1 JJOO 


I 


1 105 




1 17RO 

i jzsy 




A 

A 


13369 


1 

I 


21)7 




13290 


43658 


A 


13370 


1 


1447 




13291 


43659 - 


A 


13371 


1 


1669 




13292 


43660 


A 


13372 


1 


2823 





WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 

UI |Jt.|IllUC 

sequence 


Met 
hod 


SEQ ID NO: 

in USSN 

111 VVWM 

09/540,217 


Nucleotide 

lorutinn nffircl 

lULllllUII UI ill 31 

codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 

^s^titn ciiflnti /snnccihli* niij>lA/itift A 
«?tu|f LUUUUf /—|JU»IDIC IIUCICUI1UC 

deletion, \=possible nucleotide insertion) 


13293 


43661 


A 


13373 


1089 


2539 




13294 


43662 


A 


13374 


1 


1787 




13295 


43663 


A 


13375 


1205 


1207 




13296 


43664 


B 


13376 




2745 




13297 


43665 


A 


13377 




2063 




13298 


43666 


A 


13378 




4380 




13299 


43667 


A 


13379 


1 


3347 


MGDFNIPLSTLDRSTRQKVNKD 
TQELNSALHQADLIDSYRTLHP 
KSTEYTFFSAPHHTYSKIDHILG 
SKALLSK.CKRTEIITNYLSDHSA 
IKLELRI KNLTQNCSTT WKLNN 
LLLND YW VHMEM K A E1KMFFE 
TNENKDTTYHNLWDAFKAVCR 
GKFIALNAHKRKQERSKIDTLT 
SQLKELEKQEQTHSKASRRQEI 
TKI RAELKEIETQKTLQKINESR 
SWVFERINKIDRPLARLTKKKS 
EKNQ1 DAIKNDK 


13300 


43668 


A 


13380 


i 


2367 




13301 


43669 


A 


13381 


i 


1116 




13302 


43670 


A 


13382 


i 


1095 




13303 


43671 


A 


13383 


670 


1500 


QTESSSTSKSLSTMIKWASSLG 

WQGWFNIRKSINVIQH1KGIQR 

QKPHDYLNRCRKSL*QNSTTLH 

A KNSQ* IXAQNLLKLI SNFNKVS- 

GYKINVQKSQAFLYTSNRQTES 

QIMSELPFTIASKRJKYLGIQLTR 

DVKDLFKENYKPLLKEIKEDTN 

KWK1MIPCSWVGR1NIVKMAILP 

KVIYRFNAIPIKLPMTFFTELEK 

TTLKF1 WNQKRAH 1 AKSILSQK 

NKAGGITLPDFKLYYKATVTKT 

AWYWYQNMCYRSMEQNRALS 

YYVAYLQPSDL 


13304 


43672 


A 


13384 


441 


3131 




13305 


43673 


B 


13385 


1 


5688 




13306 


43674 


B 


13386 


916 


2165 




13307 


43675 


A 


13387 


1 


1529 


MDPPAG A ARRLLCPALL* LPAG 
* PLRPRLAGAAPAPGTALLHER 
AMPL*LRPGLHDVHGVPDL 


13308 


43676 


A 


13388 


1 


714 




13309 


43677 


A 


13389 


3 


457 




13310 


43678 


A 


13390 


2 


492 




13311 


43679 


A 


13391 


3 


1201 




13312 


43680 


A 


13392 


1 


309 




13313 


43681 


A 


13393 


2 


1073 





WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


13314 


43682 


A 


13394 


3119 


6984 


CJVKHAAMRSAMTSLAARITVL 

NPTRATTPNT/RVADDQGFLRQ 

WSKVAKERKLQRLYiGEPSAEA 

VAAQMPDLILISATGGDSALAL 

YDQLSTIAPTL1INYDDKSWHPR 

LSFNKADEITTVFCGSKXSLAN 

G1PMANI LFPTSV I ATQQTQHFR 

FVDDFNAQFLRFASLDPAASPA 

ITISGKATLEIPGTELVFYAALE 

KKLNIKPGQTTFDGRFTLLPTC 

CLGNCDKGPNMMIDEDTHAHL 

TPEAIPELLER 


13315 


43683 


A 


13395 


3 


587 




13316 


43684 


A 


13396 


1 


315 




13317 


43685 


A 


13397 


430 


636 




13318 


43686 


A 


13398 


1 


84 




13319 


43687 


A 


13399 


1 


1647 




13320 


43688 


A 


13400 


1 


2652 




13321 


43689 


B 


13401 


1 


1494 




13322 


43690 


A 


13402 


1 


750 




13323 


43691 


A 


13403 




513 




13324 


43692 


A 


13404 




2254 




13325 


43693 


A 


13405 




746 




13326 


43694 


A 


13406 


3 


428 


LGDDFVRAANIILHCEGKVVVS 

GIGKSGH1GKKIAATLASTGTPA 

FFVHPAEALHGDLGMIESRDV 

MLFISYSGGAKELDLIIPRLEDK 

SIAUGKPTSPLGLAAKAVLDIS 

VEREACPMHLAPTSSWNTLM 

MGDALAMAV 


13327 


43695 


A 


13407 


1 


1431 




13328 


43696 


A 


13408 


943 


2481 




13329 


43697 


B 


13409 


1 


783 




13330 


43698 


A 


13410 


3 


729 




13331 


43699 


A 


13411 


1 


843 




13332 


43700 


A 


13412 


3 


128 




1333^ 


43701 


A 

A 


13413 


1 


136 




13334 


43702 


A 


13414 


1 


492 




13335 


43703 


A 


13415 


3 


619 





WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO- 


SEQ ID NO: 

111 JJCJJIIUC 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

Iff Uvwll 

09/540,217 


■Nucleotide 

lArflflAn of ft ret 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*jn»|i luuuii^ f— pu>5ii/ic IllllltUllUC 

deletion, \= possible nucleotide insertion) 


13336 


43704 


A 


13416 


1 


1600 


GQACHASSSPLKGSRGSPPNFE1 

LYGPIFEDSLAPD*PKVIAGQ\IT 

LRDAVTGP1SSPNEAGKIYQLKP 

NPAVLICRVRGLHLPEKHVTW 

RGEAIPGSLFDFALYFFHNYQA 

LLAKGSGPYFYLPKTQSWQEA 

AWWSEVFSYAEDRFNLPRGT1K 

ATLLIETLPAVFQMDEILHALR 

DHIVGLNCGRWDYIFSYIKTLK 

NYPDRVLPDRQAVTMDKPFLN 

AYSRLLIKTCHKRGAFAMGGM 

AAF1PSKDEEHNNQVLNKVKA 

DKSLEANNG H DGT WI AHPGL A 

DTAMAVFNDILGSRKNQLEVM 

REQHAP1TADQLLAPCDGERTE 

RKFNALMESEKGQSQNLWKFA 

VYSGLRHGELAALAWEDVDLE 

KGIVNVRRNLT1LDMFGPPKTN 

AGIRTVTLLQPALEALK.EQYKL 

TGHHRKSEITFYHREYGRTEKQ 

KLHFVFMPRVCNGKQKPYYSV 

SSLGARWN AAVKRAGIRRRNP 

YHTRHTFACWLLTAGANPAFIA 

SQMGHETAQMVYEIYGMWID 

DMSDEQIAMLNARVM 


13337 


43705 


A 


13417 


2 


278 




13338 


43706 


A 


13418 




662 


GHLW1RIDLSQSAVSHSVKELE 

NHTGVRLLDRTTREVVLTDAG 

QQLALRLERLLDELNSTLRDTG 

RMGQQLSGKVRVAASQT1SAH 

LIPQCIAESHRRYPDIQFVLHDR 

PQQWVMES1RQGDVDFGIVIDP 

GPVGDLQCEAILSEPFFLLCHRD 

SALAVEDYVP\ALPLPEGSPLVV 

KRJTP V VERQLM L VRRKNRSLS 

TAAEAL WDVVRDQGNALMAA 


13339 


43707 


A 


13419 


1 


646 


GQQLSGKWRVAASQT1SAHLIP 

QCIAESHRRYPDIQFVLHDRPQ 

QWVMESIRQGDVDFGIVIDPGP 

VGDLQCEAILSEPFFLLCHRDSA 

LAGGDYVPWQALQGAKLVLQ 

DYASGSRPLIDAALARNG1QAN 

IVQEIGHPATLFPMVAAGIGISIL 

PALA LPLPEGSPL V VKRITPVVE 

RQLMLVRRKNRSLSTAAEALW 

DVVRDQGNALMA\GRE 


13340 


43708 


A 


13420 


1 


1068 




13341 


43709 


A 


13421 


1 


381 




13342 


43710 


A 


13422 


3 


938 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, ~~ 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13343 


43711 


A 


13423 


595 


1630 


CSWHDRFPDWKAGRILPISEPPS 

N Rl FA C WG K PA WTACCN/FSQG 

QAVKGNQLLPVSLVKRK I i LA 

PNTQTASPRALADSLMQLARQ 

VSRLESGQDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVKG 

NQLLPVSLVKRKTTLAPNTQTA 

SPRALADSLMQLARQVSRLESG 

QDFADFGTTl KQDFRLLGQTS V 

DRLLQLSQGQAVKGNQLLPVS 

LVKRKTTLAPNTQTASPRALAD 

SLMQLARQVSRLESGQDFADF 

GTTIKQDFRLLGQTSVDRLLQL 

SQGQAVKGNQLLPVSLVKRKT 

TLAPNTQTASPRALADSLMQLA 

RQVSRLESGHYDHDYEFELGTR 

FRAVIIKLCNGDSLRHFMTSVY 

ALVKCFHEGDPLHKTGCQHLIP 

KQQQNEKYQVPQFDQSTIK1MIE 

SAKGLDVWDSWPLQNADGTV 

AEYNGYHVEMLLREAGKAGFC 

RFRNHHQTGFSPAGANQRGPL 

A ATLSGPGGEGQS A V ARLTG E 

KKNHPGAQYANRLSPRVGRFFN 

AAGTTGNSYDHDYEFELGTHQ 

RLGA VARI VGDDLLN ELRRD V 

VDARAGDVDQHAHAEKGDFR 


13344 


43712 


A 


13424 


1 


1395 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 

of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 

* == Ston rftdfin /=nn<cihlp niirl<*ntiilf* 

deletion, ^possible nucleotide insertion) 


13345 


43713 


A 


13425 


1307 


1992 


DKLNPV AHQKA Y LAQSSQCH P 

QNARLVQHTQIRILPISEPPSNRI 

FACWGKPAWTACCN/FSQGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LESGQDFADFGTTIKQDFRLLG 

QTSVDRLLQLSQGQAVKGNQL 

LP VSL VKRKTTL A PNTQTASPR 

ALADSLMQLARQVSRLESGQD 

FADFGTT1KQDFRLLGQTSVDR 

LLQLSQGQAVKGNQLLPVSLV 

KRKTTLAPNTQTASPRALADSL 

MQLARQVSRLESGQDFADFGT 

Tl KQDFRLLGQTS VDRLLQLSQ 

GQAVKGNQLLPVSLVKRKTTL 

APNTQTASPRALADSLMQLAR 

QVSRLESGQLKH KEVESPNRPI 

TSSE1QVLIKSLPIKKSPGPDGFT 

AEFYERYKEELVPFLLKLFQTIE 

QERLLPNSFYEASHLTSKPSRD 

ATKKDNFRPTSLMNIY A KILNK 

IGQTESSSTSKSLFSTIKSVSSPE 

CKAGSTYANQDFADFGTTIKQ 

DFRLLGQTSVDRLLQLSQGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LESGQETTPWSPFSDPVLAFDY 

KVFMAFVYNVVRVSQRMVVA 

GC1SAFNDKLLNDLICFPVAPVS 

SKQIFPSDVKVAEPDHSCVSSY 

RIGSMAPNLTLSEMPRHNYFPA 

GNSVDH DN EFEL 


13346 


43714 


A 


13426 


560 


844 




13347 


43715 


B 


13427 


200 


1519 




13348 


43716 


A 


13428 


950 


1230 


CSWHDRFPDWKAGRILPISEPPS 

NRJFACWGKPAWTACCN/FSQG 

QAVKGNQLLPVSLVKRKTTLA 

PNTQTASPRALADSLMQLARQ 

VSRLESGQDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVKG 

NQLLPVSLVKRKTTLAPNTQTA 

SPRALADSLMQLARQVSRLESG 

QDFADFGTTI KQDFRLLGQTS V 

DRLLQLSQGQAVKGNQLLPVS 

LVKRKTTLAPNTQTASPRALAD 

SLMQLARQVSRLESGQDFADF 

GTTIKQDFRLLGQTSVDRLLQL 

SQGQAVKGNQLLPVSLVKRKT 

TLAPNTQTASPRALADSLMQLA 

RQVSRLESGQ 



WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last nniino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, possible nucleotide 
deletion, V= possible nucleotide insertion) 


13349 


43717 


A 


13429 


695 


1060 


FRQRSVAFPPTVPNACVSVRSR 

ERDFADFGTTIKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SL VKRKTTL A PNTQTA SPR A LA 

DSLMQLARQVSRLESGQ*AQR 

N*CRKHRLSIPRK 


13350 


43718 


A 


13430 


1 


1558 


MRD1FWVPDICKVMLYLVFFRS 

MGTPLRAVAMGLVITSWKIAQ 

KPRDFADFGTTINQDFRLLGQT 

SVDRLLQLSQGQAVKGNQLLP 

VS LKTDTKA KN L YLTKA Y YGG 

GTNFFRKESQKLQQSAKKRDA 

ELANGALGIIELNNDYTLKKVM 

KPLITSNTG FA DFGTTIKQDFRL 

LGQTSVDRLLQLSQGQAVKGN 

QLLPVSLVKRKTTLAPNTQTAS 

PRALADSLMQLARQVSRLESG 

Q*AQRN 


13351 


43719 


A 


13431 


391 


1676 


Fl RDFADFGTTIKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRLESGQ*AQR 

N 


13352 


43720 


B 


13432 


1 


1638 




13353 


43721 


A 


13433 


1 


2430 




13354 


43722 


B 


13434 


1 


1282 




13355 


43723 


B 


13435 


1 


1225 




13356 


43724 


A 


13436 


350 


709 




13357 


43725 


A 


13437 


1 


2236 




13358 


43726 


A 


13438 


548 


1698 


RSWLRSSLSGS1PIATE1SCTSCE 

A STSSA^RDFPG VKDLTFQ WH D 

RLIFAIARLLGRSACGVTFHKEQ 

LGTVfCVLRGTISQFARQRRAAG 

QLFTH H FFGRTHTA LG AGNRH 

LRQQFSRLNVLVQPQDKGIFHH 

A RNECRA LTRRETPA FFRJ RA VF 

NSQLSQTQLHIFFTARPAGLAS 

KCRKPPQACYLWDFADFGTT1K 

QDFRLLGQTSVDRLLQLSQGQ 

AVKGNQLLPVSLVKRKTTLAP 

NTQTAS PRA L ADSLMQL A RQ V 

SRLESGQNIESAKGLHVWDSW 

PLHNADGTVDEYNGYHVVFAL 

AGSPKDADDTSIYMFYQKVGD 

NSJDSWKNAGRVFKDSDKFDA 

NDPILKDQTQEWSGSATFTSDG 

KIRLFYTDYSGEHYG 


13359 


43727 


B 


13439 


448 


11 16 




13360 




A 

A 


13440 


97 


1636 




13361 


43729 - 


A 


13441 


1 


1296 




13362 


43730 


B 


13442 


1 


2160 





WO 01/075067 
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SEQ1D 


SEQ ID NO: 
of peptide 
sequence 


Met 

IllMJ 


SfcQ ID NO: 

III UoOl" 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino scid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*~Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


13363 


43731 


A 


13443 


485 


865 


FIRDFADFGTT1K.QDFRJLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRLESGQS*NSS 

KTKNTKCLNSINQRLKILSLQK 

DLMCGTAG RCKTLTEQ 


13364 


43732 


A 


13444 


816 


1194 


SLILFLRRRRAVEKRGKVWKDS 
CPNGTTLTLSG A IFLF1RDFADF 
GTPITQDFRLLGQTS VDRLLHLS 
QGQAVKGNQLLPVSLVKRKTT 
LAPNTQTASPRALADSLMQLA 
RQ VSRLESGQ* AQRN 


13365 


43733 


B 


13445 


I 


2710 




13366 


43734 


A 


13446 


2027 


2934 


NPR1LP1SEPPSNRJFACWGKPA 

WTACCN/FSQGQAVKGNQLLP 

VSLVKRKTTLAPNTQTASPRAL 

ADSLMQLARQVSRLESGQDFA 

DFGTTl KQDFRLLGQTSVDRLL 

QLSQGQ A VKGNQLLP VSL VKR 

KTTLAPNTQTASPRALADSLMQ 

LARQVSRJLESGQSRVHSHSLGP 

LPI1 1IGSLINQKKGGVSGGPG 

SKEQAEISCLKERKDLGLGI LGS 

TVGILKVKHQGASTKQGHSQD 

LI KILLSDTSLSTPAAPM VDSLI A 

RVGVMARGNAITLPVCGRDVK 

FTLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDLI PSFLLTGQ 

QTPAFGRRVSGVIEIADGSRRR 

KAA A LTESDYRVLVG ELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQYMNLLPIFLRWLMR 

KIFHDEHGVPQDQQEEEPISETU 

EEEIPSINSDLGNELYFVKLPKF 

LSIEPKDFADFGTTIKQDFRLLG 

QTSVDRLLQLSQGQAVKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLMQLARQVSRLESGQP 

HSTDSATHRKMTLSLADRCSKT 

QKIR1LPMAGRDPECQRTEMIK 

SSDLMAEIIQEHKEDQLPELEQL 

EHIGLFSHAEIKAIIKKASDLQY 

RIQERALFKDDFINYVLHEIPLF 

EQIQRRTRIGYSLKHGIRAVKA 

TIVRALYGRIKPAGVVVTRSVP 


13367 


43735 


A 


13447 


1 


5240 




13368 


43736 


A 


13448 


4733 


4753 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13369 


43737 


A 


13449 


299 


761 


LNTTAITLCLLLREARKTLMTH 

QSTCFIKRDFADFGTTIKQDFRL 

LGQTSVDRLLQLSQGQAVKGN 

QLLPVSLVKRKTTLAPNTQTAS 

PRALADSLMQLARQVSRLESG 

0* AQRM * * P V PKEKRRRG DRQE 

HQQPCRNTEGTALRVWAARDQ 


13370 


43738 


A 


13450 


3925 


4190 


Fl RDFADFGTTJ KQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SL V KRKTTL APNTQTASPRAL A 
DSLMQLARQVSRLESGQ*AQR 
N 


13371 


43739 


A 


13451 


2 


1040 




13372 


43740 


A 


13452 


58 


350 


HLASWVVALVLHWGCVWVTA 

ESSTSKTRSPFRARSWIGEAVA 

AAAADGVTFSVPVTPHTFRHSY 

AMHMLYAGIPLKVL\QSLMGH 

KSISSTGVPSSNS 


1^373 


43741 


A 


13453 


1 


1290 




13374 


43742 


A 


13454 


289 


1338 




13375 


43743 


A 


13455 


1 


732 




13376 


43744 


A 


13456 


982 


1347 




13377 


43745 


A 


13457 


116 


1746 


SSVTGRTEKARIWEVTDRTV/R 

RPWIGEAVAAAAADGVTFSVP 

VTPHTFRHS YAMHMLYAG IPL 

KVLQSLMGHKSISSTEVYTKVF 

A LD V A ARH RIM RFTQFRLS ETK E 

ITNPYAMRLYESLCQYRKPDGS 

C I VSLKID WIIER YQLPQS YQL Y 

YFELAIPVGYFYPGSFSTASR1L 

LLHPRGLRAITIAVFGKQNTYIR 

LEPFK1NVLEQITKHIEKLQCGG 

VVKQLSRRGNNQHISSTYDINR 

ADTQVRRAVNNYDIIVMSNSFN 

GQSEHQVWIARLTWVIGTINVV 

CAADVLIVPTPAELFDYTSALQ 

FFDMLRDLLKNVDLKGFEPDV 

RILLTKYSNSNGSQSPWMEEQI 

RDAWGSMVLKNVVRETDEVG 

KARLTWGIGTINVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDLKGFEPDVR1LLTKYSN 

SNGSQSPWMEEQ1RDAWGSMV 

LKNVVRETDEVGKEPPSTNTFR 

HSYAMHMLYAGIPLKVLQSLM 

PUI/CI CCTC\/VTI/ \ / C* A T T\\T A AD 

UHK.bl^o 1 fcv Y 1 KvrALUVAAK 
HRVQFAMPESDAVAMLKQLS 


13378 


43746 


A 


13458 


1 


780 





WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Mel 

noo 


SEQ ID NO: 
in uooii 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknuwn, 
* = Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13379 


43747 


A 


13459 


116 


396 


SSVTGRTEKARIWEVTDRTV/R 

RPW1GEAVAAAAADGVTFSVP 

VTPHTFRHSYAMHMLYAGIPL 

KVLQSLMGHKSISSTEVYTKVF 

ALDVAARHR 


13380 


43748 


A 


13460 


3 


514 




13381 


43749 


A 


13461 


2 


545 




13382 


43750 


A 


13462 


1 


1110 




13383 


43751 


A 


13463 


1 


870 




13384 


43752 


A 


13464 


1 


1422 




13385 


43753 


A 


13465 


1 


1599 




13386 


43754 


A 


13466 


614 


1236 


TA R V A A ARRRCQC WGSG ACGS 

ALTLPRTSSLTLTETP1VQQTRM 

VVRCPTASLPSQWRSCPSSTWA 

VPKTPPTWTCWRNSAILSL/VVF 

IRDKLMERRNRRTGRTEKAR1W 

EVTDRTVRTW1GEAVAAAAAD 

G VTFSVPVTPHTFRHSYAMHM 

LYAGIPLKVLQSLMGHKS1SSTE 

VYTKVFALDVAARHRVQFAMP 

ESDAVAMLKQLS 


13387 


43755 


A 


13467 


1 


1023 




13388 


43756 


A 


13468 


1 


699 




13389 


43757 


B 


13469 


1 


1281 




13390 


43758 


B 


13470 


77 


751 




13391 


43759 


A 


13471 


1 


705 




13392 


43760 


A 


13472 


2 


893 




13393 


43761 


A 


13473 


206 


837 


CAGAGGIARRRAEKEKALSAV 

N LDPTSRRLSSTSLPGAPPNPR V 

AAAGLSRRRPTPESAGRKS/GR 

WPRASRYQOGHQDLFILRSDLP 

SQVFIRDKLMERRNRRTGRTEK 

ARJWEVTDRTVRTWIGEAVAA 

AAADGVTFSVPVTPHTFRHSYA 

MHMLYAGIPLKVLQSLMGHKS 

1SSTEV YTKVFALD V A ARH RVQ 

FAMPESDAVAMLKQLS 


13394 


43762 


A 


13474 


1 


1416 




13395 


43763 


A 


13475 


1 


765 




13396 


43764 


B 


13476 


1 


519 




13397 


43765 


A 


13477 




2784 




13398 


43766 


A 


13478 




624 




13399 


43767 


A 


13479 


2089 


2454 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unkriown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


13400 


43768 


A 


13480 


740 


1431 


CCQTLPVFHPPHPSHLGPRPCPP 

TH/H LPSEHRSLFLEA ACHDSDS 

LEPLNLSSGSKTKSPSLPPKAKK 

PKGLEISA/RPAGALRHRHRLHR 

PQQPSPPLG1PHPSLLATAQVFIR 

DKLMERRMRRTGRTEKAR1WE 

VTDRTVRTWIGEAVAAAAADG 

VTFSVPVTPHTFRHSYAMHML 

YAGIPLKVLQSLMGHKSISSTE 

V YTK VF A LD V A A RH RVQFAMP 

ESDAVAMLKQLS 


13401 


43769 


A 


13481 


2 


2309 




13402 


43770 


A 


13482 


1 


603 




13403 


43771 


A 


13483 


1 


762 


MVPHSTGKSWNGCDPTSATLD 

QLVTVFFMKLFSIGDARIPCLGP 

RSHSYRRSDYYSGTTIHSCCRA 

DYWSGTTAHLYCRSDYHPVPS 

FILVTSTTNHQPLKPSISEASWN 

PLFASUHHLQLITES/W/YMSLA 

TTVFIRDKLMERRNRRTGRTEK 

A RJ WE VTDRTVRTWIGE A VA A 

AAADGVTFSVPVTPHTFRHSYA 

MHMLYAGIPLKVLQSLMGHKS 

ISSTEVYTKVFALDVAARHRVQ 

FAMPESDAVAMLKQLS 


13404 


43772 


A 


13484 


1 


762 




13405 


43773 


A 


13485 


1 


615 




13406 


43774 


A 


13486 


887 


1203 


RPEKAR/IWGVTDRTVRTWIGR 

AVAAAAADGVTFSVPVPPHTF 

RHSYAMHMLYAGIPLKVLQSL 

MGHKSISSTEVYTKVFALDVAA 

RHRVQFAMPESDAVAMLKQLS 


13407 


43775 


A 


13487 




855 




13408 


43776 


A 


13488 




927 




13409 


43777 


A 


13489 




921 




13410 


43778 


A 


13490 




3216 




1341 1 


43779 


A 


13491 




1974 




13412 


43780 


A 


13492 




1221 




13413 


43781 


B 


13493 




2337 




13414 


43782 


A 


13494 




1273 




1 34 1 5 


4.>7oo 


A 


1 ~* A C\C 

1 j495 




1251 




13416 


43784 


A 


13496 


1999 


3237 




13417 


43785 


A 


13497 




1773 





WO 01/075067 



PCT/USO 1/08631 



SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 

nua 


SEQ ID NO: 

in 1 KCIM 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codori, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13418 


43786 


A 


13498 


1 


633 


AQ A LI AT YG RDRDPG RP L W LG 

SVKSNIGHTQAAAGVAGVIKM 

VMAMRHGQLPRTLHVESPSPE 

VFIRDKLMERRMRRTGRTEKAR 

I WE VTD RTVRT WI G E A V A A A A 

ADGVTFSVPVTPHTFRFSYAMH 

MLYAGIPL\*VLQSLMGHKSISS 

TEVYTKVFALDVAARHRVQFA 

MPESDAGGPGTCACSQQGCRL 

RGSSVSPGRQHPQPHVRV 


13419 


43787 


A 


13499 


101 


1943 




13420 


43788 


A 


13500 


686 


3925 




13421 


43789 


A 


13501 


1 


2084 




13422 


43790 


A 


13502 


734 


834 




13423 


43791 


A 


13503 


1 


1075 




13424 


43792 


A 


13504 


1 


357 




13425 


43793 


A 


13505 


795 


1273 


SHPFFSTDWSTDTGFRSKSIWC 

HRNCRW/RVAVVKLLHLPKVII 

VFWLASWMMSRWLHYPDWVT 

I1AQQVLMNVVSVMQADCRMN 

LLEIFLRWLMRK1FHVRLLPAV 

STPPNCLNQLLLFFLTPVNYLPG 

QVMHFKKPLQIKRNYLSSRHLT 

FMSRKKLG 


13426 


43794 


A 


13506 


344 


449 


SHPFFSTDWSTDTGVRSKSIWC 

HRNCRW/RVAVVKLLHLPKVII 

VFWLASCMMSRCPHYPDWVTI 

IAQQVLTPRKDVMQADCRM7ML 

LEIFLRWLMRKIFHGFGM 


13427 


43795 


A 


13507 


1197 


1511 


WHYREPLLLRAQLTNPPSGQLV 

SITKYLQPVEY*AYVLE*QAHL 

HYQLKSVDQWPVQKQFSSGSD 

LYQLHPFHVQHFLEPCFPRHPE 

FAPPSTGTESHYYCCIW 


13428 


43796 


B 


13508 


1 


1494 




13429 


43797 


A 


13509 


1 


554 


MTARKARKITRRWRJGEAADL 
VGVSSQA1RDAEKAGRLPHPD 
ME I RG R V EQRVG YTJ EQINHMR 
DVFGTRLRRAEDVFPPVIGVAA 
HKGNDPQGTA SM YHG WVPDL 
HI H A E DTLLPF Y LG EKDD VT Y A 
IKPTCWPGLDIIPSCLALHRIETE 
LMGKFDEAQPNLGIGT/N*CRM 
CC*CADCSHAC 


13430 


43798 


A 


13510 


1771 


2068 


DTYSVSWIGEAVAAAAADGVT 

FSVPVTPHTFRHSYAMHMLYA 

GIPLKVLQSQYPIFKLSYKNPVT 

QTAWF\WFPNRIFGPVPINVSFS 

PKVGPGLPGII 


13431 


43799 " 


A 


13511 


65 


277 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop codon, / s possible nucleotide 
deletion, \=possible nucleotide insertion) 


13432 


43800 


A 


13512 


327 


748 


VHQFHGSLHEGFCAGCGCPAP 

GTVCDAGGFCRFRNHHQTGFSP 

AG ANQRG PL AATLSGPGG EGQ 

SAVARLTGEKKNHPGAQYANR 

LSPR VGRFIN A AGTTGFPTG K R 

AKSIWCHRNCRW/RVAVVKLL 

HLPKV1IVFWLAS 


13433 


43801 


A 


13513 


512 


580 




13434 


43802 


A 


13514 


2096 


2272 


EWRNVCGVTGTENVTPSAAAA 
QPPPQSRPFSWILRPF*RP*RKIS 
TSFIRPLFTFLPA 


13435 


43803 


A 


13515 


402 


2784 


RKNPFILH*LFR*TLRQTKPDNS 

AGKCVKI**HTQNQRSGRSQSD 

F*RRRKNISERSAAYR*RQLYIR 

RQPYAERPS\HVEDKGHKYLVF 

EANTGTENGYQGEESLFNKAY 

YGGGTNFFRKESQKLQQSAKK 

RDAELANGALGIIELNNDYTLK 

KVMKPLITSNTVTDEIERANVF 

KMNGK WYLFTDSRGSKMTI DG 

INSND1YMLGYVSNSLTGPYICP 

LNKTGLVLQMGLDPNDVTFTY 

SHFAVPQAKGNNVVITSYMTN 

RGFFEDKKATFAPSFLMNIKGN 

KTSVVKNSILEQGQLTWLQVA 

KRAGLGGGQSGRTVLRERLPN 

YKNFKGTIQELGQNQYAVSGEI 

FVVDRNTVEITELPVRTWTQVY 

KEQVLEPMLNGTDKTPALISDY 

KEYHTDTTVKFVVKMTEEKLA 

QAEAAGLHKVFKLQTTLTCNS 

MVLFDHMGCLKKYETVQDI LK. 

EFFDLRLS YYG LRKE WL VGM L 

GAESTKLNNQARFILEKIQGKIT 

IENRSKKDLIQMLVQRGYESDP 

VKAWKEAQEKCDNLKTCHTSH 

GSVMAETAVINHKKRKNSPRIV 

QSNDLTEAAYSLSRDQKRMLY 

LFVDQIRKSDGTLQEHDGICEIH 

VAKYAE1FGLTSAEASKD1RQA 

LKSFAGKEVVFYRPEEDAGDE 

KGYESFPWFIKRAHSPSRGLYS 

VH11MPYLIPFFIGLQNRFTQFRLS 


13436 


43804 


A 


13516 


2 


199 


WRKKSLDIPPLIIPNGIVKN1LRH 

FSQLLNVPITRPFSW1LRPF*RP* 

RKISTSFIRPLFTFLPA 


13437 


43805 


A 


13517 


1 


1887 





WO 01/075067 
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SEQID 

NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in IKSN 
09/540,217 


Nucleotide 
lucdiiun ui iifm 

codon for peptide 
sequence 


Nucleotide location of last 

luuvu iui mji diimiu aim 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13438 


43806 


A 


13518 


125 


828 


ECRKHTKLKLQPT1WHVLKI/Y 

NSEKLLVYRKLLQVLTGLYKRS 

NLGVRLYACCGLLLCPAYPQH 

FAHGYVDKIPGYPGRAGTLTGL 

H PMQCDN LKTCHTSHGS VM AE 

TAVINHKKRKNSPRIVQSNDLT 

E A A YSLSRDQKRML YLF V DQI R 

KSDGTLQEHDGICEIHVAKYAE 

IFGLTSAEA1LRYFIKHSADMEA 

1TNGMMNLNRQRHQHLVALRJI 

FAHGENGGEEVVHIGHV 


13439 


43807 


A 


13519 


504 


755 


EPCFPAHPEFAPLSTGAESHHY 
CCIW*AKYVHQARTL*DQRS*A 
DHEAYRKTAVRRCSQTTQQAW 
EQLVHQQHILPSSCRYPG 


13440 


43808 


B 


13520 


1 


1980 




13441 


43809 


A 


13521 


923 


1063 




13442 


43810 


B 


13522 


1 


1932 




13443 


43811 


A 


13523 


383 


1383 


RKVFFIALKRMPAMKKAMNLF 

LGLSNVRTVHPEGFTVYISTHIS 

FPSLSGYKTRLRSFGLVKQKKS 

PILLEVLARE1RQE/KE1KG1QFG 

KEEVKLSLFADDMIVYLENPIV 

SAQNLLKLISNFSKVSGYK1NV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRIKYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNl 

PCSWVGRINIVKMAILPKLSRM 

HGRPHQPPNAASTLPFPKRRSH 

YGQKSERLSRSGDNRKSHPECR 

H WQSC AKKSRCLAFTRTVRHT 

PRSAYLLTRTIELLESSALWHV 

QTQRIYAPLYETLDPGNRTHCE 


13444 


43812 


B 


13524 


107 


1000 




13445 


43813 


A 


13525 


1778 


1897 




13446 


43814 


A 


13526 


273 


421 


SHPFFSTDWSTDTGVRSKSIWC 
HRNCRW/RVAVVKLLHLPKVII 
VFSSAS 


13447 


43815 


A 


13527 


273 


697 


SHPFFSTDWSTDTGVRSKSIWC 

HRNCRW/RVAVVKLLHLPKVII 

VFWLASWMMSRWLHYPDWVT 

IIAQQVLMNVVSVMQADCRMN 

LLEIFLRWLMRIIFHVRLLPAVS 

TPTNCLNQLLLFFLTPVNY LPG 

QSGTTVPLVSSV 



WO 01/075067 



PCT/US01/086J1 



SEQID 

NO: 


SEQ II) NO: 
or peplide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


13448 


43816 


A 


13528 


273 


688 


SHPFFSTDWSTDTGVRSKS1WC 

HRNCRW/RVAVVKLLHLPKVII 

VfWLAS'wTviMSRWLHYPDwVT 

11AQQVLMNVGSVMPADCRMN 

LLEIFLRWLMRKJFTTGLRSFGL 

VKQKKSPIRMPCVYTNPCVSIV 

SRMGQASSL 


13449 


43817 


B 


13529 


1 


1053 




13450 


43818 


B 


13530 


1 


1869 




13451 


43819 


A 


13531 


120 


430 


EDLSDTGVRSKSIWCHRNCRW/ 

RVAVVKLLHLPKVIIVFWLASW 

MMSRWLHYPDWVTIIAQQVL 

MNVVSVMQADCRMNLLEIFLR 

WLMRKIFHSSLEDPRNWHL 


13452 


43820 


B 


13532 


148 


334 




13453 


43821 


A 


13533 


2 


147 


TSMDKGLQGALKKKI*DL*KK* 
LVKNIPVDKWITPREVFSGIVCK 
QNI 


13454 


43822 


A 


13534 


151 


325 


KAICHNTFSKPSMDKGL/LRRS 

KFCEGFKTYKKNIYKNIPVDKWI 

TPREVFSG1VCKQNI 


13455 


43823 


A 


13535 


283 


406 


HRTKISIVPEGIFKSFSLPLAGIM 
TEQYFL*TLHRLLRLIM 


13456 


43824 


B 


13536 


1 


1902 




13457 


43825 


A 


13537 


508 


1041 


LWREASKDIRQALKSFAGKEV 

VFYRPEEDAGDEKGYESFPW/C 

YQTVWHSPSRGLYSVHINPYLIP 

FFIGLQNRFTQFRLSETKE1TNP 

YAMRLYESLCQYRKPDGSGIVS 

LKIDWIIERYQLPQSYQRMPDF 

RRRFLQVCVNEINSRTPMRLSYI 

EKKKGRQTTH1VFSFRDITSMTT 


13458 


43826 


A 


13538 


1 


1422 




13459 


43827 


B 


13539 


1 


1002 





WO 01/075067 



PCT/US01/08631 



SfcQID 

MO* 


SKQ ID NO: 
vi pcpuuc 
sequence 


Met 


SEQ ID NO: 

: n IICCM 

09/540.2I7 


Nucleotide 
lucHiton ui iirbi 
codon for peptide 
sequence 


Nucleotide location of last 

mrlnn fnr luct amino arid 

LUUUII IUI Idol AIIIIIIU flVIU 

of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
* = Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13460 


43828 


A 


13540 


1 


160 


MVLIVAATVVVVVVVGLCWM 

AKSECRSAMRLSSLQVRIFTYLI 

GREAAFADNLKWMACANKES 

ALLDRFIFLILLLCKEPWECHCL 

PLFKVAMPSKCDIPV1CAH1NIG 

FTLRQLRGFGPCN1GSFEAKDS 

KNPQVRVISQKHKALRCIWFIT 

CSICNPEFTEG A LQGNKQRKRQ 

CLQWFRAKALESNEPGFEF1QD 

KLLTQSLCFFPYTFL WLTG PHPS 

GSSYTDPCSSKADVTPSSTAVQ 

EHSSALELKTKIVSPITRQQHGF 

FTQISTLADVQENVMEYLHVLS 

RPKVIDQEHDVVWTEAYIDSTV 

CRVKRRQLLLQQVPLTRKQQF 

LPAPYVDLDSARTRTNKQQQN 

PIIYTGSKQGSHVILFHYGESWN 

LLRADQRLIFAKSWPRASRYQQ 

GHQDLFILRSDLPSQVFIRDKL 

MERRNRRTGRTEKARIWEVTD 

RTVRTWIGEAVAAAAADGVTF 

SVPVTPHTFRHSYAMHMLYAG 

IPLKVLQSLMGHKSISSTEVYTK 

VFALDVAARHRVQFAMPESDA 

VAMLKQL*QPQWWWWSW*D 

CAGWRKVNAAQPCVCLPFRFA 

SSHTSLDERLRLQT1 


13461 


43829 


A 


13541 


48 


668 




13462 


43830 


A 


13542 


1 


1278 




13463 


43831 


A 


13543 


100 


157 




13464 


43832 


A 


13544 


1 


1122 




13465 


43833 


B 


13545 


1 


1131 




13466 


43834 


A 


13546 


273 


812 


SH PFFSTD WSTDTG VRSKS 1 WC 

HRNCRWESPS* SC/WHLPK VII V 

FWLASWMMSRWLNYPDWVTII 

AQQVLMNVVSVMQADQKR1C 

WKYFCAG*CGKIFTYQ**TW\N 

NTETSMSQKPCKMKRI/YSREE 

LAV*KMDHHSDL1SLW*KLEPL 

TCRSTSH FRQKL AQGFPVSTGT 

PGFIYSAK 


13467 


43835 


B 


13547 


1 


987 





WO 01/075067 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoo for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, / s possible nucleotide 
deletion, ^possible nucleotide insertion) 


13468 


43836 


A 


13548 


246 


2065 


L VG WLDG WLDG WL1 V A LPFM 

MIPWHSSIQPFTIHPFNWNFG*M 

PELCPQ1\GMDSWLAGWM/CWL 

DGWLDGW*MAKLRKPVL*PD 

KEGNE1WVDMYTVKPSGWTVR 

TFDKPRKRFI A FFI AG I LFR A 1 KN 

HFLPRETLQCLPY 1 LTGFRRGQS 

EYFSIFSNMDLADTVMFLIVAL 

PFMMIP WHSSIQPFTI HPFNWNF 

G 


13469 


43837 


A 


13549 


2 


118 




13470 


43838 


A 


13550 


397 


729 


THGI R1GDFFCFTKRKLRKPVL* 
PDKEGNEIWVDMYTVKPSGWT 
VRTFDKPRKRFI A FFI AG ILFR AI 
KNHFLPRETLQCLP Yl LTGFRRG 
QSEYFS1FSNMDLADTVMFL 


13471 


43839 


A 


13551 


147 


417 


SSSWGRSSPQLVCGI FQTAGPQS 
LCK WNQ* VLAQTNKKTAGTSA 
DLYVPV*QL*RKAVVLPTNAP 
WRFWRTRQEWFSSRGRSGYQS 
QET 


13472 


43840 


A 


13552 


1 


2418 




13473 


43841 


B 


13553 


1 


1848 




13474 


43842 


A 


13554 


188 


490 


EWRNVCGVTGTEKVTPSAAAA 

ATASPIQVLTVLSVTSQIRAFSV 

LPVRRLRRSMSLSRJNTCVNRF 

CNPIKKGMRYGLICPL*SLLDGL 

CARLINQGKDS 


13475 


43843 


A 


13555 


83 


440 


SLLFKCSGVIVLRRPLGYRQVM 
N VTRRCLLRTH WMISSLLFY* L 
VNRHRRSVEEYLVSYTLPMGV 
AVVKLLHLPKNFVSLITPRGRL 
EKERA FLFQHM RSISTGLKI FV 
MHTSCPMVVC 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


S£Q ID NO: 
of peptide 
sequence 


Met 
nod 


SKQ ID NO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13476 


43844 


A 


13556 


1337 


2583 


QQRR* M CQN LMTHVQNQRSG R 

SQNDF*RRRKNISERSAVYR*R 

QL Y I RRQP Y A ERPSVH V ED KG H 

K Y L V F E ANTGTENG YQG E ES L F 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTLKKVMKPLITSNTVFIRDKL 

MERRNRRTGRTEKARIWEVTD 

RTVRTWIGEAVAAAAADGVTF 

S VPVTPHTFRHS Y AMHM L YAG 

IPLKVLQSLMGHKSISSTEVYTK 

VFALDVAARHRJRKSDGTLQEH 

DG ICE I H V AKY A E I FG LTS AE A S 

KDIRQALKSFAGKEVVFYRPEE 

DAGDEKGYESFPWFIKRAHSPS 

RGLYSVHIMPYL1PFFIGLQNRF 

TQFRLSETKEITNPYAMRVTNP 

CVSIVCVNEINSRTPMRLSYfEK 

KKGRQTTHIVFSFRDITSMTTG 


13477 


43845 


B 


13557 


1 


696 




13478 


43846 


A 


13558 


326 


1577 


SGLLPIKVAFTKPQFLFILLRIW* 
AKYVHQARTL*DQRF*ADHEA 
YRKTAVRRCSQTTQQAWEQSA 
HQQHIRH 


13479 


43847 


B 


13559 


1 


3822 




13480 


43848 


A 


13560 


848 


1476 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*ISFEL!PS1V1F 

EPRESVNKYHLPF1LKTFARSISS 

VTVFEVISGFITFFNV*SLFNSMI 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCIIAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


13481 


43849 


A 


13561 


1 


2196 




13482 


43850 


A 


13562 


326 


3746 


SGLLPIKVAFTKPQFLFILLRIW* 
AKYVHQARTL*DQRS*ADHEA 
YRKTAVRRCSQTTQQAWEQSA 
HQQH I RH * SCRYPS* ARCQ* LTG 
QIVHRGEKKEQQLl 


13483 


43851 


A 


13563 


3802 


4075 


IRCFTYSPAPGYFPRFRAVIIKLC 

NGDSLRHFMTSVYALQEAAAE 

VRHTLVTLRQLVTLYDPVDFQ 

RDDA*AIRAYDTDTGIRINAWH 

TDW 


13484 


43852 


A 


13564 


1708 


3198 




13485 


43853 


A 


13565 


1 


1401 




13486 


43854 


A 


13566 


1214 


1357 


NKINMFIAALFTIAKT\WNQPK\ 

CPTMIDWIKKRGSSRVASSSSPT 

RTR 



wo 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codoo Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13487 


43855 


A 


13567 


3363 


3852 


SHPFFSTDWSSDTGVRSKSIWC 

HRNCRW/RVAVVKLLHLPKVII 

VFWLASWMMSRWLHYPDWVT 

IIAQQVLMNVVSVMQADCRMN 

LLEIFLRWLMRKIFHVRLLPAV 

STPPNCLNQLLLFFLTPVNYLPG 

QGFAGFRNPPSNRJFACWGKPA 

WTACCNSLRARR 


13488 


43856 


B 


13568 


350 


742 




13489 


43857 


A 


13569 


248 


599 


HRDSYKRMAYGLVISVVSLSR 

KLRKPVL*PDKEGNEIWVDMY 

TVKPSGWTVRTFDKPRKRFIAF 

F1AGILFRAIKNHFLPRETLQCLP 

Yl LTGFRRGQSE YFSI FSNMDLA 

DTVMFL 


13490 


43858 


B 


13570 


1 


2148 




13491 


43859 


A 


13571 


3064 


5069 


RSDPDENCC*TGH*STLFNWC\ 

WRNALSIWEPVCNEIFYRLIKPR 

WEIRWGKRAPVIPKHTLNTQPV 

EDTSLSTPA APM V DSLI AR VG V 

MARGNAITLPVCGRDVKFTLE 

VLRGDSVEKTSRVWSGNERDQ 

ELLTEDALDDLIPSFLLTGQQTP 

AFGRRVSGVIEIADGSRRRKAA 

ALTESDYRVLVGELDDEQMAA 

LSRLGNDYRPTSAYERGQRYAS 

RLQNEFAGNISALADAENISRKI 

ITRC1NTAKLPKSVVALFSHPRQ 

APCMKSNNALIVILGTVTLDAV 

G1GLVMPDLALKGLRVLLVEG 

NDPQGTASMYHGWVPDLHIHA 

EDTLLPFYLGEKDDVTYAIKPT 

CWPGLDI1PSCLALHRIETELMG 

KFDEGKLPTDPHLMLRLAIETV 

AHDYDVIVIDSAPNLGIGTINVV 

CAAHALIVPTPAELFDYTSALQ 

FFDMLRDLLKNVDLKGFEPDV 

RJLLTKYSNSNGSQSPWIEEQIS 

DAWGSMVLKNVHAIVTGDAV 

GMDDIPQEARQYRHNQAYAYS 

IQGDGAEDDDERIVRFHTRVTV 

DS DTL ASDA ARLTCRHG LGNQ 

RNGGVLIEDKFECFFSLTAVFA 

TRAYYAVYHLTGARHSD1VVA 

HGYAGCNVRFVALLGTNTTLE 

TYLSNQGSNGFSCLHFGEDVGQ 



WO 01/075067 



PCT/US01/08631 



SEQID 

MA. 


SEQID NO: 

Ul |Jt|HlUL> 

sequence 


(Vict 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

lUkQIIUII VI 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*— Stnn milnn /— rvnccihli* nnrlpntiflf* 

lil'UUII| f Uv39ll/lv IIUIICVIIUC 

deletion, \=possible nucleotide insertion) 


13492 


43860 


A 


13572 


1408 


5578 


CSHLLIIQLANQNTIITFGKCSSF 

TTATPIGNFYDTRYSSTERRCLL 

TSQ*KRRDEIIQCVLSKQL\RAR 

SLPDPTRKVFSTLSPRSTFRVNF 

TSRPHTGKVWAFREPFLLPPHL 

RKPDTDTGYLYKRMAYGSVIS/ 

1CFTKPKLRKPVL*PDKEGNE1W 

VDMYTVKPSGWTVRTFDKPRK 

RFIAFFIAGILFRAIKNHFLPRET 

LQCL PY I LTG FRRGQSE Y FS I FS 

NMDLADTVMFL 


13493 


43861 


A 


13573 


2678 


2884 


SAPLQRNTARRFLLFLKACSNR 
FCYR\WRHMTA1PSYNRSKLREI 
KGGLYHMGIFRRFLASKETPTF 
CY 


13494 


43862 


B 


13574 


1 


7903 




13495 


43863 


A 


13575 


1 


880 




13496 


43864 


A 


13576 


1 


996 




13497 


43865 


A 


13577 


763 


778 


NRCEPPV*GTRFSQQLLLALKA 
TLLIEELYALTVHSWRPKW 


13498 


43866 


A 


13578 


2 


254 




13499 


43867 


A 


13579 


1 


2358 




13500 


43868 


A 


13580 


206 


382 




13501 


43869 


C 


13581 


1 


1137 




13502 


43870 


A 


13582 


79 


906 




13503 


43871 


A 


13583 


2 


383 


SPPEVVRLGYHPPRHGHQ\HLF 

ASCRKGDVGRVRPTRPDPGSD 

LLPAQVPAGAARRGGTMPACV 

GTRSWYSTFWPMEPAARPTPS 

MVSAASMGH*VTPSAGLYAITS 

RSRLPAGGGITMTTSCSGF 


13504 


43872 


A 


13584 


1 


1092 




13505 


43873 


A 


13585 


173 


262 




13506 


43874 


A 


13586 


898 


1391 


QLG1LRVNLLGIDLRVTGHQAA 

PPLH LLDLLQMH/SSPPCRPQ* A 

TSSPPPSLRCRAPHR*SLAAP*A 

PPPRPSLSAGSPHRKGPPGPAPT 

GSWSSGNQAGLPCCLGWASVF 

LCPSHLPPPHLPQSSASLAFHRV 

KHLIHLHNSVIDKMKYQLKFLC 

LLGEYLSV 


13507 


43875 


A 


13587 


1 


960 




13508 


43876 


A 


13588 


1318 


1369 


RDFHPK*HTIGIQYIWQQLEINQ 
CDTSLSMVLP\R*RDFHPKSHLL 
PGAAQIQ 


13509 


43877 


A 


13589 


212 


385 




13510 


43878 


A 


13590 


377 


505 




13511 


43879 


A 


13591 


69 


193 


CSLRSLAQMLPFYPRRSLCLSCS 
L**PHCCLWLAALRSESK 


13512 


43880 ' 


A 


13592 


1 


230 




13513 


43881 


A 


13593 


2 


341 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of lasl 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=:Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






13514 


A "5 OOI 

43882 


A 


1^594 


1 


2421 




13515 


43883 


A 


13595 


1 


623 




13516 


43884 


A 

A 


13596 


1 


906 




13517 


43885 


A 


13597 




568 






43050 


A 


13598 


107 


199 






43o5 / 


A 


o599 


A*} 

42 


328 


GGASGVCSF*CSE/LSSFWWVR 














GLAGSGVKLQTFATQEPSWLH 














PVDPVPGLQVELPASPAPCART 














PQPLGGRWDSAPWSRGRRSSG 














AHGIDVALLP 


1 j 520 


43888 


A 


13600 


5 


124 


IWILWFFVSLT*RSRGPSQ*VLQ 














LIKAPHVDLLVVTFGC 


13521 


43889 


A 


13601 


827 


973 


IHQSALCI*LKFYTSLTHPVISLV 














VETLVWW*YLKM*KKLWSW1 














RGRG 


13522 


43890 


A 


13602 


2 


503 




o523 


43891 


A 


13603 


56 


792 




13524 


43892 


A 


13604 


1 


411 




13525 


43893 


A 


13605 


1 


1554 




13526 


43894 


A 


13606 


1 


363 




13527 


43895 


A 


13607 


1 


966 




13528 


43896 


A 


13608 


932 


1189 




13529 


43897 


A 


13609 


146 


323 




13530 


43898 


A 


13610 


1 


1827 




13531 


43899 


A 


1361 1 


2 


412 




13532 


43900 


A 


13612 


1 


2238 




13533 


43901 


A 


13613 


2 


411 


G ATDC VC Y YT VG FN DTKTS A L 














HM V VG DSL AMD VSS VHHNSTL 














LRYS VTLLG YGF YG DI 1 KDSDK 














KRRLGLARYDFLCIKTFFSHH* 














YEGTVTFLPAQHTVGSPRDRKP 














CRAGCFVCRQSKQQLEEEQKT 














ALYGLEL 


13534 


43902 


A 


13614 


3 


2185 




13535 


43903 


A 


13615 


206 


1568 




13536 


43904 


A 


13616 


165 


417 


TWDY1RPNE*YM*MAKKKMP 














MD\VWCNGKNWRPAG\EFVDD 














GYTETHFSIGNHDCYIKAVSSGK 














RKEGIIHTL1VDNREIPEIAS 


13537 


43905 


A 


13617 


463 


837 




13538 


43906 


A 


13618 


1 


765 




13539 


43907 


A 


13619 


3 


510 


AGVHKIEFEHGTTSGKRVVYV 














DG KEEI RKEWM FKLVG KETF\Y 














VGAAKTKATINIDAISGFAYEY 














TLE1NGKSLKKYMEDRSKTTNT 














WVLHMDGENFRIVLEKDAMD 














VWCHVGKKIRRPAGEFVDDGTE 














TPLQYPGPMTCY1 KA V\SSG\KR 














KEGIIH T LIVDNREIPEIAS 


13540 


43908 - 


A 


13620 


342 


585 




13541 


43909 


A 


13621 


1 


1119 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


:« i iccw 


location of first 


codon for last amino acid 


*— Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \-possible nucleotide insertion) 










sequence 






13542 


43910 


B 


13622 


48 


1104 




13543 


43911 


A 


13623 


656 


916 


GWRKYLQGAADMGIAEGGGS 














VWSSWASSSLISVPVR*LCESTQ 














RSAPGWPPLTGGSCSESVALWL 














CVNDFEFQMRLMPSRDSEPAC 


13544 


43912 


A 


13624 


179 


682 




13545 


43913 


A 


13625 


1 


7511 




13546 


43914 


A 


13626 


56 


8669 




13547 


43915 


A 


13627 


42 


8716 




13548 


43916 


A 


13628 


1 


2457 




13549 


43917 


A 


13629 


3 


571 




13550 


43918 


A 


13630 


1 


867 




13551 


43919 


A 


13631 


1 


2238 




13552 


43920 


A 


13632 


171 


396 




13553 


43921 


A 


13633 


1 


3940 




13554 


43922 


A 


13634 


554 


619 




13555 


43923 


A 


13635 


1 


1359 




13556 


43924 


C 


13636 


208 


359 




13557 


43925 


A 


13637 


2 


513 


PSH DHSKLGTRASGK V 1 LHGEH 














AAVHGKVALAVSLNLRTFLRL 














QPHSNGKGDLSLPNIGIKRAWD 














VARLQSLDTSFL/RWTKEDLELI 














NKWAFQGERMIHGNPSGVDNA 














VSTWGGALRYHQGKISSLKRSP 














ALQ1LLTSTRG\PRNIRALVGGG 














RNR1ALEVPDMGGPLLLSW 


13558 


43926 


A 


13638 


3 


1331 


RVDDFVGELLRLRRGGAADVE 














AAAAAGFPGAMLSQVLLVSAP 














GKV1LHGEHAVVHGKVALAVS 














LNLRTFLRLQPHSNGKVDLNLP 














N1GI MRA WDVARLHSLDTSFLG 














ECKEEKPEQGDVTTPTSEQVEK 














LKEVAGLPDDCAVTERLAVLA 














FLYLYLS1CRKQRALPSL\D1VV 














WSELPPGAGXLGSSAAYSVCLA 














AALLTVCEEIPNPLKDGDXCVN 














R\WTKED\LEL1NK\ WA FVQGER 














MIHGNP\SGV\DN AVQH LGEGA 














LRLPSRGRFSFL* RGSP VFQI/LG 














LTNTKVPS AITRA LVAGVRN RL 














LKFPEI V A PLLTS 1 DAISLECER V 














LGEMGEAPAPEQYLVLEELIDM 














NQHHLNALGVGHASLDQLCQV 














TRARGLHSKLTG AGGGGCG ITL 














LKPGLEQPE V E ATKQA LTSCG F 














DCLETSIGAPGVSIHSATSLDSR 


13559 


43927 


A 


13639 


1 


950 




13560 


43928 


A 


13640 


I 


1653 




13561 


43929 


A 


13641 


1 


2601 




13562 


43930 " 


A 


13642 


2 


513 




13563 


43931 


A 


13643 


47 


367 
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SEQID 


SEQID NO: 


Met 


SEQID NO: 


Nucleotide 


Nucleotide location or las! 


Amino acid sequence ( X^Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


* = Ston codon. /=nocvihlp nnrl^rttid* 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \= possible nucleotide insertion) 










sequence 






13564 


43932 


A 


13644 


1 


633 




13565 


43933 


B 


13645 


1 


1110 




13566 


43934 


A 


13646 


172 


1095 




13567 


43935 


A 


13647 


1 


855 




13568 


43936 


A 


13648 


3 


440 




13569 


43937 


A 


13649 


2 


230 




13570 


43938 


A 


13650 


2 


606 


AEFDLCCSPCRRRLLGREEAGE 














EPTSPVTQYLQPRSPEECKMFA 














CAKLA\CTP\SLIRAGSRVAYRP1 














SASVLSRPEASRTGEGSTVFNG 














A\QNGVSQ\LIPKGSFKTSA1SKK 














TLDTA\AKFIG\AGAGNS*GVG 














WFLVAG IGYTVFWASLIH WVM 














ARKPFRWKQQL\FSY\AILGICL 














VLKAMGSPFVLMVAFLILFAHV 














TEITA 


13571 


43939 


A 


13651 


200 


2320 




13572 


43940 


A 


13652 


224 


640 




13573 


43941 


A 


13653 


1 


357 




13574 


43942 


A 


13654 


43 


183 




13575 


43943 


A 


13655 


3 


478 


SSAGREPDPSDLPRRLCFTHRLP 














AARRWVQLCVHASPEPGGQGV 














CPGRSERMVIRVFIASSSGFVAI 














KKKQQDVVRFLEANK1EFEEVD 














1TMSEEQRQWMYKNVPPDKKP 














TQGNPLPPQIF\NGDRYCGDYD 














RLFESKESNTVFSFLGLKPRLAS 














KAEP 


13576 


43944 


A 


13656 


2 


428 


CRDGKDVVSLVRATVWALSKR 














KLQPTRA/ALTPTPSAVNKIKQF 














LKDKPELVDVKVGVRTRGCNG 














LSYTVEYTKTKGNSDEVIQDEA 














RVFIEKKAQLTPLGTEMDYVED 














KLSSE/FMFNNPT*TCGCGAPGK 














LVETLGLTEEIM 


13577 


43945 


A 


13657 


1 


1377 




13578 


43946 


A 


13658 


1 


1215 




13579 


43947 


A 


13659 


1 


452 


RE AE A A DLRSE APG RRDG ED V 














GFLSSGQLSGLCSKRKLQPTRA 














ALTLTPSAVNKIKQLLKE*P*AC 














RVLKVGVRTRGCNGLSYTLEYT 














KTKGDSDEEVIQDGVRVF!EK\K 














AQLTLL*TEMDYVEDKLSKGV 














G VHXSPN1KGTCGCG ESFN I 


13580 


43948 


A 


13660 


3 


763 




13581 


43949 


A 


13661 


1 


306 




13582 


43950 


A 


13662 


738 


1022 


GQHHPETJCAWQRHNKKREF*T 














NILDEH*CKNPH*NTGKPNPAT 














HQKAYPP*SSGLHPWDARLVQ 














HTK1NKCN PAY KQNQRQK.PH D 














YLNRCRKGL 
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SEQ ID 

NU: 


SEQ ID NO: 
of peptide 
sequence 


Met 

now 


SEQ ID NO: 

in 1 I<t£N 

in uoon 
09/540,2! 7 


Nucleotide 

location oi nrsi 
codon for peptide 
sequence 


Nucleotide location of last 

rfulnn finr Incl aminn nrirl 

IVUVH mYJM lUJl AIIIIIIU tlLIU 

or peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13583 


43951 


A 


13663 


2 


516 


QKIDLPEYQGEPDEISIQKCQEA 

VRQVQGPVLVEDTCLCFNALG 

GLPGPYIK\WFLEKJLKP\EGLHQ 

FLAGVEGKSVAYALCTFALSTG 

DPSQPVRLFRGRTSGR1WAPRA 

CQDFGWD\PCFQPDGYEQTYAE 

MPKAEKNAV\SHRFRA\LLE\LQ 

EYFGKFGQLDFCKLEAGPFR 


13584 


43952 


A 


13664 


7 


227 




13585 


43953 


A 


13665 


1 


415 




13586 


43954 


A 


13666 


234 


510 




13587 


43955 


A 


13667 


2 


402 




13588 


43956 


B 


13668 


530 


1544 




13589 


43957 


A 


13669 


1 


603 




13590 


43958 


B 


13670 


1 


1527 




13591 


43959 


A 


13671 


1 


1179 




13592 


43960 


A 


13672 


2 


413 




13593 


43961 


A 


13673 


100 


374 


KM I SPA LKALEL PFERNL I I/PLQ 
LLKVRILKEGEML/DI*HWFL** 
GMGTVQKGMPHKCYHGKTGR 
VYNVTQHAVGIVVNKQVK*VV 


13594 


43962 


A 


13674 


1 


1035 




13595 


43963 


A 


13675 


2 


564 


gpfgrnrhlpvirqndgpqrgk 

rrgtpkyvf*/rpfrk\hgggpl 

gppym\ri\yrkgdivd\ikgmg\ 

tvqngmphxkcyhgktgrvyn 

vtqhav\givvnk\qvkgkila 

k\rinvriehi\khskspr*aslk/ 

rvlkemdqekerspkkkgtwg 

snlkrhpappqkkhtl*rtngk 

epel\lepipyefhghn 


13596 


43964 


B 


13676 


68 


391 




13597 


43965 


A 


13677 


1 


404 


PTRTWTRGRIPRLSAPPSRGAR 

GTMADPRVRQIKIKTGVWKRL 

V\KEKVLYEKEPKQ\QEEKIEKM 

RAEDGENYDIKKQAEIL\QESR 

MMIPDCQRRLEAAYLDLQRILE 

NEKDLEXEAEEYKEARLVLDSV 

KLEA 


13598 


43966 


A 


13678 


I 


436 


LLLACRSMDCYLAIVHATRTLT 

QQRHLVKFICLGLRNLFLLLSL 

RI LLFRRTF YPSN VSP VC YEDM 

GNMTANWWMLLRILPQSFGF1V 

PL/LIMLFCYRFTLHTLFKAHMG 

QKHWTMWVIFADVLIILLCWL 

PYNLVLLADTIMGT 


13599 


43967 


A 


13679 


1 


705 




13600 


43968 


A 


13680 


292 


1489 




13601 


43969 


A 


13681 


434 


1205 




13602 


43970 • 


A 


13682 


1 


390 
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SEQIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 2 17 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


13603 


43971 


A 


13683 


21 


479 


TYPEA WKL Y Y RSR* SRDLRK Y 

HAHSVSP*QDQRYTS*KILKCD 

EHiQKLGSCiTDPGNRETSGNT 

M HTV FHRDKTKDTH PESCCSSE 

KGGQPLPWFEHRKNVPQFAEP 

TETLFGPDSGKGAKSLVELLDE 

SECTSDEEIF1SQDE1QSFMANN 

QSFYSNREQYRQHLKEKFNKY 

CRLNDHKRPICSGWVDNGWEA 


13604 


43972 


B 


13684 


32 


438 




13605 


43973 


A 


13685 


533 


1226 




13606 


43974 


A 


13686 


1 


1566 




13607 


43975 


A 


13687 


215 


453 




13608 


43976 


A 


13688 


1 


553 


RRPARAAVIKQPPAPGASQHAA 

TPTQTPLCTPARPLPPMAHVQQ 

LEGRWRLVDS\KGF**NTMKE\L 

GVTVIALRKMGRNAQAQICimS 

DG *N PSP LKTESTLKTATQFSCT/ 

LWGEKFEETTA\DGQKKLTNCL 

STFPDG\AL\VQHQEWDGERKS 

T\ITKKN*KDGEfSWLECVMNN\ 

VTCTPDSMKK 


13609 


43977 


C 


13689 


11 


106 




13610 


43978 


A 


13690 


3 


155 


LCELQKAIDLFTDAIKLNPRLAI 
LYAKRASVFVKLQKPNAAIRD 
CDRA1EINPDSAQPYKWRGKAH 
R* 1 LAWPFCM PRG P VSSSN YRS 
QMLPSETVTEPLK 


13611 


43979 


A 


13691 


1 


1732 




13612 


43980 


B 


13692 


95 


1715 




13613 


43981 


A 

A 


13693 


1 


A A £. 

446 




13614 


43982 


A 


13694 


1 


786 




13615 


43983 


A 


13695 


88 


828 





wo 



01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

nou 


SEQ ID NO: 
in i/oom 
09/540,217 


Nucleotide 

location oi nrsi 
codon for peptide 
sequence 


Nucleotide location or last 

cculnn fnr Inct antinn nrtrt 

of peptide sequence 


Amino acid sequence ( X=Unknown, 

oiup iuuuii, / — pussioic nucieouue 
deletion, \-possible nucleotide insertion) 


13616 


43984 


A 


13696 


157 


1515 


RREKMAELKYISGFGNECSSED 

PRCPGSLPEGQNNPQVCPYNLY 

AEQLSGSAFTCPRSTNKRSWLY 

RILPSVSHKPFESIDEGHVTHMW 

DEVDPDPNQLRWKPFEIPKASQ 

KKVDFVSGLHTLCGAGDIKSN 

NGLAIHIFLCNTSMENRCFYNS 

DGDFLIVPQKGNLLIYTEFGKM 

LVQPNEICVIQRGMRFSIDVFEE 

TRGYILEVYGVHFELPDLGPIG 

ANGLANPRDFL1PIAWYEDRQV 

PGG YTV IN K YQG KLF A A KQD V 

SPFNVVAWHGNYTPYKYNLK\ 

NFMVINSVAFDHADPSIFTVLT 

AKSVRPGVAIADFVIFPPRWGV 

ADKTSGPPYYHR\NCMKRFME 

LIRGQFEQKQGWFLPGGRG/SL 

HSTMTPHGP\DADCFEKASKVK 

LALKR1 A DGTMAVFM F* SSFN LA 

GPKWGLQAPVRVLDKNYPKCW 

EPLKSPFVTPNSRNPAEPN 


13617 


43985 


A 


13697 


1 


156 




13618 


43986 


A 


13698 


8 


306 




13619 


43987 


C 


13699 


1 


1143 




13620 


43988 


A 


13700 


1 


1551 


M RKDSC ASSMHQQVSRSKJCRA 

GQKTPPEDQEGGQRALRSSH I R 

LGQFLLIEDCKTPSPSSLGADAl 

AKQRKTSVSAAASVSATIPIRR 

VQG PTVVGSWARGVSAAASGP 

RGTGPKGKARSEKGCSLSHGPQ 

TNKPLVVQKGQKMEQANHPV 

GLVISVVYKDILKKJVQRETSHP 

LIHVRYAEAITGRRTAPEDKGS 

LG RDML AKAG All YMNMGNK L 

PIWCHLLEEGIYLEVWALEGQF 

GRA KN ACP VQI RLKDPTTFP YQ 

RQYPLRPEAHKGLQD1VKHVK 

AQGLVKKCSSPCNTPILGVQKP 

NGQWSLVQDLRLISEAVIPLYP 

VVPNPYTLLSQIPEEAEWFPVL 

DLKDAFFCIPLHYDSHDSQFLF 

AFEDPTDHTSQLIWTVLPQGFR 

DSPHLFGQALAQDLGHFSSPGT 

LVLQYVDDLLLATSSEASCQQA 

TLDLLNFLANQGYKASRSKAQ 

LCLQQVKYLGLILARGTRTLGK 

ERJQPILAYPHPKTLKQLWGFL 

QIT/GFCQLWIPR*SKJ 


13621 


43989 


A 


13701 


188 


688 





WO 01/075067 PCT/US01/08631 



SLQID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno«n, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


13622 


43990 


A 


13702 


636 


2628 


SN DRTEDDCGK H PFM SSPPVTEP 

WVCLIIEGQEIDFLLDTGTTFSV 

LI PCLGRLSSRS VTiQG 1 LGQPVT 

RYFSHLLSCNWETLLFSHAFLV 

MPESPTPLLGRDILAKAGAHSM 

KTGNKLPICCPLLEGfNPEVWA 

L EGQFGRA KN A HPLQI RLKDPI 

SFPYQRQYPLRPEAHKGLQDIV 

KHLKAQDSVRKCSSPCNTPILG 

VQKLNSQWRLVQDLRLINEAVI 

PLYPVVRNPYTLLSQVPEEAEW 

FTVLDLKD 


13623 


43991 


B 


13703 


302 


619 




13624 


43992 


A 


13704 


1 


5172 




13625 


43993 


A 


13705 


1 


2091 




13626 


43994 


A 


13706 


1 


1754 


GPRGTGPKGKARSEKGCSLSHG 

PQTNKPLVVQKGQKMEQANHP 

VGLVISVVYKDILKKIVQRETS 

HPLIHVRYAEAITGRRTAPEDK 

GSLGRDMLAKAGAIIYMNMGN 

KLPIWCHLLEEGIYLEVWALEG 

QFGRA KNACPVQ 1 RLKDPTTFP 

YQRQYPLRPEAHKGLQDIVKH 

VKAQGLVKKCSSPCNTP1LGVQ 

KPNGQWSLVQDLRLISEAVIPL 

YPVVPNPYTLLSQIPEEAEWFP 

VLDLKDAFFCIPLHYDSHDSQF 

LFAFEDPTDHTSQLIWTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLVLQYVDDLLLATSSEASCQ 

QATLDLLNFLANQGYKASRSK 

AQLCLQQVKYLGLILARGTRTL 

GKERIQPILAYPHPKTLKQLWG 

FLEITGFC* L W1PG YSKIARPLYT 

LI KETQRANTHL VEWESEAETA 

FKTLKQALVQAPGLSLPTGQNF 

SLYVTERAGIALGVLTQTRGTT 

PQPVAHLSKETDVVAKGWPHC 

LRVVAAVAVLVSEAIKIIQGKD 

LIVWTTHEVNGILG/AKGSLWL 

SDKRLFRYQALCLEGLVLQIRT 

SCGSHLAVTRLWALYF 


13627 


43995 


A 


13707 


2 


887 





wo 



01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las) 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

* = Ston f (Winn /ssiMiccihl? mirlpntiilp 

deletion, \=possible nucleotide insertion) 


13628 


43996 


A 


13708 


3 


1750 


GWAVPRPGPRGLTVATEAAAA 

AAAAAAAA1SSRTRAPQAPEGR 

NRRLEKMADDIDIEAMLEAPY 

KKDEN KLSSANGH EERSKKRK 

KSKSRSRSHERKRSKSKERKRS 

RDRERKKSKSRERKRSRSKERR 

RSRSRSRDRRFRGRYRSPYSGP 

KFNSAIRGKIGLPHS1KLSRRRS 

RSKSPFRKDKSPVREPIDNLTPE 

ERDARTVFCMQLAARIRPRDLE 

EFFSTVGKVRDVRMISDRNSRR 

SKGIAYVEFVDVSSVPLA1GLTG 

QRVLGVPIIVQASQAEKVNRAA 

AMANNLQKGSAGPMRLYVGSS 

HFNITEDMLRGIFEPFGRJESIQL 

MMDSETGRSKG YG FITFSDSEC 

AKKALEQLNGFELAGRPMKVG 

HVTERTDASSASSFLDSDELER 

TG\IDLGTTG\RLQLM\ARLAEG 

TGLQIPPAAQQALQMSGSLAF\ 

GAVGRNLFCYRFAKQDFSHQT\ 

ETSALSAAASWQPLATQCFQLS 

NMFNPQTEKEVGWDTEIKDDV 

IEECNKHGGVIHIYVDKNSAQG 

NVYVKCPSIAEAIAAVNALHGR 

WFAGKMITAAYVPLPTYHNLF 

PDSMTATQLLVPSRR 


13629 


43997 


A 


13709 


141 


343 


LHEGLLP* RGHALLSG ALHG*C 
VGSCLFSTPRCLTSSTACGYPSS 
CTPGSCTAWCPSASRRLSCWT 


13630 


43998 


A 


13710 


5 


426 




13631 


43999 


A 


13711 


1 


1188 




13632 


44000 


A 


13712 


2 


264 


NKQPIW1PSRHLKPYHEPDAKE 
EIPGGS*GPTSCSHVETDAEEDP 
NCHEQH LSNTATHLGTDQEA VI 
DGRRKPEESRTTSHICRCRS 


13633 


44001 


A 


13713 


I 


700 




13634 


44002 


A 


13714 


3 


483 




13635 


44003 


A 


13715 


2 


361 


RRFRAGAGYVVESTGVFTTME 

KAGAHLQGGAKRVIISAPSADT 

PMFVMGVNHEKYDNSLKHSNA 

SCTTNCLA/PPASTGAAKAVGK 

VIPELNGKLTGMAFRVPTANVS 

VVDLTCRLEKPA 


13636 


44004 


A 


13716 


2 


249 


SADAPMFDMGVNHEKYDNSL 
NII/SVMKAGPVEKRPAWHPMD 
TLP*LAPRSLFLCSNASCTTNCL 
EPLAKVIHDNFG1VEGLMV 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


13637 


44005 


A 


13717 


1 


1079 


GTRRQSAASSFASPAEPHRSDT 

MGKVKVGVNGFGR1GRLVTRA 

AFNSGKVDIVAINDPF1DLNYM 

VYMFQYDSTHGKFHGTVKAEN 

GKLVINGNPITIFQERVYPSKIKW 

GDAGAEYFVESTGVFTTMEKA 

G AHLQGG AKRV 1 1 S A PS A DA PM 

FVMGVNHEKYDNSLKIISNAVS 

CTTNCLTVPLAKV1HDNFGIVEG 

LMTTVHAITATQKTVDGPSGKL 

WRDGRGALQNIIPASTGAAKA 

VGKVIPELXNGKLTGMAFRVPT 

ANVSVVDLTCRLEKPAKYDDI 

KKVVKQAXSEGPLKGILGYTEH 

QVVSSDFNSDTHSSTFDAGAGI 

ALNDHFVKLISWYDNEFGYSN 

RVVDLMAHMASKE 


13638 


44006 


A 


13718 


3 


483 




13639 


44007 


A 


13719 


2 


361 


rrfragagyvvestgvfttme 

kagahlqggakrvi1sapsadt 

pmfvmgvnhekydnslkiisna 

scttncla/ppastgaakavgk 

vipelngkltgmafrvptanvs 

vvdltcrlekpa 


13640 


44008 


A 


13720 


2 


249 


SADAPMFDMGVNHEKYDNSL 
NII/SVMKAGPVEKRPAWHPMD 
TLP*LAPRSLFLCSNASCTTNCL 
EPLAKVIHDNFGIVEGLMV 


13641 


44009 


A 


13721 


1 


1079 


GTRRQSAASSFASPAEPHRSDT 

MGKVKVGVNGFGRJGRLVTRA 

AFNSGKVDIVAINDPF1DLNYM 

VYMFQYDSTHGKFHGTVKAEN 

GKLVINGNPITIFQER\YPSKIKW 

GDAGAEYFVESTGVFTTMEKA 

GAHLQGGAKRVIISAPSADAPM 

FVMGVNHEKYDNSLKIISNAXS 

CTTNCLTXPLAKVIHDNFGIVEG 

LMTTVHAITATQKTVDGPSGKL 

WRDGRGALQNIIPASTGAAKA 

VGKVIPELXNGKLTGMAFRVPT 

ANVSVVDLTCRLEKPAKYDDI 

KKVVKQAXSEGPLKGILGYTEH 

QVVSSDFNSDTHSSTFDAGAGI 

ALNDHFVKLISWYDNEFGYSN 

RVVDLMAHMASKE 


1 JOHL 


AA(\\(\ 




1 5 ILL 








13643 


44011 


A 


13723 


2 


2972 




13644 


44012 


A 


13724 


1 


602 





WO 01/075067 
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SEQ1D 
NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Slrtn rndnn /^nn«ihtp niirlpntiflf* 

deletion, ^possible nucleotide insertion) 


13645 


44013 


A 


13725 


1 


325 


MGRNQSRKAENTKNESASSPP 

KDRNSSPVREQSWTENEFDELT 

EVGFRKLVITNFSELKEHVLTD 

HKEAKNLEKSXLEVVAREISQE 

KEIKVFN*EKRKSNCPCLQMT 


13646 


44014 


A 


13726 


1 


981 




13647 


44015 


A 


13727 


1 


739 


MGRNQSRKAENSKNQSTSSPPK 

DCSSSPAREQNWTKNEFDELTE 

VGFRRSLIANFSKLKECVLTHR 

KEAKNLEKSDRENGTKLENTL 

QDIIQENFPNLARQANIQIQEIQ 

RI PQRYSLRRATPRHIIVRFTKV 

EMKEKMSRAAREKGRVTHKG 

KPIRLTADLSAENLQARREWGP 

VFNILK\NFQPRIPYPAKLSFISG 

GEIKSFTDKQMLRDFFTTRPAL 

QELLKEALNMERNNQYKPLQK 

HAKW 


13648 


44016 


A 


13728 


1 


1277 


MKEQNGGGGREEDHKDKGIRQ 

LPSLLPSAGEAKSDKPEHHNRY 

RKEJASFEDEKRAMGVAKMAE 

QEQLQSAAPSMTNAEVGTAHG 

GRAEAGRGVDSPGKRKVLGDF 

PFLA KGSRDRLPG KAGHSLPK Y 

YAFTKVLATGRQERNSINISKK 

VIYTKTTSTGHQHQRPKIDKTT 

KMGRNQSRKAENSKNESTSSPP 

KGHSSSPATEQSGTENDFDELT 

EVGFRRSVTTNFYELKEDVQTH 

RKEAKNLEKRLDKWLTRINSV 

EKTLSDMMELKTMARELRDTC 

SSFKSRFNQVEERVSVIEDPIY\E 

LSREDKVRDKKVRNKQSLQEI 

WDYVKRPNLRVIGVPESDGEN 

GTKLENMLQDIIQENFPNLARQ 

ANIQIQEIQRTPQRYSSRRATPR 

HIIVRFTKVEMKQKVLRAAREK 

GPVTHKGNSGSLS 


13649 


44017 


A 


13729 


1 


1584 




13650 


44018 


A 


13730 


493 


575 


SHLPMNPANTRSQRNPTKKKQ 
K.KN VC/DN I RELEQQM ED A YR 
GTKRKMLPSSSSRMRSDG FDEE 
SQRYYWRPKNEISGTLEDDFLK 
AKSWNRKFYDYEANMPDRWG\ 
QVAIKSYTLKNLKQTVVISKJLP 
TGRKHLPR*SHLPMNPANTRSQ 
RNPTKKKQKKNVCG 


13651 


44019 


A 


13731 


1 


655 




13652 


44020 


A 


13732 


2 


1664 




13653 


4402) - 


A 


13733 


1 


2364 




13654 


44022 


A 


13734 


1 


224 





WO 01/075067 
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SEQ ll> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Srop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13655 


a a ao *> 

4402j 


A 


l.>735 


103-5 


*7C 1 1 

751 1 




oo5o 


A A AO A 

44024 


A 

A 


137^6 


56 


OH£f\ 

8669 




I jo57 


/l/t AOC 

44025 


A 

A 


i i*i***i 
137^7 


A*\ 

42 


8716 




1 O ZT C O 

13658 


44026 


A 


137j8 


i 
I 


5046 




l.>659 


A Af\*S1 

44027 


A 


13739 


1 


2298 




13660 


A A O 

44028 


A 


13740 


1 


2362 




13661 


A /I A**l A 

44029 


A 


13741 


1 


2046 




13662 


/I /* ATA 

44030 


A 


■ "»*7 A** 

13742 


1 


1503 




13663 


A Af\1 1 

4403 1 


A 


1374 j 


1 


813 




1 1£L£.A 

13664 


44032 


A 

A 


U744 


IOC 

185 


735 




13665 


A A A1 "5 

44033 


B 


13745 


317 


A l A 

910 




13666 


A /I A"> A 

440j4 


A 

A 


13746 


• 
1 


867 




13667 


A A A "7 C 

44035 


B 


1^747 


1 


2325 




13668 


44036 


A 


13748 


1 


430 




13669 


44037 


A 


13749 


1 


867 




13670 


44038 


A 


13750 


35 


518 


CLSRRASPVYLASMSGRGKTG 

GKARAKAKSRSSRAGLQFPVG 

RVHRLLRKGHYAERVGAGAPV 

WLAAWLEVAQPLRVLELAGN 

AA\RSN\KKTRIIPRHLQLAIRND 

EEL*KLPGLP*RIAQGSR/VLPNI 

QA\VLLPK\KTSATVG\PKAPSG 

GKKATQASQEY 


13671 


44039 


A 


13751 


1 


937 




1^672 


44040 


A 


13752 


1 


1096 




13673 


A A A A 1 

44041 


A 


13753 


85 


1512 




t 1 £1 *1A 

13674 


A AAA** 

44042 


A 


1^754 


3 


2377 




13675 


A Af\A1 

44043 


A 


1.>755 


1 


1 134 




13676 


A Af\A A 

44044 


A 

A 


13756 


A A 

49 


408 




13677 


A AAA C 

44045 


A 


13757 


A1 

47 


2603 




1 1£10 

13678 


A A f\ A £. 

44046 


A 


13758 


* 

l 


378 




13679 


44047 


A 


13759 


i 


696 




13680 


44048 


A 


13760 


3 


401 




13681 


44049 


A 


13761 


882 


1106 


KLHPYTTRQYCHFRJ*TDVMAK 
RSRNAVKGLSALVWCALSDFA 
AGFTPDDGCTRATFFTGGWkK 
rdcrgavagg 


13682 


A A AC A 

44050 


A 

A 


13762 


£.0 0 

688 


1 1 AA 

1 100 




13683 


A A AC 1 

44051 


A 

A 


13763 


476 


552 




1 1HO A 

13684 


A A AO 

44052 


B 


13764 


178 


1 107 




1 1 HOC 

13685 


44053 


A 

A 


t o *7 yc 

13765 


l 


198 




13686 


A A AC A 

44054 


B 


13766 


94 


625 




13687 


44055 


A 


13767 


1 


732 




13688 


44056 


A 


13768 


I 


4443 




13689 


44057 


A 


13769 


216 


575 


PGAGDRYVGKPVSAGVTAVSC 
GVWSSMPDATLIASYQAYTSH 
VGRIRRSRRJR/TNTARADYPAL 

XAI DITXrKI CD TLTkl D C/^CX1 A AC\/I 

1 ALrrNNrK 1 HNKrurNAAoVL 

ASIG1GSSLICAAR1SAHSGAEH 

KPREPKAANIK 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno>vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sequence 






13690 


44058 


A 


13770 


1018 


1489 


KLPGQRRFVQTPSHVLHTTLSY 














PTA PAQSS Y PA PLS PSQ DRA PTL 














AHQTT* FS AS YTAN AQ WQRV A 














ADHLKSVRETYAHVRQFSPAL 














GNAPPDLQPLS*ASCVPKSGAR 














YSSV1RQNRRDFFRATDHMYVT 














VPTN RPKM WN P VN TQMN SFRA 














DTCER 


13691 


44059 


A 


13771 


1013 


1755 


GSPGLRPGGAAGKALAPSGCT 














GNSHRAPM*PGAQAQTRPEKW 














A*QRP/HVSTGARGARVRALAA 














VAAAEAQRAGAAVRAAALHT 














RAAVSAGAARAVVQVVLAAR 














TREAGAAAAAQGVAQVQAES 














AIAAWLQAAPVHPLLTVGALE 














TGWAVADVGRVRVCTPDTQA 














AVEAGSICTCHPAHLTPQPVEP 














TRAGAFKGPGCLTTAASIGTRV 














PVTGPRPRDKASGGSRGRAPGA 














EAAAGGDRDRAEGSSPAL 


13692 


44060 


A 


13772 


1 


1236 




13693 


44061 


A 


13773 


1 


456 




13694 


44062 


A 


13774 


1 


219 




13695 


44063 


A 


13775 


1707 


1853 




13696 


44064 


A 


13776 


1 


615 


QLATFFFGGGLPGGSAPWDPPG 














EACLWVLVRLPGRTVWV1QFV 














QLRSFFAPPFAHNGRASSGRVS 














VHYGIAQTAEWAAEICGVGAR 














K1RELAAIFHQNTIMHFANGG/N 














PTRRSAVLSSMQGSLPGGCVDA 














VDIHPVAR1VEALENPGGAYQH 














NGMNRHFPDIRFIWWAGGANF 














THHQDTNRLIRAWQNDSYFRK 














GRIKAKMGPKLF 


13697 


44065 


A 


13777 


407 


661 


ANWIKWRWHRAMHSSSSMWQ 














TANSLASFISAPVTSSSACRSTL 














PATRYWCI*WRSSAIWKWVILS 














GP VATRJCTAT1 WIQLICN 


13698 


44066 


A 


13778 


1 


2448 




13699 


44067 


A 


13779 


3 


1612 




13700 


44068 


A 


13780 


1 


1626 




13701 


44069 


A 


13781 


3 


118 




13702 


44070 


A 


13782 


1175 


1396 




13703 


44071 


A 


13783 


197 


933 




13704 


44072 


A 


13784 


2 


64 


IILLNSAPAWM*TFKLGPGVDV 














NYMLHTQNK 


13705 


44073 


A 


13785 


1 


855 




13706 


44074 


B 


13786 


1 


1605 




13707 


44075 


A 


13787 


1 


588 




13708 


44076 - 


A 


13788 


1 


2769 




13709 


44077 


A 


13789 


813 


1341 





WO 01/075067 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540.217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13710 


44078 


B 


13790 


1 


999 




13711 


44079 


A 


13791 


1 


281 




13712 


44080 


A 


13792 


1 


1332 




13713 


44081 


A 


13793 


1 


1384 


MPITLRRSVEKEQLIEIANT1MPF 

GKYKGRRLIDLPEEYLLWFARK 

DEFPAE AR YTH 1 DLHVPAPLLV 

MFTLDTRQSACDRNPHLPIHVC 

SSWTSPKCAPRLWTRALLPRTR 

TPPYATGTTIGSRASWFVTFPD 

ASFYRRKAPRQEFHTSLQGRSL 

YVRQRSTANPTEITRRTL1H1CM 

VEVNACLKQLDNKDIADYEHN 

QLMRRLRQLIAQSWHTDE1RKL 

RPSPEAIMTEQEKTSAVVEETR 

EAVDTTSQPVAT 


13714 


44082 


A 


13794 


1 


2004 


MTQQITLIKDKILSDN YFTLHN I 

TYDLTRKDGEVIRHKREVYDR 

GNGATILLYNTKKKTVVLIRQF 

RVATWVNGNESGQLIESCAGL 

LDNDEPEVCIRKEAIEETGYEV 

GEVRKLFELYMSPGGVTELIHF 

FIAEYSDNQRANARGGVEDEDI 

E VLEL VQCGGQIG VPDT V LAV F 

ATGIGFLAMSVTKPRINAQPYP 

MP WRNLAQL VEH INRTRI HRN L 

QFTDAFKRRLIDNICRKNNHGT 

HTGQSKFSGQTQQIFGEIPQVVP 

ASELAAAMKQIKELQRLLGKK 

TMENELLKEAVEYGRAKKWIA 

HAPLLPGDGERTDDWMDGRRS 

RHTDDTDVLLRIHHVIGELPTY 

GYRRVWALLRRQAELDGMPAI 

NAKRVYRIMRQNALLLERKPA 

VPPSKRAHTGRVAVKESNQRW 

CSDGFEFCCDNG ERLR VTFAL D 

CCDRLSSRGRNAAAKRQRDDP 

LRWKFRLPSGGTKLLMPLDQQ 

APARFAPFVTCTLTILCGTGHV 

VYTILPIIYDVAIKNNIRPERPM 

AASSIGAQMGIIASPVSVAVVSL 

VAMLGNVTFDGRHLEFLDLLAI 

TIPSTLIGILAIGIFSWFRGKDLD 

KlJccrv^lvrloVrfcNrvE, Y V YOU 1 

ATLLDKKLPKSN WLAM W 1 FLG 
AIAV1ALLGADSDLRSSF/GGKP 



WO 01/075067 



PCT/US01/08631 



SEQID 


SEQ ID NO: 

Ui |1C|piiuc 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 

III UiJJIl 

09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
rndon for lusl antinn drift 

of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 

Oiup IUUUH) /~|MJ3»IUIC (lUv.1 CUIIUC 

deletion, \= possible nucleotide insertion) 


13715 


44083 


A 


13795 


3 


918 


DKTRKRRIRQ*1PNATSFLYQNS 

PNGLSE*L\PAGTWFAGNAPASS 

CGFRDRYLIVCSHQTPHVPGQI 

TV A APDARAQA 1 LR1 VRQLQRF 

FHRFEGGHRQHRAKNLLLEHP 

HI VLTKQNRRFEADA LQPDPA 

WQQGTLSNGLQWQVLTTPQRP 

SDRVEIRLLVNTGSLAESTQQS 

GYSHA1PRIALTQSGGLDAAQA 

RSLWQQGIDPKRPMPPVIVSYD 

TTLFNLSLPNNRNDLLKEALSY 

LANATGKLTITPETINHALQSH 

DMVATLVFRYLKKGWWRYRL 

KG STLLSHDPAHPLKQP VE AEK 


13716 


44084 


A 


13796 


1 


1368 


MCPIEETASSFGGKPLSMVLVIQ 

MFMLLTGALIHLTKTNPASISK 

NEVFRSGMIA1VAVYGIAWMA 

ETMFAPACYGYYILPTYPSDLA 

AIQFDRSGTTHIGRFVINHSFILP 

GLIG VS VSC VFG Wl FA AIKRDA 

AAGRAKENV1FHHFPFQSVKAD 

IATNPFKRPGGAFIRITQTFRTV 

QTFRLSAYRLDFAGDRLR1STPR 

AKMRTAFKKDHLRQRRRCIRQ 

RAPPARHNLVGAVALPATVAG 

VNFTFSNVPLDSSVLSSLLTDFS 

TAVGSIVMLAV1MGLMLAFDM 

GGPVNKVAYAFML1CVAQGVY 

TVVAIAAVG1CIPPLGMGLATLI 

GRKNFSAEERETGKAALVMGC 

VGVTEGAIPFAAADPLR/PSFGG 

KPLSMVLVIQMFMLLTGALIIIL 

TKTNPASISKNEVFRSGMIAIVA 

VYGIAWMAETMFAPACYGYYI 

LPTYPSDLAA1QFDRSGTTH1GR 

FVINHSFILPGLIGVSVSCVFGWI 

FAAIKRDAAAGRAKENVIFHHF 

PFQSVKADIATNPFKRPGGAFIR 

ITQTFRTVQTFRLSAYRLDFAG 

DRLRISTPRAKMRTAFKKDHLR 

QRRRCIRQRAPPARHNLVGAV 

ALPATVAGVNFTFSNVPLDSSV 

LSSLLTDFSTAVGSIVMLAV1M 

GLMLAFDMGGPVNKVAYAFM 

LICVAQGVYTVVAIAAVGICIPP 

LGMGLATLIGRKNFSAEERETG 


13717 


44085 


A 


13797 


3 


2185 




13718 


44086 


A 


13798 


1 


920 





WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, Impossible nucleotide 
deletion, \= possible nucleotide insertion) 


13719 


44087 


A 


13799 


251 


479 


TQRVDWRSRSSISPGDGLHAFP 
AFGKEGGKMLDRLRERRDVKT 
LQQSGSAAGAEFALAGAHPHT 
GTTA*IQQA1NV 


13720 


44088 


A 


13800 


1 


939 




13721 


44089 


A 


13801 


1 


386 




13722 


44090 


A 


13802 


3 


524 




13723 


44091 


A 


13803 


1 


548 




13724 


44092 


B 


13804 


67 


1144 




13725 


44093 


A 


13805 


81 1 


974 


VSRRIKLDVTEEFARAGDNKRC 

ICQ*RHGLAERDIARLLVEIVVI 

WCDIGVIQA 


13726 


44094 


A 


13806 


1164 


1262 




13727 


44095 


A 


13807 


2 


894 




13728 


44096 


A 


13808 


1 


1587 


MVKEGTFREDLFYRLNVIHLIL 

PPLRDRREDISLLANHFLQKFSS 

ENQRDIIDIDPMAMSLLTAWSW 

PGN IRELSN VI ERA V VMN SGPH 

FSEDLPPQIRQPVCNAGEVKTA 

PVGERNLKEEIKRVEKRIIMEVL 

EQQEGNRTRTALMLG1SRRAL 

MYKLQEYDATGFFRDGMTIMV 

GGFMG IGTPSRLVEALLESGVR 

DLTLIANDTAFVDTGIGPLIVNG 

RVRKVIASHIGTNPETGRRMISG 

EMDVVLVPQGTLIEQIRCGGAG 

LGGFLNPTGVGTVVEERQTSID 

TSTRKRPFELGRPSRNNDKGIRP 

\DQALDRKNIRE/ALHDSLKRLQ 

TD Y LDL YQVH WPLRPF YCFGK 

LGYSWTDSAPAVSQLDTLDAL 

AEYQRAGKIRYIGVSNETAFGV 

MRYLHLADKHDLPRIVTIQNPY 

SLLNRSFEVGLAEVSQYEGVEL 

LAYSCLGFGTLTGKYLNGAKP 

AGARNTLFSRFTRYSGEQTQKA 

\f a A V\/ni ADDU/^f hDA AKi AT A 

VAA Y VUlAKKJiULUrAl^iviALA 
FVRRQPFVASTL\LGATTMDQL 


13729 


44097 


A 


13809 


1 


618 





WO 01/075067 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 

nuci 


SEQ ID NO: 

in 1 [CCNt 

in Uoon 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, / s possible nucleotide 
deletion, V=possible nucleotide insertion) 


13730 


44098 


A 


13810 


80 


952 


RPGIVALNAILPLSRTRQSKPTR 

LKKRAIANCAPTWKKRFVALV 

YRTA*RFPS1TLSVAVT*PASAK 

NKA 1 KMTQK.1EQSQRQERV A A 

WNRRAECDLAAFQNSPKQTYQ 

AEKARDRKLCANLEEA1RRSGL 

QDGMTVSFHHAFRGGDLTVN 

MVMDV1AKMGFKNLTLASSSL 

SDCHAPLVEHIRQGVVTRJYTS 

GLRGPLAEE1SRAYCADSHHGP 

FAMVNNMTDLTAQEPAWQTR 

DHLDDPVIGELRNRFGPDAFTV 

QATRTGVPVVW1KREQLLEVG 

DFLKKLPKPYVMLFDLHGMDE 

RLRTHREGLPAADFSVFYHLISI 

DRNRDIMLKVALAENDLHVPT 

FTKLFPNANWYERETWDLFGIT 

FDGHPNLRWIP 


13731 


44099 


A 


13811 


92 


735 


RLLRPLPQPRSSVLPGLTTFHAS 

STSETRQSKPTRLKKRAIANCA 

PTWKKRFVALVYRTA*RFPSIT 

LSVAVT*PCVNIITIGCQVKTVT 

T1ATAQIQRFTRFNHFSRFQYFR 

NSPKQTYQAEKARDRKLCANL 

EEAIRRSGLQDGMTVSFHHAFR 

GGDLTVNMVMDVIAKMGFKN 

LTLASSSLSDCHAPLVEHIRQG 

VVTRIYTSGLRGPLAEEISRGLL 

AEPVQ1HSHGGRVHLVQNGEL 

N 1 DV AFLG VPSCDEFGNANG YT 

GKACCGSLGYA1VDADNAKQV 

VMLTEELLPYTDNPEA 


13732 


44100 


A 


13812 


1 


1113 




13733 


44101 


A 


13813 


5121 


6228 


LRRDSGRLRSCWHPRSPTSMGS 

LGQREDLQDEDRNSGADPGQR 

GRCSIHLEGPGQQPCLQRAVQG 

EGDPVLAKEEIQDQCHPHGQV 

QLLLVPAAEPVRAVPPRVQPVL 

PHHHHPAELSGIREE*GNQNDA 

EN*TI STTRTGSGLESSR* M/SI LP 

LSRTRQSKPTRLKKRAIANCAP 

TWKKRFVALVYRTA*RFPSITL 

SVAVT*PYWSGAPGGPCRRPYC 

HFRHRGARGSGAPGDGGEAPP 

AAAFLGGDVGFGL 


13734 


44102 


A 


13814 


56 


196 


CRGDGGKLIIQCQRRMGI*PCG* 

LRQRKAELFQHLPLC*FWRPEI 

GTVCSGS1DNGSDRLRR 


13735 


44103 


B 


13815 


64 


2373 




13736 


44104 " 


A 


13816 


-> 


403 




13737 


44105 


B 


13817 


55 


1040 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


13738 


44106 


A 


13818 


587 


1533 


VLLTAKFFPSMYSPIKTAGGPA 

ST*VL*MIIS1DAEKAFDK1HQPF 

MLKALNKSENK1PRMPTYNGCE 

G PLQG ELQTTAQGNKRG YKQT 

QQHDMHMSTKNQYHENGHTA 

QGMKGITQPSAFIPTAESNSFQP 

QVKTLPSP1DAKQQLQRKIQKK 

QQEQKLQSPLPGESAAKKSESA 

TSNGVTNLPNGNPSILSPQPIGIV 

VAAVPSPIPVQRTRQLVTSPSP 

MSSSDGKVLPLNVQSHQNCW 

WTRFNMSSLNVVKMTTISLTPS 

NSNTPLKHSASFISATGTTEESR 

SVPQIKNGSVVSLQSPGSRSSSA 

GGTSAVEVKVEPETSSDEHPVQ 

CQENSDEAKAPQTPSALLGQKS 

NTDGALQKPSNEGVIEIKATKE 

RRSSPATEQSWMENVFEEQREE 

GFRRSNHSQIREDSQTKGKEEK 

RLKELMELKTKVRELREECRSL 

RSRCDQLEERVSAMDDEMNEM 

KREGNFREKR1KRNEQSLQEIW 

DYVKRPNLRLIGVPESDGENGT 

KLENTLQDIIQENFPNLARQANI 

QIQEIQRTP 


13739 


44107 


A 


13819 


590 


817 




13740 


44108 


A 


13820 


107 


410 


KGRN1QLNGPSSRVSLWRSLYF 
LNLNTGLPC*IGEVLLDN1LQSV 
FQLGSILP1TFRYTNQT*IWSFHI 
VPYFLEALLISFYSFFSKLPFSLH 
FIHFIFHR 


13741 


44109 


B 


13821 


1 


3735 




13742 


44110 


A 


13822 


922 


1137 


HFFLHFNFGESDNYVSWSFSSR 
G VSL WRSLYFLNLNVGLPC* IG 
EVLLDNILQSVFQLGSILHITFR 
YTNQT 


13743 


44111 


B 


13823 


1 


954 




13744 


44112 


A 


13824 


3 


156 




13745 


44113 


A 


13825 


683 


972 


SHRLLRLLHSSRSSPGLVSSSISS 

FKHFSVLVILFTLMIVSFAVQKL 

FSLIRSHLSILALVAIAFGVLVM 

KSLPTPMSSMVLSR/SFF*GFYG 

FRSYI 


13746 


44114 


C 


13826 


1 


895 




13747 


44115 


C 


13827 


372 


1727 




13748 


44116 


A 


13828 


705 


1072 


LALLVELIPLPLCNGLLCLF*SL 

L V* SLF YQRLGLQPLPFF V FH LL 

GRSSSILLF*AYV*LFWHDFAA 

AGTGCSFPCLALPSGALVGQA 

WW*QKSLSICLSVKDFISPSLM 

KLSLAGYEILG 



WO 01/075067 



PCT/US01/08631 



SKQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO* 


nf t\t* ntiiip 


hod 


in USSN 


Inrntinn Af firct 


codon for Issl amino acid 


*=5itnn rfwltftn /=nn<cihl^ nitrlf»#iti/f» 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






13749 


44117 


A 


13829 


1 


1136 




13750 


44118 


A 


13830 


547 


675 




13751 


44119 


B 


13831 


144 


1877 




13752 


44120 


A 


13832 


1 


441 




13753 


44121 


A 


13833 


27 


344 




13754 


44122 


A 


13834 


287 


600 


GPGSLQSSPLLSPPWPRASSPLL 














LRPSVRGWHLGEP*NCFPSPLA 














AS/EQAPKRSS* PQCNHR*RETA 














ARG L A YPPDRPLPSM LSCES PE 














TPAKAGPGRERGCEKC 


13755 


44123 


A 


13835 


2 


226 




13756 


44124 


A 


13836 


2 


226 




13757 


44125 


B 


13837 


45 


518 




13758 


44126 


B 


13838 


1 


699 




13759 


44127 


A 


13839 


3 


362 




13760 


44128 


A 


13840 


2 


130 




13761 


44129 


A 


13841 


3 


96 




13762 


44130 


A 


13842 


1 


545 




13763 


44131 


A 


13843 


2 


144 




13764 


44132 


A 


13844 


2 


91 




13765 


44133 


A 


13845 


1 


370 




13766 


44134 


C 


13846 


1 


214 




13767 


44135 


A 


13847 


215 


310 




13768 


44136 


A 


13848 


2 


91 




13769 


44137 


A 


13849 


1 


289 


_ 


13770 


44138 


A 


13850 


1 


997 




13771 


44139 


A 


13851 


1 


192 




13772 


44140 


A 


13852 


2 


267 




13773 


44141 


A 


13853 


2 


181 




13774 


44142 


A 


13854 


1 


171 


MESYAA1KNDEFMSFVGTWMK 














LETLILSKLSQGQKYTKHCMFSL 














TDVIARRRSWTSI 


13775 


44143 


A 


13855 


92 


244 


KRRRRRGQIRKMKEEEGNRRT 














WMKLETI1LSKL*QRQKTKHRM 














FLLIGGN 


13776 


44144 


A 


13856 


146 


382 




13777 


44145 


B 


13857 


124 


1215 




13778 


44146 


B 


13858 


1 


628 




13779 


44147 


A 


13859 


377 


484 




13780 


44148 


A 


13860 


2 


220 


WARTSCLKHQKQWQQKPKLA 














NG1*LN*RASAQQKKLPSEWTG 














TWMKLETIILSKLLQGQKTKHR 














MFSLIGGN 


13781 


44149 


A 


13861 


965 


1150 


GVDQRAVCSSRIW*SHLFLFHS 














VVVHLPWAGTWMKLETIILSK 














LSQGQKTRHRMFSLIGGN 


13782 


44150 


A 


13862 


254 


571 


YSYK.LEIIIGKQPEIYRDPCYRP 














AV*SQTAVLAISEAPWA*DLPS 














QVSDT1SWWTVC*AHWKSAVL 














GWE*PGFPGTWMKLETVSLSK 














LSQGQKTKHHMFSLIGGN 



WO 01/075067 PCT/US01/0863! 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown t 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


13783 


44151 


A 


13863 


62 


214 




13784 


44152 


A 


13864 


274 


435 




13785 


44153 


A 


13865 


1 


294 


ASTAGVSYYVAQAGLKLLGLS 

LSKCRDYRCEPPCPE*MSLYKV 

MAMARKAMSLYYJYFFLDEFM 

YFAGTWMKLETIILSKLSQGQK 

TKHRMFSLVGGN 


13786 


44154 


A 


13866 


663 


1266 


PPLTCQCSHLCVTLVGH/WIKLE 

TI I LSKLSQGQKTKHRVFSL1GG 

AGALAKECMSLYPGCK1TVFDI 

PEVVWTAKQHFSFQEEEQ1DFQ 

EGDFFKDPLPEADLYILARVLH 

DWADGKCSHLLER1YHTCKPG 

GG1LV1ESLLDEDRRGPLLTQLY 

SLNMLVQTEGQERTPTHYHML 

LSSAGFRDFQFKKTGA1YDAIL 


1 •2*70*7 




A 

A 


13867 


1 _ ... 


681 




13 /oo 


44 1 DO 


A 

A 


1 3868 


1 


247 




1 J toy 


44157 


A 

A 


13869 




178 




i non 

i j /yu 


44155 


r> 

B 


13870 


1 


2042 




I "2*701 


A A 1 CO 

44 1 5y 


A 

A 


13871 


] 


378 




i3 /9z 


A A 1 A 

44160 


A 


13872 


1 


683 




i inai 


/I /f 1 jC 1 

44 lo 1 


A 


1387^ 


1 


972 




t ' > ^f>yl 

1 ^ /y4 


44162 


A 


13874 


308 


406 




13795 


44163 


C 


13875 


177 


653 




13796 


44164 


A 


13876 




465 




13797 


44165 


A 


13877 


3 


1175 


FFSSQAAALLVVLGSSHTLQRA 

RKHSAPGLPDTCALLQPPAASA 

AAAPSMSGPDVETPSAIQICRJM 

RPDDANVAGNVHGGTILKMIE 

EAGAUSTRHCNSQNGERCVAA 

LARVERTDFLSPMC1GEVAHVS 

AEITYTSKHSVEVQVNVMSENI 

LTGAKKLTNKATLWYVPLSLK 

NVDKVLEVPPVVYSRQEQEEE 

GRKRYEAQKLERMETKWRNG 

D1VQPVLN PEPNTVS YSQSSLIH 

LVGPSDCTLHGFVHGGVTMKL 

MDEVAGIVAARHCKTNIVTAS 

VDAINFHDKIRKGCVITISGRMT 

FT\SN\NSMRFKVLLDPAPVVDS 

FQKRYRGRQCLSST*VSLSQER 

QV/PLPVPQLVP\ETEDEKJCRF\E 

EG KG R YLQM KAAKRXQG H A EPQ 


13798 


44166 


A 


13878 


121 


361 


SLFELENRSKFSVATAGLVPSR 

RLSINCIRRAFITSSNGFPLWFCL 

ufWf aT>\fr\r*r*\f a \/\/#/- , /""T , crv*c 
rll^XOr VLIv^CVA V I bUUo 

WAPTHPGVGPSLP 


13799 


44167 


A 


13879 


1 


462 
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SEQ ID 

NO: 


SEQ ID NO: 

Kt 1 |#V UUUC 

sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 

IfkritiAn nf fi ret 

■ UvtlllUII Ul III 91 

coilon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 

iJIUfJ IUUUII| / — JJUoMLMt flUHCUIIUC 

deletion, \= possible nucleotide insertion) 


13800 


44168 


A 


13880 


3 


287 


PCSLSSDCCASNQRDSVGIGPSE 
PRVGYNfLVl RFLSPSEKRSPRW 
GVTRFSSAWEPSQLAGILPISEP 
PSN Rl F AC WG KPA WT A CCN SLR 
ARR 


13801 


44169 


A 


13881 


1 


1332 




13802 


44170 


A 


13882 


t 


753 




13803 


44171 


A 


13883 


1 


516 




13804 


44172 


A 


13884 


71 


277 


1 Y FNTQESFCPPRPLK/LCDG RG 
CHKGL*NAFKj\FSPFSWPLALG 
SFLLMQ1SAACLNSFPENGLFFS 
TT 


13805 


44173 


B 


13885 


1 


1095 




13806 


44174 


A 


13886 


1 


741 




13807 


44175 


A 


13887 


264 


2880 


WLLQKHKLHVSR*LGL\PDTSW 

ILPSRPDAGGRFP1RTPPCVLVV 

HKPSRHCREWTANTVLPKGAL 

AKWLLEPKADLQGWHLPADG 

QYTKPSISYNIKLYINCYNRTVT 

TAAQHQQVQRKHGAS1FLAEN 

VAVREKDKEERKVTRAPTEQA 

WTAGSW1ETAYREIKGVGQES 

VCITVMHLEELVYELAWIIMSA 

VVEAFDPVAPSSKCRLNPDPDP 

YCCTPYTLHTSPPPPPSCCTPYT 

LHTGPPPQTPFCCTPYTLDTSPS. 

PQTHSCCTPYTLHTVPTFHLPA 

AHP1HLHTIPPPQTQGQGFVSED 

EYLEISDIKRDQSGEYECSALND 

VAAPDVRKVKITVNYPPYJSKA 

KNTGVSVGQKGILSCEASAVP 

MAEFQWFKEETRLATGLDGMR 

1ENKGRMSTLTFFNVSEKDYGN 

YTCVATNKLGNTNASITLYVD 

HIVGSKALLSKCKRTE1ITNYLS 

DHSAIKLELRIKNLTQNHSTTW 

KLNNPLLNDYWVHMEMKAEIK 

MFFETNKNKDTTYQNLWDAFK 

AVCRGKFIALNAHKRKQERSKI 

DTLTSQLKELEKQEQTHSKANR 

RQEITKIRAELKEIETQKTLQKI 

NESRSWFFERINKIDRLLARLIK 

KKREKNQIDAIKNDKGDITTYP 

TEIQTTIREYYKHLYANKJLENL 

EEM DKFLDTYTLPRLNQEE VES 

QNRP1TGSEIVAIINSLPTKKSPG 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


13808 


44176 


A 


13888 


1 


629 


AMAGSPPPASLLPCI\L1SDCCAS 

NQRDSVGVGPSEPGVGYSLVV 

RRfLSPSEKRSiRVGVTRFSRCR 

PSPLSLTQKGNSLTSWASQVLT 

PAPEKQPDNKLPLPRRGSRDPT 

EYFHGQEVRDKSDEHVDHVSQ 

1HSFRDEVKRLGAEDSSNAETP 

TELHEFNTGGVYRPPNSTSVIQP 

LDQGVIRTFKPCYTKYSLEKIVS 

AVEENPDRT 


13809 


44177 


A 


13889 


I 


1452 




13810 


44178 


A 


13890 


167 


309 




13811 


44179 


A 


13891 


3 


386 


SVGALQKQQGWHQRRCISLHF 
PSFLCVFSLAKSRRADHNQDPR 
ASRMAFSLTSSPLARSAASAVA 
AFGCGTSGNGRFSSVP*AYRQV 
FQR1AIAVYGPLMRDR*AHPVK 
TPDAIDCRJRQPAIPRLQ 


13812 


44180 


B 


13892 


121 


298 


4 


13813 


44181 


A 


13893 


473 


1826 




13814 


44182 


A 


13894 


1 


270 




13815 


44183 


A 


13895 


3 


3706 




13816 


44184 


A 


13896 


1 


1464 




13817 


44185 


B 


13897 


591 


729 




13818 


44186 


A 


13898 


1 


1326 




13819 


44187 


A 


13899 


1 


1152 
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SEQID 

NO: 


SEQ ID NO: 

rtf n^ntirlp 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

InfAfinn Affiled 

codon for peptide 
sequence 


Nucleotide location of last 

rnrion for la«it siminn nriti 

of peptide sequence 


Amino acid sequence ( X^Un known, 
i3iu|i iuuun, /— •pioaiun nucicuiiue 
deletion, V=possibJe nucleotide insertion) 


13820 


44188 


A 


13900 


1 


2524 


MREEFAHRWLARAGEKTPPDA 

LEKLTDPLMFAAAMVSAGKAD 

VCIAGNLSSTANVLRAGLRIIGL 

QPGCKTLSSIFLMLPQYSGPAL 

GFADCSVVPQPTAAQLADIALA 

SAETWRAITGEEPRVAMLSFSS 

NGSARHPCVANVQQATEIVRE 

RAPfCLVVDGELQFDAAFVPEV 

AAQKAPASPLQGKANVMVFPS 

LEAGNIGYKIAQRLGGYRAVGP 

LIQG L A APMHDLS PCI A ATD AG 

SAAAQRIGDLVSVHVIPRPHVD 

LEQVFPIGLKAYTATCNHPVSL 

RFT1KSSSDRIKLSNQTLQSKNL 

F1MRFYCFSLCLSLSAFYHCRGV 

1VN1QAVFWLQKGTEAADILTT 

CAQLWIMMYALLSVFSLLDVIL 

NLAQKFPAASQLPLKGIFQGIKL 

IGAILVGILMISLLIGQSPAILISG 

LGAMAAVLMLVFKDPILGLVA 

VRN WDNTITTIPTWSL VSDSFK 

NWSGMSASGGRRIKRS1SIDVTS 

IRFLDEDEMQRLNKAHLLKPYL 

TSRHQEINEWNRQQGSTESVLN 

LRRMTNIGTFRA YLNEYLRN H P 

RIRKDMTLMVRQLAPGDNGLP 

LEIYAFTNTVVWLEYESIQADIF 

DHIFAIVEEFGLRLHQSPTGND1 

RSLAGVTINKAPGDDEILKNTV 

DFVSFSYYASRCASAEMNANN 

SSAANVVKSLRNPYLQVSDWG 

WGIDPLGLRITMNMMYDRYQK 


13821 


44189 


A 


13901 


1 


2370 




13822 


44190 


A 


13902 


1 


282 




13823 


44191 


A 


13903 


1 


714 




13824 


44192 


A 


13904 


3 


506 




13825 


44193 


A 


13905 


459 


551 




13826 


44194 


A 


13906 


401 


492 




13827 


44195 


B 


13907 


479 


702 




13828 


44196 


A 


13908 


120 


256 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


13829 


44197 


A 


13909 


16 


1249 


SKSGAI EIARLAG RVHGVWQI 

TSEIGPLTLLTANFAFSAS*STA 

WKATSMDGEVLS*YSTSASAS 

AERQSTHQ*TGFAPLCR*PLPMI 

/VAQRADDVGFSFEVHGQVRV 

RPVAQHAQTDKVFALTVNLGR 

RVFAALGAELGGARSAVRPVP 

ECYAVRETLALLQKIFPIRQCEN 

SVYRNRSRPCLQYQ1GRCLGPC 

VEG L V SEEE Y AQQ V E Y VRLFLS 

GKDDQVLTQLISRMETASQNLE 

FEE A A R 1 R DQ1QA VRRVTEKQF 

VSNTGDDLDVIGVAFDAGMAC 

VH VLFI RQG K VLG SRS YFPK VP 

GGTELSEVVETFVGQFYLQGSQ 

MRTLPGEILLDFNLSDKTLLAD 

SLSELAGRQINVQTKPRGDRAR 

YLKLARTYAATALTSNFRSIYR 

SPATDRACQRVETAGNER 


13830 


44198 


A 


13910 


1 


438 




13831 


44199 


A 


1391 1 


1 


1200 




13832 


44200 


A 


13912 


1 


300 




13833 


44201 


A 


13913 


1 


431 




13834 


44202 


A 


13914 


2 


1465 




13835 


44203 


A 


13915 


1 


513 




13836 


44204 


A 


13916 


3 


535 


RDK.1LVFKDENFWMIRGYAVLP 
DYPKSIHTLGFPG RVKKJDAAV 
CDKTTRKTYFFVG1WCWRFDE 
MTQTM\EKGFPQRVVKHFPGISI 
RVDAAFQYKGFFFFSRGSKQFE 
YDI KTKN I TRI MRTNTW FQC ICE 
PKNSSFGFDINK£KAHSGG1KIL 
YHKSLSLFiFGlVHLLKNTSIYQ 


13837 


44205 


A 


13917 


1 


876 




13838 


44206 


A 


13918 


23 


414 




13839 


44207 


A 


13919 


2 


425 


QERGPHQVIQRKECLREYSPVV 
S*AKGTGVAVGQKGTLQCEAS 
AVSSAEFHWYKDDKRLIEGNK 
GVKVENRPFLSKLIFFNVSEHD 

YGNYSCVASNKLGHTNASIML 
FGPGAVSEVSNGTSRRAGCVW 
LLPLLVLRLLLKr 






A 




1 fiO^ 
1 UZJ 


1 0*7ft) 
1 Z f\J 




1 3841 


44209 


A 


13921 


370 


701 




13842 


44210 


B 


13922 


1 


660 
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SKQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkndwn, 






hod 


in USSN 


InriiliAn of firel 


codon for last amino acid 


* == StOD Cfidon /^nnccihlf niirlpntirl#> 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \-possible nucleotide insertion) 










sequence 






13843 


44211 


A 


13923 


1 


432 


RFSRVDDFVLTMDDGPPPRRAR 














GDLTHSGLWRVCC1EGIYKGHC 














FRTNHFPEDNDYDHDSSEYLLRI 














VRASSVFPI LSTILLLLGGLCIG A 














GR1YSRKNNIVLSAGILFVAAGL 














SNIVG1IVYISSNTGDPSDKRDE 














DK*NHYN 


13844 


44212 


A 


13924 


1 


1093 




13845 


44213 


A 


13925 


1 


1203 




13846 


44214 


A 


13926 


1 


1353 




13847 


44215 


A 


13927 


2 


445 




13848 


44216 


A 


13928 


1 


227 




13849 


44217 


A 


13929 


1 


840 




13850 


44218 


C 


13930 


120 


356 




13851 


44219 


A 


13931 


40 


342 




13852 


44220 


B 


13932 


403 


473 




13853 


44221 


A 


13933 


70 


2169 




13854 


44222 


A 


13934 


1428 


1905 


RCA ATSG YG ERVQRTV/PTHTV 














W*ASLSQSSAHRVVAINSIANK 














RSS M PPKS W ATV A LTSTKLKCR 














FMAKVRNKSFSVLHNV*MTISI/ 














SPWVILSSGVDEKLFPRAVRVA 














MTAGASGFLAGRAVWASVVG 














LPDNELMLRDVCAPKLQQLGDI 














VDEMMAKRR 


13855 


44223 


A 


13935 


227 


342 


VHSWQRYSGR*RGY*PQNQSA 














TDQTRR WQSLKTA G A V A 


13856 


44224 


A 


13936 


480 


928 


FFADLQQPVCADSYPLLVQMK 














LAPHKS*NAVLWQRSATKSFSV 














L/AQGLNDHINMPWVILSSGVD 














EKLFPRAVRVAMTAGASGFLA 














GRAVWASVVGLPDNELMLRD 














VCAPKLQQLGDIVDEMMAKRR 














FIPLLRRWVDLALTRWLITVSK 


13857 


44225 


A 


13937 


564 


1185 


WLHASAALLRW*YQLPGQPHH 














RRCRS A DG S H VPSLC A A VPDQR 














\PLITVRRIGMQAMTTSTTGDRQ 














RSWQ1AMDGSQKLPQRMLDSV 














RWHLAHDSKFDLLALGVAGW 














MRYVGGVDEQGNPIE1SDPLLN 














RM A AN R F V H ITQL P V 1 YRA FRN 














SFTQVARLQLCHKRFQQRHTSV 














REQ1VTVLSGIRDNHVHFVQTL 














TGDGVGNQRQLVQ 


13858 


44226 


A 


13938 


228 


424 


H RFCP A A RH/RS WSGLREMA VS 














ISMPRRIIMSGRYCAICWYKRRS 














RCA RNMLI FP V A RSTPI PG PS 


13859 


44227 


B 


13939 


128 


1670 




13860 


44228 


A 


13940 


2 


2367 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13861 


44229 


A 


13941 


1 


921 


ELPASPAPCARTPQPLGGRWEA 

ARRKERVLCLFDVDGTLTPAR/ 

QGRTLKIGSSHRECHADTPEAE 

CGVCSSVTEVRAKWRSQTC*KP 

ECYASPLPP*KIDPEVAAFLQKL 

RSSYLPVGSQTWSHTLSSSCPLC 

DPEVIGRDTVPVSGSGSPGHAQ 

SPVFLGQTIQNHLGPGGARFEF 

RA/CSGSLWLPALPHH\RGTF1 EF 

RNGNCVPSQGLAHSRSSELPSA 

PSPLQKEQAALLLALSAPPSRE* 

QSPPLPTGGMISFDVFPEG WDK 

QVRSSQCGEGLHLNIPPLPILCV 

QGGNDFE1FADPRTVGHS 


13862 


44230 


A 


13942 


105 


416 


HSVLEVGPWWEVFGSWGQILH 
SLVSSHHVRHWLLPSPSAMTES 
SLTFQQKPSRCQH H ASCKA YHS 
HQLLLV PTAGRLEDRSHH * IPC 
KHSPAPAWSLAAPVGN 


13863 


44231 


A 


13943 


191 


573 


SSSGG YQQQLMRV FGTRDTA V 

NKASNVPSFGA*I/PSGRGQQAK 

L1ALTRALTLAKELHVNIYADC 

K.YAFHILHQHDVIWAERGFLTV 

QGSSSIINASLIKTLLKATLLPKE 

AGVIHYKGHQKASAPIA 


13864 


44232 


A 


13944 


1 


1065 




13865 


44233 


A 


13945 


321 


537 




13866 


44234 


A 


13946 


346 


1260 


GGPARAEFSRHLGCKGHHPLPK 

DVASEVPAGSSTSVSSLIRTNGC 

PGLGSWEPP*FFSENKRLSTLMS 

FTLRDSKMFSPQSGLFLGCSAG 

EHSALRDPTASGLPGTASGVRP 

GR/RQRVGSDIEASTQGESKPCI 

LSI*TLPNA*LKTKTLTPLEIAAC 

TNPHSFSITARIGPAHLAAPRPV 

TPAGRGGARAPGR*CAAARPPP 

ASQ*VSGSPAPGGGPSYAPAAR 

TS* PSSLA PGAKRLRFSRV ATFC 

CSFLAWSSSSNKAFCT*EHMSL 

Loo WloyoLcK VAoLLrLt^r L/o 

WKRLENILLFS 


13867 


44235 


B 


13947 


I 


459 





WO 01/075067 



PCT/US01/08631 



SEQID 


SEQ ID NO. 

ui pcpuuc 

sequence 


Mel 

hnfl 
lluu 


SEQ ID NO: 
in H*v"sN 

III UOiJl " 

09/540,217 


Nucleotide 

Irkr'iliAn t\f ft re t 
lUldllUH Ol lit 3l 

codon for peptide 
sequence 


Nucleotide location of last 

rnHnn for last amino nrifl 

of peptide sequence 


Amino acid sequence ( X-Unknown, 

OIV|l LUUUIIt l"~ pu»IUIL llullvvIlUC 

deletion, \=possiblr nucleotide insertion) 


13868 


44236 


A 


13948 


63 


1263 


VEAAKKAHHAACKEEKLAISR 

EANSKADPSLRPQAHTYALSPL 

FLTAMPSV*QGEHVIYTRVRHS 

DQVSESSG KPLSLPLLEPG 1 WA F 

EAAQVPPRWDQVRSLEPTTEW 

EAPGLKKRRVSQGLNGNEPLSC 

AW1FLTKEKYEKSLKELDQGT 

PQYM ENMEQVFEQCQQFEEKR 

LGWDKG*LAPAF*KSHVSL*FS 

YKAIYHDLEQS1RAADAVE/DR 

RGF\RK**TFGFSPSAPVA*EWS 

ADLNRTLSRREKKKATDCQDP 

HGPLQSWDPLKALSLHSTLNVP 

SNPAQSAQSQSSYNPRG PHTLC 

RPVLRALWPPLSCSVSSYEKTQ 

SYPTDWSDDESNNPFSSTDANG 

DSNPFDDDATSGTEVLCSPPSV 

SYLSWRRLPLCLAGDELTKME 

DEDEQGWCK 


13869 


44237 


A 


13949 


2 


485 


AAAFGTRLSRRGRGCGVTGSG 

GGRRRVPAPRRPRSPLQPPHQ/P 

PRRPSRRTPGCGSRGA\PSRGRR 

LVPPPPEPPRAAQQRARH\HRTS 

\RPAARQPPRRPPAQPRSCPRRV 

RPTPAWSPPGRRGPRRSRRRRR 

RGGRARARRPRRRGQVPRPQS 

ATGAGHAR 


13870 


44238 


A 


13950 


1 


207 




13871 


44239 


B 


13951 


1 


5297 




13872 


44240 


B 


13952 


1206 


1360 




13873 


44241 


A 


13953 


46 


369 


NEGKNAKGSQRERSGYPQREA 
HQTNSGSLGRNPTSQK.RVGANI 
QHS*RKEFSTQHFISSQTKLHK* 
RRNK1 LYRQAN AERFCH HQEGS 
TKHGKEQPVPAAAKSCQNVK 


13874 


44242 


A 


13954 


476 


868 


KYDCCISSTFCRALVHFSRTTFQ 

VNSPLSPNISAFGYMPLKYSIYF 

LHHLRPN1L*AASYFLKYKGTL 

KLPALRGCLS*STRCWCKIHICI 

♦ND/ECLQFLGPWFENEFCFLPS 

TSQFVEFVLD1LVLQNEP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibIe nucleotide insertion) 


13875 


44243 


A 


13955 


1770 


3003 


PANIIMTGS\NSHITILTLNVNG\ 

LNAP1*RHRPAIA/S/WLKSQDPS 

VV\C1QETHLTCRDTHRLEIKG 

WRNIYQANGKQKKAGVA1LVS 

DKTDFKPTKIKRDKEGHYIMAK 

GSIQEEELTJLNIYAPNTGAPRFI 

KQVLSDLQRDLDAHTIIMGDFN 

TPLSTLDRSTRQKVNKDIQELD 

SALHQADL1D1YRTLHPKSTEYT 

FFSAPHHTYSKTDH1VGSKALL 

SKCKRTETITNCLSDHSAIKLEL 

R1KKLTQNHSATWKLNSLLLND 

YWVHNKMKAEIKMFFETNENK 

DTAYQNLWDTFKAVCRGKFIA 

LNAHJCRKQERSKID1LTSQLKE 

LKKQEQTNSKATRRQEITKIRA 

ELKEIETQKTLQKKQPNKDPAM 

EKNNKTDRVLARLIKKKREKN 

EFSAHILYKFSKQNGS 


13876 


44244 


A 


13956 


105 


392 


RSRKPRGNPKSHPEDTDPTKAP 
RKRQISSRGHRSHR*EPGPQSAA 
PGFREQRRRGQMG* 1 WYLTPTP 
PGGQRPSSAASPRGFPPTNNSSR 
LPAEPE 


13877 


44245 


A 


13957 


55 


403 


SEGMSGKASEKQEAFACPRHLT 

RAVDGPS*SGLLGSRLPPSCSPG 

KEAPGGSELYLCLMRGLQTL*A 

RSGTGLR/PNPAEIR*EPGPQSA 

APGFREQRRRGQMG*IWYLTPT 

PPGGQ 


13878 


44246 


A 


13958 


217 


444 


RSRKPRGNPKSH PEDTDPTKAP 
RKRQISSRGHQSHR*EPGPQSA 
APGFREQRRRGQMG * I * TPCRP 
ALPKSKPRPL 


13879 


44247 


A 


13959 


309 


670 


PCPRASSQGLKATH\GQR*SSEP 
PGASFPGLQDGGRREPRRPD*D 
GPSTGLVRCLGHANVGDPCLK 
VFVFFKNLSPTYLRASAEQTLP 

III DUI lir' 1 /"»! U^TJI UI PT A A 

LLLPHLHGLCLH(jPLHLGFTAA 
WAQLTFWEASQ 


13880 


44248 


C 


13960 


392 


760 
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SEQ ID 


SEQ ID NO: 

ui pcpiiuc 
sequence 


Met 
hod 


SEQ ID NO: 
09/540,217 


Nucleotide 

lUlallUII Ul 111 31 

codon for peptide 
sequence 


Nucleotide locution or last 
codon for lust ft mi no ncid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
deletion, \=possible nucleotide insertion) 


13881 


44249 


A 


13961 


24 


915 


HAGRHARGSLFPGARPSETRAH 

CVRTARPNCKEEDTPMVRGKN 

SGGEHCTWGPSLAAGG*GIGDP 

GGLPGTVPHPGLQLLLHGFAGP 

HMASLCCGVSSPAGVRQWPA* 

GSGNHQVKSWLGLPKNVS*AP 

SML*NPKMQRLMKAQPHGRCE 

VRRGRVCSALGP/IGMSGKASE 

KQEA*DEGHPHLHAPGT*QDQ 

VDGPS*SGLLGSRLPPSCSPGKE 

APGGSELYLCLMRGLQTL*ARS 

GTGLRANPAE1R*EPGPQSAAP 

G FREQRRRGQMG* I WYLTPTPP 

GGQRPSSAASPRGFPLV 


13882 


44250 


A 


13962 


397 


612 


RPQHHTFCCDGRVMMARQKGI 
FYLTLFLILGTCTLFFAFE/CSFG 
*VELPDYGYFGSRGRTCFLGSL 
GLVLG 


13883 


44251 


A 


13963 


125 


1298 


FQS WAQPLFLLSCNRKTH FGTR 

1PI\MSVMVVRKKVTRKWEKLP 

GRNTFCCDGRGMMARQKGIR 

YLTLFLILGTCTLFFAFE/CGRYL 

A VQLSP A 1 P VF A A MLFLFSMXAT 

LVLRTSFSDPGVIPRALPDEAAFI 

EMEIEATNGAVPQGQRPPPRIK 

NFQINNQIVKLKYWYTCKJFRA 

SRASHCSICDNCVERFDHHCPW 

VGNCVGKRN YRYFYLFI LSLSL 

LTIYVFAFNIVYVALKSLKJGFL 

ETLKETPGTVLEVLICFFTLWSV 

VGLTGFHTFLVALNQTTNEDIK 

GSWTGKNRVQNPYSHGNIVKN 

CCEVLCGPLPPSVLDRRGILPLE 

ESGSRPPSTQETSSSLLPQSPAPT 

EH LNSNEMPEDSSTPEEMPPPEP 

PEPPQEAAEAEK 


13884 


44252 


A 


13964 


44 


647 


DYSAQHGKASQKHVARL1SSGT 

FQGATVSRPFQLSTSSSSFCSSSS 

SLSSSSSLSSSLLLSCSSESVFLS 

LSFFFCSEASFLPFCSRLYASRA 

SFNGVTNRWNSISSMAESTSLA 

FSVFRFPFIAKLLAQDVAYSTKT 

LAAREIGAPGLLGDVDTVRELR 

GDRG*AKLPFQHLLPSCPFVRPP 

RAAHRLLDDPGDHGIGQV 


13885 


44253 


B 


13965 


158 


1075 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*==Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


138S6 


44254 


A 


13966 


125 


1297 


FQSWAQPLFLLSCNRKTHFGTR 

IPIVMSVMVVRKKVTRKWEKLP 

G RN TFCC DG RG ivf M A RQ KG i F\ 

YLTLFL1LGTCTLFFAFE/CGRYL 

AVQLSPAIPVFAAMLFLFSM\AT 

IALRTSFSDPGVIPRALPDEAAFI 

EMEIEATNGAVPQGQRPPPRIK 

NFQINNQIVJCLKYWYTCKIFRA 

SRASHCSICDNCVERFDHHCPW 

VGNC VGKRN YR YF YLFI LSLSL 

LTIYVFAFNIVYVALKSLKIGFL 

ETLKETPGTVLEVLICFFTLWSV 

VGLTGFHTFLVALNQTTNEDIK 

GSWTGKNRVQNPYSHGNIVKN 

CCEVLCGPLPPS VLDRRGILPLE 

ESGSRPPSTQETSSSLLPQSPAPT 

EHLNSNEMPEDSSTPEEMPPPEP 

PEPPQEAAEAEK 


13887 


44255 


A 


13967 


247 


850 


DYSAQHGKASQKHVARLISSGT 

FQGATVSRPFQLSTSSSSFCSSSS 

SLSSSSSLSSSLLLSCSSESVFLS 

LSFFFCSEASFLPFCSRLYASRA 

SFNGVTNRWNSISSMAESTSLA 

FSVFRFPFIAKLLAQDVAYSTKT 

LAAREIGAPGLLGDVDTVRELR 

GDRG*AKLPFQHLLPSCPFVRPP 

RAAHRLLDDPGDHGIGQV 


13888 


44256 


B 


13968 


298 


380 




13889 


44257 


A 


13969 


48 


252 


QRAGSPHSPRSLSAPPLPELPLW 
RHLRSPSAHRCTVGAPFWDGQ 
G/LEPAPSAALAAFPRSRARDLQ 
LA 


13890 


44258 


B 


13970 


1 


447 




13891 


44259 


A 


13971 


236 


559 


MWLEPMQMGFLHMMEKMAA 
RTSAILD*GTLK*FHFTLTTSLK 
ALSSHTPIFPGTGELQLPVSPSV 
CLDQG MQLKPSTSSHLLKT VKP 
RMKRQSLLHMKQSFEPKIYL 


13892 


44260 


A 


13972 


1 


645 


MKPQTLTVSVTAFKVAHLEFVP 

SDVQMCSEFLPSGGFVVSLASG 

VKLQTFAVSFTAHKSSVDPKNS 

EAQLASPSGFCTRAADGAACQS 

\LPCTCTPQPLGGRWDWALWS 

RGW/LLVEEAWAAQEPTEELRE 

RALALASPERGSHSAAVGQRAP 

QVPPKWEPRQRRRRERARAVR 

TASTLSPLNPPSKQDTLTAVGN 

LA DDH SS Y FLLDRG EEGALQL 


13893 


A A^C 1 

44261 


A 


1 j973 


28 


_> 22 




13894 


44262 - 


A 


13974 


1760 


4426 




13895 


44263 


B 


13975 


942 


3414 





WO 01/075067 



PCT/US01/08631 



SEQID 


SEQ ID NO: 

vi pcpiiuc 
sequence 


Met 

hfwl 


SEQ ID NO: 

in IJSSN 

111 tJOk?!^ 

09/540,217 


Nucleotide 

lft4*otinn fit firct 
■Uldliun Ul lll>i 

codon for peptide 
sequence 


Nucleotide location of last 
rndnn for last amino arid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*=?5tnn mrlnn /=n/iccihlp niirlpntiffo 

Oil*}/ l UUvll) / J#VIJ5 , «"t llUllCUIlUt 

deletion, \=possiblt nucleotide insertion) 


13896 


44264 


A 


13976 


1 


274 




13897 


44265 


A 


13977 


545 


J 150 


RISGPGAVLLPVMPALWRLRHR 

MFSLTKK*HLPAHRSLAEGYLl 

YQPQLDTLKARLTQKYQELQV 

LFEAYQIKKTKLDRQSSSASLET 

LLALLQA EG AKIEEDTENM AEK 

FLDGELPLDSFIDVYQSKRKLA 

HMRRVKIEKLQEMVLKGQRL/S 

TRPWPRCPPGCPNWHLPPPFPT 

LPQSQWASCRCTSAHPPPTTPG 

AAGRL 


13898 


44266 


B 


13978 


213 


611 




13899 


44267 


A 


13979 


1 


639 


MEAVTVVPVGTEEGMGEEEQD 

SGTTTGCGLPSVEKMLATNPGK 

TPISLLQKYGTRJGK\TPVYYLL 

KAEG\HQPNFTFWV\VGNTSCT 

AQGPRKKVVKHKAAEVALRHL 

KVESMLEPAPEDSSSFSPLDSSL 

PEDFPVFTAAAAATPVSSVFLT 

RSTPMEKQPPLLPXQQSECIPVG 

ALQKLVVQKGWWLPEHTVT*E 

SRPDQHEELT*RVERFT 


13900 


44268 


A 


13980 


361 


894 


AFFPMSTAGVCGNVEGEPETP 

WSLPLSQVPFSPNA/CPQGTLGR 

S*AGVAGAPGPGVPGRSPAA\GI 

PEPAARPGRPALSRLPGLGGAG 

ARSGAA*G*GSRPGG/PLPAADP 

VQSWGP*EAPSHP*PGT\SADSP 

PSGVSGATGDCLWGSGRAELF 

GFATTSSAAPFPGLPTFFFIPVSP 


13901 


44269 


B 


13981 


1 


3842 




13902 


44270 


A 


13982 


3 


407 


DAWAAARPGRSCALPPPGA/PE 
EPGHVPGAA*G*GSRPGGRFQL 
PDPVQSWGP*EAPSHP*PRNFPQ 
TRRH LG VKQHGCSQPSPHGSRA 
SQAHPGISGLF/GPHHPGPPLFIH 
GPRCCC AQATA SN HLFACGTSS 
DP 


13903 


44271 


C 


13983 


127 


297 




13904 


44272 


A 


13984 


3 


1920 





WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


13905 


44273 


A 


13985 


3 


2271 


GQGRRTAGGGGGGGAGVGAG 

AGAMEAERGPERRPAERSSPGQ 

TPEEGAQALAEFAALHVWSGE 

GIGVGSPAHTPADGNSGPQVFD 

AGEVFGIMQVEEVEEEEDEA A R 

EVRKQQPNPLAPPTSLCPMPTR 

QPHIVACARSIFLIDHAWTCRV 

EHARQQLQQVPGLLHRMANL 

MG1EFHGELPIWVPEGSSGGW 

MGEREVPYVLCLQTAEEKMPV 

WYIMDEFGSRIQHADVPSFATA 

\PLEEGPQPSVPSPPLMGTH/DL 

GTEEVTRDFAYGETDPL1RKCM 

LPLSSSHRGMETPCVHTSRASL 

PLQACELPSWSLLLINEPPRPAF 

PSLP*PHLYFRCVSF*AIPGLVLE 

SRLDTWEPGSPSSGSPHRVYTD 

VQQVASSLTHPALPVRASRHCR 

PPLELAHLPPPCR1CLSQERPGVL 

LNQFPCENLLTVKDCLASIARR 

AGGPEGPPWWVLGWHHLGTQ 

APGAPQTALLLPRGEDNHWICK 

PWNLGLCVLGSPRGLCPGHQR 

ACTCVLQVVSKYIESPVLFLRE 

DVGKVKFDIRYIVGGTSLAGTR 

PLKNPYVSAHLSSRAFAQGRRG 

RGGPTWSGWLLARDPARV*DL 

LSSLVHSVERCPMQWALSEWQ 

LHHLST WSSG LCGLAG * * VFQM 

HRTPTPP* *QA ACSRPSGGL YR 

A*WALCLLPGAADPLLRGCSEQ 

AS*LRLPGPQAEIFRAFTELFQV 


13906 


44274 


A 


13986 


1 


600 


MEEQRVQFTLWLHFSPHG1CQF 

ESG RQEAKKLKGSGQPLKTGEI 

KTG IQKYRREALLQHYLGPASL 

AGRSKALTGTAERSCSSGSDSSI 

FTLCVNYNDSRAFMKTLAAIGT 

GFDCASKAEIQLVQILGMPPER 

FMYANSCKQMSQIKYTANNGV 

QMMIFGNEVKLMSVARTHSKQ 

P/CHISVKSGAMLKASRLLLE*A 

KEL 


13907 


44275 


B 


13987 


1 


2040 




13908 


44276 


A 


13988 


205 


438 


LYFLETGVFCVQVPAQQC*CSV 

PO bCRRPLbbA G WRG LG LSG RL 
AGTGLPSGSRGNRTERGERGKL 
VRGRRGVTRWLS 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
not! 


SEQ ID NO: 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
cuuun lur tdM dinino 9Ciu 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


13909 


44277 


A 


13989 


284 


632 


KTGVFCVPGPRPTVLM*CSFVG 
GKKNQYCLTGDAGCLQEKHSL 
GPAGV/HLEEAGWRGLGLSGRL 
AGTGLPSGSRGNRTERGERGKL 
VRGRRGVTRWLSHPQVQRQAD 
AGTCSPFEP 


13910 


44278 


A 


13990 


594 


1003 


VRKGHHAVRGLCGRAQFRCIS 

GDPGKRPLG/LPGGNAPKSGSL 

ARRPQPVRJPGSRPQ/RGSVSHL 

GPAGVH*R/RAGWRGLGLSGRL 

AGTGLPSGSRGNRTERGERGKL 

VRGRRGVTRWLSHPQVQRQAD 

AGTCSPFEP 


13911 


44279 


A 


13991 


1 


1500 


VRVAHIPIAAAEIAAIPDRGGHL 

SVGKRKLTFWFFYGVLPFRDV 

AIEFSPEEWECLDSAQQHLHRD 

AMLENYGNLVSLAAGDQSLPG 

DA A A S A VCRQLS PS ACG A I LG L 

PPVNGVAPVRLRGEIVTYTWSQ 

LTGLALALSKDGADGLRRLTRP 

TRRAPPALLLAPQTAAERWRG 

KCDPRHGGGCALALQGWTLYP 

RESPSRESKELGGLWSFRADLD 

SRRQGFEEQWYPRPLRELRGRG 

GRRPEARRWEGGSPGPCRLLPL 

SAPELAPYRKLKVNGLRGAGL 

GDGETGGTGEGRGGRRRKRCC 

RTLSRDEGFNDICQDWWLRQF 

VGWVLYEQEVTLPEQWTQHLR 

TRVVLRIASAHSYATVVSAARS 

RQGRGIGGLIYTLGMPFFLSGW 

QVPEPHAAGYVRECLIAGPLLM 

P/TTCCPLLISPVSAVGEWGRHA 

RA*GADSSSLVQNTDFDFFNYA 

G LQR\S VLL YTTLTTY1 D DITITT 

GVEHDSAEIPIFPEYLRVNTGN 


13912 


44280 


A 


13992 


2 


307 




13913 


44281 


A 


13993 


220 


427 


M STLPFPS LQM FRRPP YG SPSTC 
RSQDNRSYSRVTEELQERRRW 
NSGDAN*DQSPEARRQRPRHIE 
EAA 



WO 01/075067 



PCTAJS01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


13914 


44282 


A 


13994 


1 


2832 


MGKYYTQGDKVLMPLA1QVH 

HAVCDGFHVGRMLNELQQYC 

DEWQGGAYPKGYFVQNTDFDF 

FNYAGLQRSVLLYTTPTTYIDDI 

T1TTGVEHDSAAAPMVDSLIAR 

VGVMARGNAITLPVCGRDVKF 

TLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGVIE1ADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADA 


13915 


44283 


A 


13995 


1 


2934 


M1TFDFMSHIQVTLMQEVSFHG 

LGQLRPCGFAGYSPPPGCFHRL 

ASSVCSFSRCTVQAAVDLPFWG 

LEGTSPLLAASLGSAPVGTLCG 

GSDPTFPSWTALADVLHEEGHT 

PASNFCLRNLAGEASQSWRKE 

GLGTPRPTASSTEELQTLNEDSR 

LMTSPHNLEETRDCDTELPKKS 

LGWKEIRVYGQNKTLGFWLQA 

QLLICDGGNLRMFRLLPYGSPS 

TCRSQDNRGYGGVTEELMERK 

RWNSTDGFH1QGVLE 


13916 


44284 


A 


13996 


68 


425 


SHILPGAPGAPAWWTRWPSTLP 

EPFPRGRGSPAGTSPISRPGLVQ 

SS*ASRGSDSRLPV/GPASCQAS 

GPGPDSRRPPPCTPAVGPHHGSL 

PSAGRVGASAAAAGPPSPAVPL 

PPAERPAP 


13917 


44285 


A 


13997 


324 


723 


TAFSLNFQGGVEGEVWAGTRA 

ARGACAGERGLGGSRTRSGW/P 

GTAGPGQAGHGTCSLPCPSLPP 

AMGSCVSEPPRQAPPPAPWRLV 

PSTAQGLRSVGTQCGTGGSSAC 

GPC\GDPGF*THQSAPCQNGPIS 

SL 


13918 


44286 


A 


14000 


39 


383 





WO 01/075067 
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SEQID 


SEQID NO: 

ui pcpuuc 

sequence 


Met 
hod 


SEQID NO: 
in USSN 

111 V/ ^Ol ™ 

09/540,217 


Nucleotide 

fnrafinn nf first 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide seq nencc 


Amino acid sequence ( X=Unkno\vn, 
* = Slop codon, A=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


13919 


44287 


A 


14001 


181 


1446 


EDLLQE AQA L AE VTAQG KG LC 

QVRSLDLSLEACAGSPPLQVLD 

LQDREPRSLTSLPSSAANRGKL 

EKAQSNPCGHRRHQAAGLKLP 

LFSAQAPQGQPTPAPRFRAATR 

KPGTAQSHAPLWSPAMSFFPEL 

YFNVDNGYLEGLVRGLK/ALGE 

LSQADYLNLVQCETLEDLKLHL 

QSTDYGNFLANEASPLTVSVUD 

DRLKE\KMV\VEFRPHEGTMPY 

EPTSPSFP*TSITLQFT*FDNVI/L 

WLIHRARLHQRSIAELVPQVAH 

PLGNSFEQMEAVNIAQTPAELY 

NAILVDTPLAAFFQDCISEQDLD 

EMNIEIIRNTLYKAYLESFYKFC 

TLLGGTTADAMCPI\LEFEA\NR 

RAF1NT\INFFG\TKTVPKKDRCP 

AFFPH/CGAGFFPEGPAAMGFG 

LNNLLTGAKKRGPYNFPEVQL 

AFLRGDG 


13920 


44288 


A 


14002 


1 


1182 




13921 


44289 


A 


14003 


26 


342 


ARFLAGP*LPSRRTGLRDLQPA 
MPEPP\PTPWAPVRPEPPRRAPP 
PAPRRPVPSTG KEQTTQG LRSA 
GAGHRDWQAAPPAAPVRDPLG 
EASWAPESGGDVESLYV 


13922 


44290 


A 


14004 


66 


463 




13923 


44291 


A 


14005 


3 


1446 




13924 


44292 


A 


14006 


221 


852 


NSFLMVGFFPFFSL/CAAFDTKT 

GLRVA V KKLSRPFLRPDG YYTE 

FNIYLLFNFYILTSSAV*VVLSH 

SVV1ECLLSIRHCSRYFRKSSED 

KNFLRGSRLLCNFSL1SRYLVTH 

LMGADLNNIV*RYR*YK**FFK 

MNSPFLPLPVGGELIMHH KVDP 

VCFVFFSLPVSKS*QFVCSSSAL 

•ILDFGLARHTDDEMTAKGQPE 

CFVRWACAS 


13925 


44293 


A 


14007 


55 


784 


RH1QDPASQRLTWNKSPKSVLV 

IKKMRDASLLQPFKELCTHLME 

ARGAGGGHDARSLTTAPVSRE 

PPCRRVGSAGGMSRLALCFQEN 

MIVYVEKKVLEDPAIASDESFG 

AVKKKFCTFREDYDDISNQIDF1 

1CLGGDGTLLYASSLF/QGNAA 

VVLRSRLKVRVVKELRGKKTA 

VHNGLGEKGSQAAGLDMDVG 

KQAMQYQVLNEVVIDRGPSSY 

LSNVDVYLDGHLITTVQGDGVI 

VSTPTG 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
rodon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


13926 


44294 


A 


14008 


155 


1592 


PESRHQCFSDRSANFLTMEMEQ 

EKMTMNKELSPDAAAYCCSAC 

H\GDETWSYNHPIRGRAKSRSL 

S A S P A LG STKEI RRTRS LHGPCP 

VTTFGPKACVLQNPQTVIMHIQD 

PASQRLHVEQRPPRTVLVIKKM 

RDASLLQPFKELCTHLM EENM1 

VYVEKKVLEDPAIASDE\SFGA 

VKKKFCTFREDYDDISNQIDFII 

CLGVDGTLLYASSLFPGQPSPP 

VMAFHLGSLGFL\TPISFENFQS 

QVTQVIEGNASCCSSGSRLKGQ 

GW*RSLRGKKTA\VHNGLGEK 

G\SQACRPGTMDVGKA/QAMQ 

VPRS*NEV\VIDRGPSSYLSNVD 

VYLDGHL1TTVQGDGKARSTV 

LGP*ASLGRE*RLRLSLSGVIVS 

TPTGSTAYAAAAGASMIHPNVP 

AIM1TPISRSVLPTAGGPHLSLL 

DPQIMLSPEARNAGGGPFWKP 

WLRLLLSRPSISITTSCYPLPSIC 

VRDPVSDWFESLAQCLHWN 


13927 


44295 


A 


14009 


327 


466 




13928 


44296 


A 


14010 


2 


196 




13929 


44297 


A 


14011 


923 


1776 


WRKCGCETAGSASATRAAATE 

KMEAPRNKMCRDQENSAWRN 

AVPGP*E*RQPEEFPRTTSILAEP 

TVLSRRKCRPSEKRGSATEKFG 

ATSAVTENPPLGAAGERANKTL 

GAATVTPTLGPRPRMEKGGTR 

CPSTL*PSVQERQPESPSGNHPE 

TQKIEFAGRRVTFQHRWATTLR 

TRISGTGASPRDRSAFFGFPWC 

G/AAQPSDEESTPATQEEAQAQ 

AGVAAAASSEEPGHCAPRPPHA 

PRSALFEDWSREPERSDDGDLS 

ECRRPATEPWRPPGSAWRLPCA 

A 


13930 


44298 


A 


14012 


568 


1223 


SARGLLPGSGPLSHAGPQLQVE 

WFGCLPPPDSTLELVVCGTVAI 

SRVRMSAVCVLRTWS\RNAG\Q 

LI\CFTVFQPCSNVHVL/KGPNY 

VCFFG\YPSF\KYSHP\HNFLKTI 

NAVCGQ\LVQFRFPDTEEGIRK 

VTV/KCYVKEGDTVSQFDNIGK 

VV^UIvAoV 1 \IAor I UUV 1/lvJSJL 

HSLDDI A Y VG KPLVN1ETEALK 
GTVNLFYQIDYCPPFVIGSQLK 



WO 01/075067 
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SEQ II> 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 

in !I<vSN 

09/540,217 


Nucleotide 

lUCdtlLHl VI 11191 

codon for peptide 
sequence 


Nucleotide location of last 

rnHnn fnr lact aminn artri 

IUUUII IUI Idll a MIIIIU flUU 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=possiblc nucleotide insertion) 


13931 


44299 


A 


14013 


5 


296 


LFSRVPSKGPPRYHHTSSRG*TR 

AD*LISS\GNS*AHCIPSGLQGM 

LNLLPTPRAPVRPEPPRRAPPPA 

PRRPVPFDHPRACGTGRQLHLQ 

PRCGIH 


13932 


44300 


A 


14014 


1 


376 


MQAVLLTVLQKHNQSVIYWY 

MKYIYYEGLVIMDDYDYVIMD 

YMTMETEKSHDLQAGGPGKPV 

VQFQFK.PKILQASRGNGVK.SWS 

KSKGLRTRCANVQGQENREGP 

AKJH SPFLCLFVLFGSSTG RM 1 PN 

HTGDTSKVIAGTEERGVPKKVT 

LKFDACAA1DRPWAHQLDGTY 

HFKGSNDEHDSRLHTNAG*L*L 

C/RL WIT* L WRLRNPM ICRLEA 

QESQWYSFSSSPKSCKPVEAMA 

LSPGPSPKA'EPGVLMSKGRKI 

GRAQLSIHLSSAFLFFSAPQQVE 


13933 


44301 


A 


14015 


1638 


2289 


VEKKKKPMSAPALRLPDLTKLF 

TLYVSETKKMAVRVLTQTVGP 

WPRPVAL\LSKQLDEVSKRWPP 

CPKSLVAIALLAQEADKLTLRQ 

NLNIKSPCAVVILINTKGHH*LM 

NARLARYQSLLCEHPRITLGSL 

QHLNPATFLPVSESPVKHNCVE 

VLDSVYSYVGPNHRDHPLN1SR 

LGAVTWMGSSFHQPLQSDTLK 

KTTSPGSSHTRKLTGPRTAEA 


13934 


44302 


A 


14016 


1 


675 


MAPPLRPLARLRPPGMLLRALL 

LLLLLSPLPGLREGIGELITPIGT 

SLPDLDPARRRWEGGIGRVGSE 

VADLCPGKEGGKVPEAEKEGV 

WCFSELSFVKEPQDVTVTRXDP 

VVLDCQAHGEVPIKVTWLKNG 

AKMSENKRIEVLSNGSLYISEV 

EGRRGEQSDEGFYQCLAMNKVF 

*AILNQKAHLALSRIGST*RRRP 

DRP* EDE A F VMTTHCFQDLLTS 


13935 


44303 


C 


14017 


18 


329 




13936 


44304 


A 


14018 


391 


895 


WASSDTPTGFTQRWRPDWAGG 

GGGEERGDGTGVVWEGEKVY 

RFRRVTGGSSFPSPAVLVRAPN 

TGMPKLTYIQT*GPLGERGK.EP 

VPPN\PTLPQTFGGLLNASVVRK 

TEIPSPSPPPVC YLRASA ERQ/PA 

GGSPQAKWRRAASSPPPLPPVH 

LPPPPPPPRPPPPPPP 


13937 


44305 


B 


14019 


1 


1110 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \= possible nucleotide insertion) 


13938 


44306 


A 


14020 


282 


710 


YPEPQGWRVAHTVQYPIH1QPL 

ICPGPRGR* SIM DIQ VPPKEGG V 

L1LKN\SSRLLNSWTQGCLQISA 

FSPTSSTLPGTP WSN VGPYKIAP 

ITSFGE\PF1RVIWKQLPSWIS1IQ 

V/SHKQ*Q1HRSVDIGWSPGQEC 

GPKGCFV 


13939 


44307 


A 


14021 


1 


1416 


Mil LI DA EKAFDK IQQPFM LKTL 

SKLGTDGTYLKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFN 1G LEDL A R A IRQEKEIK 

G IQLGKEE VKLSLFA DDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKN1PCSWVGRINIVKMA1LPVR 

DIDQW/NRTEPSEIMPHTYNYLI 

FDKPEKNKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

KINSRWIKDLNIRPKT1KTLEEN 

LG ITIQDIG VGKDFM SKAPKAM 

ATKAKIDKWDL1KLKSFCTAKE 

TTIRVNRQPTTWEKIFATYSSD 

KGLISGIYNELKQIYKKKTNNPI 

KKWAKDMNRHFSKED1HAAK 

KHMKKCSSSLAIREMDIKTTMR 

YHLTPVRMAIIKKSGNNRCWR 

GCGEIGTL 


13940 


44308 


A 


14022 


1 


3450 




13941 


44309 


B 


14023 


1 


3171 





wo 



01/075067 
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SEQ ID 


SEQIDNO: 

oi pcpuuc 
sequence 


Mel 
hod 


SEQIDNO: 
in USSN 
(W/540,217 


Nucleotide 

I Ul it HUH Ul 11131 

codon Tor peptide 
sequence 


Nucleotide location of last 

rnrfon fnr lact aminn nriel 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
— tjiup cuuoh, /— puaaiuic iiuniutiutr 

deletion, ^possible nucleotide insertion) 


13942 


44310 


A 


14024 


I 


2433 


MRTKTQHTRISGTHSKPVCRGK 

FIALNAHKRKQEKSKIDTLTSQ 

LKELEKQEQTHSKASRRQEITKJ 

RAELKEIDTQKTLQKINESRSW 

FFERJNKIDRPLARLIKKKREKN 

QTDTIKNCKGDITTDPTE1QTTI 

RE Y YK H L Y AN KLEN LEEM DK F 

LNTYTLPRLMQEEVESLNRPITG 

AEIVAHSSLPTKJESRTGWIHSRI 

LPEVQGGTEKEG1LPNSFYEASII 

LIPKPGRDATKKENFRPISLMNI 

DAKILNKILAKRIQQHIKKLIHH 

DQVGFIPGMQGWFNIRKSINVI 

QHINRTKDKNHMI1SIDAEKAF 

DKIQQRFLLKTLNKLGIDGTYF 

KIIRAIYDKPTANIILNGQKLEAF 

PLKTGTRQGCPLSPLLFNIVLEV 

LARAIRQEKEIKGIQLGKEEVKL 

SLFADDM I V YLENPJ VS AQNLL 

KLISNFSKVSGYKINVQKSQAF 

LYWNTQTESQ1MSELPFTIASK 

RIKYLG1QLTRDVKDLFKENYK 

PLLKEIKDDTNKWKNIPCSWVG 

RINIVKMA1LPKNWKKTTLKFI 

WNQKRAHITKSiLSQKNKAGGI 

TLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSEIMLHTY 

NYLIFDKPEKNKQWGKDSLFN 

KWCWENWLAICRKLKLDPFLT 

PYTKINSKWIKDLNVRPKTIKTL 

EENLGITIQD1GMGKDFMSKTP 

KAMATKAKIDKWDL1KLKSFC 


13943 


44311 


A 


14025 


1 


1023 


MGAIYDKPTANIILNGQKLEAF 

PLKTGIRQGCPLSLLLFNIVLEV 

LARAIRQEKEIKVIQVGKEEVK 

LSLFADDM1VYLEDPI1SAPNLL 

KLISNFSKVSGYKINVQKSQAF 

LYTNNRQTESQIMSELPFTIASK 

RIKYLGIQLTRDVKDLFKENYK 

PLLKE\KEDTNKWKNIPCSWVG 

RJNIVKMAILP/KAICRKLKLDPF 

LTPYTKINSRWIKDLNVRPKTIK 

TLEENLGNTIQDIGMDKDFTSK 

TPKAMATKAKIDKWDIIKLKSF 

CTAKETT1RVNRQPTEWEKIFAI 

YSSDKGLISRIYNELKQIYKKKS 

NNPIKKWAKDM/NRHFSKEDIY 

AAKRHM 


13944 


44312 


B 


14026 


1 


2206 




13945 


44313 * 


A 


14027 


1 


1689 





WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


13946 


44314 


A 


14028 


1 


2523 


MKQFLLYLDESNALGKKFIIQDI 

DDTHVFVIAELVMVLQERCHTR 

LGYTEFLVAWRVTFGLCVEAV 

TLHLKYQILIRGLLEMMSFSDA 

DILKQLPVTVPGLFPASLSPSSL 

LGNSPPSWLRHNSESKVSAVSS 

PSATKTLSTG1GKLDPGHKEMA 

EESELLKNKMQAPPLSRCPESQ 

KCQHQLRLH H WKPS VRHQ VKR 

RSPAVLRSAMPPADCPAVLEAT 

TATHPEKGTALSKHLPSSDSMS 

LKVDVEALENSPGATYIWKGG 

K VTRDSQPKEQG KG DLKKK K K 

GKLPKNYDPKLTPDPERWLPM 

QECSFYQGRKKGKKKDQMGK 

GTQGATAGASSELDARKTVSSP 

PTSPRPGSAATLSASTSNIIPPRH 

QRPAGAPATKKXQQQKKKKG 

GKGFPVLREITVVKVDTLVVFQ 

ILEERLSVFHIQYDTSYPFSTVDI 

EDHECAVWLLLRKSKSDDKTT 

RLE A V REMS ETH H WHD AEKA F 

DK1QQPFMLKTLNKFGVDGTY 

LKI I RA I Y DKPT AN 1 1 LNGQKJLE 

AFPLKTGTRQGCPLSPLLFNTV 

LEVLARAIRQEKEIKGIQLGKEE 

VKLSLFAGD11VYIENSIVSAPKL 

LKLISNFSKVSEYKJMVQKSQAF 

LYTNNRHTESQ1MSKLPFTIATK 

RIKYLGIQLTRDVrCDLFKENYK 

PLLN El KJiDTN E WKN 1 PCS WVG 

RINIMKMAILPKVIYRFNAISIKL 


13947 


44315 


A 


14029 


1 


2868 




13948 


44316 


A 


14030 


1 


3099 


MGELITPLSTLDRSTRQKVNKD 

TQELNSALHQGDL1DIYRTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTEIITNYLSDHSA 

I KLELRIKNLTQN RSTTWKLNN 

LLLNDYWIHNEMKAEIKMFFET 

NENKDTTYQNLWDAFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLK ELEKQEQTHSKASRRQEI 

TK.IRAELKE1ETQKTLQKINESR 

otirrrrn tvii/ ir\nrn a r> i i iy ly iy x\ r? 

S WFFERJN Kl DRPLA RLI KKKRE 
KNQIDTIKNDK 


13949 


44317 


A 


14031 


2 


3419 





WO 01/075067 
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SEQID 

NO* 


SEQ ID NO: 

nf npntid? 

U 1 l*C | * 1 1 u V 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-^possible nucleotide 
deletion, \= possible nucleotide insertion) 


13950 


44318 


A 


14032 


1 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELN S A PHQ A DL 1 DI YRTLH 

PKSTEYTFFSAPHHTYSKTDHIL 

GSKALLSECKRTE1ITNYLSDDS 

AIKLELR1KNLTQNRSTTWKLN 

NLLLDDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

E1TK I RAELKE! ETQKTVQK JNES 

RSWFFERINKIDRQLARLIKKKR 

EKNLIDAIKNDKGD1TTDPTE1Q 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIVA1INSLTTKKSPGPDG 

FTA EF YQR A I RQEKE 1 KG IQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRIKYLGIQLTRDVKDLFKEN 

YKPLLKE1KEDTNKWKNIPCSW 

VGRINIVKMA1LPKVIYRFNAIP1 

KLPMTFFTELKKTTLNFIWNQK 

XRAHIAKS/VLSQKNKAGGITLP 

D FKL Y YKAT VTKT A WY WYQN 

RDTDQWNRTEPSEIMPRJYNYL 

IFDKPEKNKQWGKDSLFNKWC 

WKNWLAICRKLKLDPFLTPYT 

KFNSRW1KDLNIRPKTIKTLEEN 

LGITIQDIGMGKDFMSKTPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTNRVNRQPTKWEKIFATYSSD 


13951 


44319 


A 


14033 


845 


1616 


ARAEVKLSLFADDMIVYLENPII 

♦ARAEVKLSLFADDMIVYLENP 

IISAQNLLKLISKFSKVSRYK1NV 

QKSQ AFL YTNNRQTESQIM SEL 

PFTIATKR1KYLGIQLTRDVKDL 

FKENYKPLLNE1KEDTNKWKNI 

PCSWIGRfNIVKMAILPKVIYRF 

SAIPIKLPMTFFTELEKKNWLAI 

CRJCLKLDFFFIPYTKINSRWIKD 

LNVRPKTMKTLEESLGNT1QDI 

GIGKDFMTKTPKAMATKA/KKS 

FCTAKETTI R VNRQPTE WEKIF 

AIYPSDKGLIS 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* =7 Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13952 


44320 


A 


14034 


707 


2878 


TLMQKSSIKYWQNESSSTSKSL 

STMIKWASSLGCKAWFNIRKSI 

KVIQHINRAKDKNHMIISIDAEK 

AFDKIQQPFMLKTLNKLGIDGT 

YFKIIRAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

EVLARAIRQEKEIKGIQLGKEEV 

KLSLF ADDM I V YLENPI VSAQN 

LLKLIRNFSKVSGYKFNVQES\Q 

AFLYT1NRQTESQ1MSALPLTIA 

SKRIKYLG1QLTRDVKDLFKEN 

YKP\LLKEIKEDTNK\WKNIPCS 

G\EG RJNI V K MA I LP KN WKKTTF 

\RFIWNHKRACIAKT1LSQKNKA 

GGITLPDFKLYYKATVTKTAW 

Y WYQNIDIDQ WNRTEPSKI 1 PRI 

YNNLIFDKPDKNKKWGKYSLF 

NKWCLENWLA1CRKLKLDPFL 

TSYTKINSRWIKDLNVRPKTIKT 

LEGNLGNTIQDIGMGKDFMSKT 

PKAMATKAKIDKWDLNNLKSF 

CTAKETTIRVNMQPTEWEKIFA 

IYPSDKGLISRIYNELKQIYKKK 

TT\NPlKKWAfCDMNRHFSKEDI 

YAAKXHMKKCSSSLAIREMQI 

KTTMRYHLTPVRMAIIKKSGNN 

RCWRGCGEIGTLLHCWLDCKL 

VQPL WKS VW* FLRNLELEI PFD 

PAIPLCGIYPNDYKSCCYKDTCT 

RMFIA A LFTI AKT WNQPKCPTI I 

D WIKKM WHI YTM E Y Y A A IKN D 

EF VSF VGT WMKLEI 1 1 LSKLSQE 


13953 


44321 


A 


14035 


869 


3869 


RHKXPFKKLTNPGAE1QTT1REY 

YKHL YANKLENLEEM DKFLNT 

YTLPRLNQEEVESLNRTITGSEI 

E ARTN SLPTKKS PG PDG FTA E F Y 

QRYKEEMVPFLLKLFQSIEKEGI 

LPNSFYEASIILIPKPGRDTTKXE 

NFRPISLMNIDAKILNKILANQI 

QQHIKNLIHHDQVGFIPGMQG 

WFNICKSVNVIQHINRTKDKNH 

MIFSIDAEKAFDKFQQLFMLKT 

LNKLGIDGMYLKIIRAIYDKLT 

ANIILNGQ 


13954 


44322 


A 


14036 


2 


99 





WO 01/075067 



PCT/US01/08631 



SKO ID 


SEQ ID NO: 

ui pepuoc 
sequence 


Met 
hod 


SEQ ID NO: 

in 1NSN 
09/540,217 


Nucleotide 

Ifwfttinn nf ft ret 

liH.il liuu ui iiroi 

codon for peptide 
sequence 


Nucleotide location or last 
rnflnn for lad nminn acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=possiblc nucleotide insertion) 


13955 


44323 


A 


14037 


1 


914 


TVTVIHTVARVGNLDIQIQRKS 

ELFLSLVVCEAIKNEMNVMLKS 

SPVDL VTATDQK V EKM LISS1 K 

EKYPSHSFIGEESVAAGEKS1LT 

DN PT WI I DPI DGTTNF V H RFPF V 

AVSIGFAVNKKKKVDETYLGL 

VKETCFPLQ1 EFG V V YSC V EG K. 

MYTARKGKGAFCNGQKLQVS 

QQEDITKSLLVTELGSSRTPETV 

RMVLSNMEKLFCIPVHGMRSVG 

TA A VNMCL V ATG\G A\DA Y YE 

MGIHCW\DVAGAGIIVTEAGGV 

LMDVTGGPFDLMSRRVIAANN 

RILAER1AKEIQVIPLQRDDED 


13956 


44324 


B 


14038 


91 


1959 




13957 


44325 


A 


14039 


28 


152 


LPSPSSK DTDS/A A SCCAPRGR A 
KGSVSNSRLSFPPSSVPLP 


13958 


44326 


A 


14040 


35 


879 


GSQCSSPPPASRCGSCSSAPSRH 

CPCRDFEPAVAGLARTPVLTTK 

TN PSPPARTGLNAPSMGTSLI/P 

ALCCFPLYQGSTELQCKA P* * LP 

SPSSKDTDS/AASCCAPYFLVLL 

KVLSSVDNSSIWCSAGPPAQS/S 

SLYT1PMSSMSAKNCSVLRSGT 

WASFTCS*GSQRVSLGTPEALG 

TEDHTSRSLGHSHVCHVDLSPA 

TASCSFQTASSEVSPPATASCSF 

QTASSEVSPPATASCSFQTASSE 

VSPAATASCSFTFSFFFVCALWF 

GICPSCSAAVLST 


13959 


44327 


A 


14041 


3 


159 


EHQCENPQ*NTGTPNPAAHQK 
AYPP*SSGLHPWDNQRQKPHD 
YLNRCRKGL 


13960 


44328 


A 


14042 


54 


245 


GGGGGEAEDRLREPETEKALSS 
SL/RRAPDQC/RALIMQLFQAHC 
FFLST/QATAALQA H YAHIFPSK 


13961 


44329 


A 


14043 


903 


1205 


WDVSQNNKSYL*QTHSQYHTE 
WAKTGSIPFENWHKTGMPSLT 
TPIQHSVGSSGQGNQTNREPNH 
ETPIHNCFKENKI PRNPTYKGC 
EGPLQGELQTTAQ 


13962 


44330 


B 


14044 


1 


339 




13963 


44331 


B 


14045 


I 


1547 





WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


13964 


44332 


A 


14046 


807 


1440 


NTGKPNPAAHRKAYPPRSSRLH 

P*DLQQTPTDLQLSDLTPGRKT 

NKQKGIASPSTKRTSTPKPH LQ 

ANAQRFCHHQACVTRVPKGST 

KHGKEQLVPATAKTCQIVKNIN 

AMKKLHQLTEIQIT1REYHKHL 

YANKLKNLEEMDKFLDTYTLP 

RLKQEEVESLNRPIMGSEIEAIIN 

SLPTKKSPGPDGFTAKFYERYK 

EELVSFLLKLFQSIEKEGILPNSF 

YEASHLIPKPGRDTTKKENFRPI 

SLKN1DAKILNKILANRJRQPIEK 

LIHHDQVGFIPEMKGWFKKCKS 

INVIHHINQTNDKNHMIISIDAE 

KAFDKTQQPFMLKTLNKLGTIR 

QKKEIKG IQLGKEEVKLSLFAD 

DMIVYLENSIVSAQNLLKLISNF 

SKVSRYKINLQKSQAFLYTNNR 

HMESQITSELPFTIDTKRIKYLGI 

QFTRDVKDLFKENYKLLLNEIK 

EDTNKWKNIPCSWIEES1S 


13965 


44333 


A 


14047 


603 


764 


LPLFL1EYPLFLSLA*LPWPKLPT 
LC* 1G VVREG1PVLCCFSKGMLP 
VFAHSV 


13966 


44334 


A 


14048 


1566 


1865 


MQSIRKTIGIHAKYDKACRNGE 
DICLRETNSAADTQAKRV*SGP 
PANSNRPAAEGPDC*KEN*QTE 
RTSTPKPHL Y VTI IKDQRGTQLL 
TNNGTKLDRE 


13967 


44335 


B 


14049 


1 


1932 




13968 


44336 


A 


14050 


711 


1575 


TRKFRRNG*IP*HIHPPKTKSGR 

SR1\FNRPITGSEIEAI1NSLPTKKS 

PGPDGFTAEFYQRYKEELTNIL 

DEHRCKILNKILANGIQHDIKKL 

IHDDQVGFIPGMQGWFMIRKSI 

NVIQHVNRTRDKNHMIISIDAE 

KAFDKIQQPFMLKTLNKLGIDG 

MYLKITRAMYDKPTANIILNGQ 

RLEAFPLKTGTRQGCPLSPLLFN 

rVLEVLARAIGQEKElKGlQLGK 

EEVKLSLS ADDM 1 V YLEKPI 1 S A 

QNLFKLISNFSKVSDTKSMYKN 

HKHSYTPITDKQRAKS 



WO 01/075067 PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Inrflfinn nffirct 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*~Q|rtr\ f*fi/1ftfi /^nncci tilt* nnrlpittifl^ 

deletion, V=possible nucleotide insertion) 


13969 


44337 


A 


1405 I 


1 


1579 


MQGWFNVRKSLNIIHHINRNND 

KNHIIISIDAEKAFDKIQQPFML 

KTLNELG 1 DGTY LNI 1 RTI Y DRP 

AAN11LNVQKLEAFPLKTGTRQ 

GCPLLPLLFNIMLEVLARAIRQE 

KEMKGIQLGKEEIKFSLFADD1I 

VYLENP1FSAPNFLKL1SNLSKFS 

GYKINVQKSQAFLYirNRQTESQ 

IMSELRFTIATKRIKYLGIHLTR 

DVKDLFNENYKPLLNEIKEDTN 

KWKNIPCSWTGSINIVKTAILPK 

VIYRFNA1PIKLQLTFFTELEKTA 

LKFMWIQGYSNQNSMVLTLLV 

1PRKMRSAVELQQTSTDLQLRD 

LTVRKKTNKRKATASTSQKGH 

LHQNPICRSPTSKTKEVGFRRSV 

ITNFSELKEDVRTYHKEAKNLE 

NRLDEWLTRJNSVEKTLNDLKE 

LKTMARDLHDACTSFNRRFDQ 

VEERVTVTEDQINEINDGENGT 

KLENTPQDHQENFPN L AXSRPTF 

KFRKYREHYKDTPREEQPQDT* 

LSDSPRLK*RKKC*RQPERKVE 

LPTKGSPSD 


13970 


44338 


A 


14052 


50 


1105 


TRKSRRNG * 1PGH1 YPPKTK\QE 

EGESLNRPITGSEIEAIINNLPTK 

KSPG PDG FTAKF YQSTNNKN H 

M 1 1S1 DAEKAFH KIQQPFMLKTL 

N K LG IDGTYLK 1 1 RAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLPFNIVLEVLARAIRQEKEIN 

CIQLHNEEVKLSPFADDMIAYL 

ENPIVSAQNLLKJLISNFSKVSGY 

KINVQKSQAFLYTINRQTESQI 

MSELPFTIATKRIKYLGIQLTRD 

VKYLFKENYKPLLNEIKEDTNK 

WKYI PCSWIGRIM 1 VKMAILPKV 

IYRFNAIPIKLPMTLSSQNWKKT 

TLKFIWNQKRARIAKS1LSKKN 

KAGSIMLPDFKL 


13971 


44339 


A 


14053 


1 


764 


MQGWFNVRKSLNIIHHINRNND 

KNHIIISIDAEKAFDKIQQPFML 

KTLNELGIDGTYLNIIRTIYDRP 

A AN 11 LN VQKLE AFPLKTGTRQ 

GCPLLPLLFNIMLEVLARAIRQE 

KEM KG IQLGKEEI K FSLFADDH 

VYLENPIFSAPNFLKLISNLSKFS 

GYKI*FPLFLIEYPSFLSLA*LPW 

PALPTLC 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


13972 


44340 


A 


14054 


1 


344 


MGINQRRKAENSKNQSASSPTK 

DCSSSPAKEQSWTENDFEELTE 

VGFRRQANAERFCHHQVCPKR 

APEESTKHGKKQ/RSISHCKNM 

PNCKDHRCYEETASTDSLAETQ 

QQKREF 


13973 


44341 


A 


14055 


301 


370 


DDGVF'IDNHVICKQRQFDFLFS 


13974 


44342 


A 


14056 


1 


1418 


MVREGFPEEVTFELKNELEISK 

GQQMGKNIPDTGASSAKALGE 

RELGTLDKMKNSPSDGSKKDIR 

THRKEAKNLEKRLDEWLTRINS 

VEKTLNDLMQLKTMARELHDA 

CTSFNSQFDQVEERINK1DVRLA 

RLIKKKREKNQIDAIKNDKGDIS 

TDPTEIQTTIREYYKHLYANKL 

ENLEEMDKFLDTYTLPRLNQEE 

FESLNRP1IGSEI E A VSNSLPTKK 

SPG PDG FTAEF YQR YKEEL V PF 

LLKLFQSIEKEGILPNAFYEASII 

L1PKPGRDTTKJCENFRPVSLMNI 

DAKILNKILANRJQQHIKKFIHH 

DQVSF1PRMQGWFNICKSINIIH 

HINRTNDKNHMIISIDAEKAFDR 

IQQPFMLNTLN KLG I DG M YLKI I 

RTIYDKPTAN1ILNGQKLEAFPL 

KTGTRQGCPLS/ATPVQHSVGS 

SDQGSQARERNKGYSIRK*GSQ 

iVSVCR*HDCIFRKPHRLSPKSP 


13975 


44343 


A 


14057 


1240 


1596 


CYSFLFVRCPSDSQVPQLQVC/C 

EFAGGPLQTVFAWVSPAEVVE 

MFLQG* RKPFYMS Y/TSFEM AL 

MKVWTMVRTSASPVGDVFGR 

GWSPFPTSTVGALTVFGVSPGS 

CRSSPLPSERLWV 


13976 


44344 


A 


14058 


507 


971 


PANQKKSRTRRIHSQILPEAQR 

GAGTIPSETIP1NGKRGNPPKLIL 

* SQHHPDTKA WQRHNRKREFY 

TDIPDDH*CKNPQ*NTGKPNPA 

AHQKAYPPRSSWLHLWDARLV 

QRTQISKRNSSYKQNQRQKPHD 

YLSRCRKGLQQNSAALHAKNS 


13977 


44345 


A 


14059 


561 


758 




13978 


44346 


A 


14060 


2364 


2663 


DGQLTLVSILNHYSLAQSCEY* 
DGECFCLHCSASPFL*EGAQST 
AC 1 ArrbCr AbDLOAV*LrC^Hi> 
WCSTLLLEGAPWPGTLGTAPQF 
QHRKLGTNLAG 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 

* = StOD CAflnfi /=no^i hip mic l^ntifli* 

deletion, ^possible nucleotide insertion) 


13979 


44347 


A 


14061 


1 


64 


MPIGKVGEYYIKGTLRATKESE 
QQSSALELSSDRVYLNEKEPGD 
QP WN A AF VFRGCG V A L A LRPP 
HLGWGEPRWAGFRGAFGFPFS 
TLNPSNWSLTLIIQGCKQEGFYS 
PSM RPRV VPKRGSAPK VRA EEN 
A A LPSRCPPGPLP V AQP/TGPA D 
GGSCEQCPSCGCGCCQLPPPLP 
WFPR*TPCDKRV 


13980 


44348 


A 


14062 


1 


774 


MFVWSNVEGHSVAMFPWYSIP 

FLN PPCSHTRPSNLPVTQ WPPTR 

ENNLPSWQLLLTSIHQAQFLSA 

LHKEQGSSSEKDGRSPNKWDK 

DHIRCPMS\AVMIFSKRHQAL/V 

RAHQGHPNQDNWTVSQMLSK 

W WYTLGPNERQKY H ELAFQAT 

AALQAHYVHIFPSKGRWELLH 

GSQRLDWGRCQLKLLGQQGQ 

DVLHTNLGKEENSSCWGYKME 

CEEGFGPQGGDCGLGGVHAPL 

LSPEGLDSEQNTLIMGDIFHCA 

KKLP 


13981 


44349 


B 


14063 


1 


753 




13982 


44350 


A 


14064 


2 


1457 


YPRRRPSRAGVLAGPAVLAGPP 

SSPGRRPRRAAFFAEPPFSARRS 

PRRAAVLAVPPSSPRRRPRRAA 

VLAAPRVLAAPPSSPRJRRPRVPP 

PSSPRRRPRRAAAGSLPGAELP 

QSSRLAAHL\AAD*PDS*IAAGA 

VPRGWEGLTIMAEGKEEQVTF 

YVDGSRQRAYAEKPPVVKTIRS 

CTV/SGHSRHNSSSGM*/SSPNSP 

/IPFQFTFQIPSLLQAALWLCL*V 

TWHFFVR*PVLSSRHCFSPGGLF 

SLSLQSAGCPAGSLQAEFVALP 

PGGQSRLHRTRAS*VPGAFQEK 

CPLERVWPFHPSKQHPRNGLAF 

PLP*APQRTQPAEDTLPRHPEM 

GL1 LSQGTAG/PG RECQATQLPA 

QHSH A E V LHFGG AM SGQLSL V 

GPQDSKRTARLTDSQHLGSPT* 

QPPGLTEGTSLEQG**S*MGWM 

VGVIAGAPSGWSGSSGPSEGTP 

LFSSPA*LPWPELPTLC*1GVVR 

EGIPVLCQFSKGMLPVFAHSA 


13983 


44351 


B 


14065 


72 


1235 




13984 


44352 


B 


14066 


1 


2715 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USS^l 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13985 


44353 


A 


14067 


50 


1304 


TRKFRRNG * IP*HIH PPKTKSG R 

SRUFNRPITGSEIEAIINSLPTKKS 

PGPDGFTAEFYQRYKEELTN1L 

DEHRCKJLTnJKILANGIQHDIKKL 

I HDDQ VGFIPG MQG WFNIRKSI 

NVIQHVNRTRDKNHM1ISIDAE 

KAFDKIQQPFMLKTLNKLG1DG 

MYLKIIRAMYDKPTANIILNGQ 

RLEAFPLKTGTRQGCPLSPLLFN 

1VLEVLARAIGQEKE1KGIQLGK 

EEVKLSLSADDM1VYLEKP11SA 

QNLFKLISNFSKLSGYKINVQKS 

QAFLYTNNRQTESQIMSELPFTI 

ATKRVKYLGIQLTRDVKDLFKE 

NYKPLLNE1KEDTNKWKNJPCS 

WIGRJNIVKMAILPKCKTVGLLS 

NISTHKSAVHALVEAGGIPSLIN 

LLVCDEPEVHSRCAVILYD1AQ 

CENKDVIAKY 


13986 


44354 


A 


14068 


1 


1155 


MFVWRNVEGHSVAVFPWYSIP 

FLTPPCSHMRPSKLPVTQWPPT 

RENNLPS WQLLLM S VHQAQSL 

SALRKEQDSSSEKDGRSPNKW 

DKDHI W WPMSVA VI 1 FSKQHQ A 

L/VRAHQGHPNQDNRTISQMLS 

EQ WYTLGPNEMQK YDL AFQN 

VEARIRY/CHRPRKRARFLSHAS 

PPWRQLPAAGAEASGAWNLPA 

GGG* HDYNRCSVPVFRTEVSTR 

PRPSEICGLTQE*TLLSAKSQVG 

NTFGFAGHTISDTTTPCGLCTSK 

AAIEVPEADTLPHICSWHKGEE 

CGLRGPEPSSPPPRPSLAARVSA 

G RG ALRRRRRPEVPP\SRAPRS A 

ATATPANEQRAVADVGQWAR 

ARGGRVRAAGRSGLLRVKMM 

KMKT V MIHFH LMKDE YI FSS 


13987 


44355 


A 


14069 


1331 


1584 


SLQRKAARFASSSTVPRRPQGIL 
PIISFSNVPVGSRRLKAPLVFIGP 
G* ITLNR1PYLPHSAARDPFTWN 

iron i n/^rpi/ncT 

TFSFLLPCEEVPST 


13988 


44356 


B 


14070 


1 


1248 




13989 


44357 


B 


14071 


1 


459 





wo 
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SEQID 


SEQ1I> NO: 

of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in I ISSN 

III UkjOl ' 

09/540,217 


Nucleotide 

Irtmtinn nf firct 

codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*— Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13990 


44358 


A 


14072 


1 


2156 


MGKKQSRKTGNSKNQSASPPP 

KERSSSPAMEQSWMENDFDDL 

REEGFRQSNYSELKEEVRTHGK 

EVKNLEKKLDEWLTRJTNAEKS 

LKDLMELKTTARELHDECTSLK 

RVSVTEDQMNEMKREEKFREK 

RJ KKN EQSLQE 1 WD Y VKRPN LH 

LIGVPESDRENGTKLENTLQDII 

QENFPNLVRQANIQIQEIQRTPQ 

RYSSRRATPRHIIVRFTKVEMK 

EKMLRAAREKGRVTHKGKPIR 

LTADLLAETLQARREWGP1FN1 

LKEKNFQPRISYPAKLSFI DRST 

RQK VN KDTQE LNS ALHQ A DLI 

D1YRTLHPKSTEYTFFSAPHHTY 

SKIDHIVGSKALLSKCKRTEIIT 

NCLSDHSAIKLELRIKKLTRNHS 

TTWKLNNLLLNDYWVHNEMK 

AE1KMFFETNENKDKTYQNLW 

DTFKTVCRGKFIALNAHKRKQE 

RSKIDTLTSQLKGLEKQEQTHS 

KASRRQEITKIRAELKEIETQKT 

LQKINESRSWFFEKINKIDRPLA 

RLIKNKREENQIDA1KNDKGD1T 

TDPTEIQTAISEYYKHLYANKL 

ENLEEM DKFLDTYTLPRLNQEE 

VESLNRPITGSEIEAIINSLPTKK 

SPGPDGFM/RRILPEGQGGAGT1 

PSETVP1NRKRGNPPVPHFM/SA 

SIMLIPKPG KD rTKKENFRPISL 

MNIDAKI/RQ*NTGKPNPAAHQ 

KAYPP*SSGLHPWDARLVQLTQ 



wo 



01/075067 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1399! 


44359 


A 


14073 


3 


1794 


AMLPMELGCGPLPEPLPVGCSR 

FSLFK*QTCISTVP/GYMVTAQS 

MSSTPPPPSPSTLPSSPSPPPPLPQ 

PLPPPPPSPPTLSSLSSPSPPRPPL 

VSPSTLPSPQPSSPQPLLPPSSSPP 

SLPSPPPPSPPLPSPSPSAIPSLPPP 

SPQPLPPPPPSSPPPSLPSPLLPPP 

PLSSSPSSPLSPSPPPPSPPPSLPPS 

PPPSPPPPPPPQPPSPPSSPLSSPP 

LSSSQPSLLPPSLSSLPLPSSPSPL 

LPLSLPLSISPP*LSLLSPLPPSPS 

LPPSSFQST*TIGQCFSL/VMWH 

VAPCTYLALAGNTLMAWPLMS 

ASSKASGGVSMFVWR1MVEPCS 

VAVFSWYSVPFLTPPCSRVRPS 

NLPVTQWPPTRAKNLPSRQLLL 

TSVHQAQSLSALCKEQDSSSEK 

DGRSPNKWDKDHIWWPMSGG 

HDLQQAAPGPGRAHQGHPYQD 

NWT1SQ1LSERWYTLGPNEMQK 

YHDLAFQHMAGED1ASDEEHM 

VIHEEEGVMVSLLMTALAPLTL 

ISSSRJFGKVYGPTPSSSYTYSD 

ASSSTLAPTSFLLGPGAFKAQES 

GEEAEDGLRELETEKALSSSL/R 

RALDQ/*LALIMQLFQAHCFFLS 

T 


13992 


44360 


A 


14074 


1 


2496 


MLLSIDAEKAFDKIQQPFMLKT 

LNKLGHGYEQHHLHTTNDVDE 

EDLSDAASKGDDFALSEQSQD 

AHFLQPEA YGLG EG AETATGT 

AHQGNHVRVEECGRSLCGCVP 

LVLHPLPDPSLQPHEAQQPASH 

SVACNQRKQPAKLPAVAHERP 

PGGTGSVDPGRPPGATCPESPG 

PATPHTLGVVEPGKSSPPTMEE 

EPW A PQG SPC WT AQSLS ALRK. 

EQDSSSEKDGRSPNKWDKDHI 

WWPMS\ALM1FSKRHQAL/V 


13993 


44361 


A 


14075 


4317 


5099 


KMFVFLCISAQLSLQCFRGSFHF 
IKIYDFSFQLFFLFLELPYLLLLN 
HFKMLEL VLQQG H PNQDN WT 
VSQMLSK W WYTLGPNERQKY 
HELAFQVKVAHXCNKD* KJCFSS 
EAKPTSQGLAGNGNKGSWEWS 
MSETGTATAPGVSSELLSVAAQ 
TLQSSDTK\SSFCG AE WGHP* G I 
GCDDVIADDGFSTTDTDLJCFKE 
WVTDvESGDNSGEEPEGNKGFG 
GKVFAPVIPSSFT/HCRPLLDPE/ 
PPGSPDPPAAFGKVYGPTLSSSY 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO* 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Inriitinn ftf fircf 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 

*— Stftn rtidnn /=nnccihlf* ntirlf*nfirif» 

deletion, V=possible nucleotide insertion) 


13994 


44362 


A 


14076 


1 


637 


M SR VG SCR WVCG LA DFKNG AT 

DLCDKSLHNRELSAERPLNEQI 

AEAEEDKIKKTYPPENKPGQSN 

YSFVDNLNLLKAITEKEKIEKER 

QS1RSSPLDNKLNV/EKDVDFNQ 

EFGKLIDGYXDSTKEWDWVHKF 

QDIPNVLVGTAFNVDDGNGGF 

V VH WLNNKEFH FTSSTEVFMH 

QLRKLSDKQVDHEN DDADRED 

EEHSQEDRERGLHMKLDH 


13995 


44363 


A 


14077 


448 


464 


KKRA* G S VSQRFPAET* LAD* VI 
NTGSQEAKRREQR 


13996 


44364 


A 


14078 


179 


382 


NTPNQRSVASN RFVKCTHQH S 
VKCTQS ALCKM HQS AGFLK VD 
NHR£D*KKGHSDRAKTEHGRG 
QIRE 


13997 


44365 


A 


14079 


697 


1654 


PKPSVGRMGFLGTGTWULVLV 

LPIQAFPKPG\GSQ\DKSL\H**ED 

LSAERPFELNRLLEAEGRTRFK 

KTYPP\ENKPG\QSNYSFV\DNL 

NLL\RAITEKEKIEKERQSIRSSP 

LDNKLNVEDVDSTKNRKLIDD 

YDSTKSGLDHKFQENETADNSF 

SQEEEPVVAGEDLPPPSPQESD 

VQPVQPEEVSARDFLQRLDLQ1 

KLSTQAAKKLKEESSSLERMRE 

ETSLSPT VPTKR WDTRJ LLIG AF 

YRVLIGAFYRVLMGAFYKPIAS 

YRALIGVFYRALMGAFYNPLV 

RQKSSPRPHSTQEVQLASPLTN 

TQ1TYYV1FTV 


13998 


44366 


A 


14080 


72 


1117 


ILENHLSDRVAEGGPLQGLRLG 

VQGEAVPPGLVHQRGGLGPLD 

GELIGSVGQQVSDVEGAGSHR 

G * RHTGRTPA VS AGPAA* SATH 

TAPMWLAGW\YEPAQPGPVLV 

SPPTPFGQTRQASWCSA*ARCA 

GSWWH*HQTPGGA*RVAAPAP 

SWSRSCP*RPTRSPAAAPPAPSR 

PGRAVGLATGAGHPAQHGHGR 

AVPTGPRAAGAGSWSELCPPSS 

CAGTSRGR*AGTRR*AAPAGSG 

RPGPGAWAGPRCSRSTYAAAA 

CGRGGA*AGADSGPRSGTHAG 

HCGARCRSSTPLVPAAAGHLPP 

PGPGRTGDCPASSCPGPGLPHG 

CSLSGSWGEGWVSAARQAGLP 

WAVA 


13999 


44367 


A 


14081 


2 


269 




14.000 


44368 " 


A 


14082 


1 


591 




14001 


44369 


A 


14083 


2 


477 





WO 01/075067 



PCTYUS01/086J1 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
todon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkni»vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


14002 


44370 


B 


14084 


237 


419 




14003 


44371 


A 


14085 


2 


1220 


LPPGFVMAAAAARWNHVWVG 

TETG1LKGVNLQRKQAANFTA 

GGQPRREEAVSALCWGTGGET 

QM LVGCADRTVKHFSTEDG 1 F 

QGSETLPGVGEGMFRGLAQTDG 

TL1TCVDSG1LRVWHDKDKDTS 

F*PTPGTESGPWGCVGCAKTQA 

HPHVVCHRLGKRMLLKIWDLQ 

GSXGNLCFKA KNVRNDWLDLR 

VPIWDQDIQFLPGSQKLVTCTG 

YHQVRVYDP\ASPQRRPVLETT 

YEEYPLTAMTLTPGGNSVIVGN 

THGQLAEIDLRQGRLLGCLKGL 

AGSVRGVAV\HPSKPLT*PPVRL 

DRVLRIHRIQNPRGLEHKVYLrC 

VS1 E/RALLLSGRDNLGG* APEP 

SKTQTRCP*EDTEDR*TLGDPW 

RQLPSGKLFGVWSSPKELSKRD 

GERRSGLGPPAPDAPVPTL 


14004 


44372 


B 


14086 


96 


592 




14005 


44373 


A 


14087 


102 


612 


HCAGSPHSPRSLSGTPLPGLPL 

WRHLRSPSAHRCTVGAPFWAG 

QDRSQLP*LAGRCGGRGPSGNP 

GCA\PACGPAGVPGGRGLGGPR 

TRSSQPA LPAPGNEGLSTRASG 

CRGRTGSPSSASPPLGLSCLPAG 

QGWGP/GSPPCVSLPPTPWAPV 

RPEPPG*AAPPAPRRPVP 


14006 


44374 


C 


14088 


1 


636 




14007 


44375 


B 


14089 


31 


612 




14008 


44376 


A 


14090 


234 


504 


SFYHLGAGE*PGKSRVPIPQFQS 
PWGPYCQGRARGGEVCHLQAV 
PPRGAGAARTLSGHPLGSPEQL 
PQPGPAAELPGGVVPRSTPPCP 


14009 


44377 


B 


14091 


1 


924 




14010 


44378 


A 


14092 


11 


354 


RLSTSPPDSGAQLASPSGSHTRA 

AGGAACQSRAVRS/PFPSPWVV 

DGTGCGGAGGGARWGGSGCT 

GAHGVGGR\PGMAG\*GPEPCP 

EGRQLRPLAPVGCGQ*REP\G*K 

NSMGETTT 


14011 


44379 


A 


14093 


147 


513 


GSASGVVRLSRWARGLAGFRS 
EAADLRGECYSS'GSASGVVRL 
SRWARGLAGFRSEAADLRGEC 
YSS*KQRGPKELRSPAGFT* WIP 
/LPGLQVELPASPAPCAPTPQPL 

ou WU\UKKuAUUUAKKUuoU 

RTGALGVG\GGSGMAGCRSRA 
LPPREGS 
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SEQ ID 

NO* 


SEQ ID NO: 

nf n^rttwlr 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Inrfitiftn of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Ston codnn. /^nnccihte nur If ntifle 

deletion, \=possiblc nucleotide insertion) 


14012 


44380 


A 


14094 


418 


1026 


WNPHQGCRWSCLPVPRHALAF 

LSPWVIDGTGRHGAGGGALWG 

GSGRTGAHGVGG\S*GMAGCR 

SRALPHGKAAKAR*EIERSASG/ 

TGTAGGPSTPSAATGPGAKSLI 

ARGQQGWPAAPSAGPAKPTPT 

GNSSWPASAAGSSGSCSRLS/SP 

HLPAS*GSGLQPWPAQKGAPTV 

QQQAEGLPIPRLPEEWISLPFLG 

HQGEHSGMA 


14013 


44381 


A 


14095 


897 


2111 


PPLLQSSPNFFL1CYLPWHNSHE 

NTHRTGRRGAGGGARRGGSGR 

TGAHGVGGRLRHGGLQVPSPA 

PWEGS*GPARNRAQRRYHCSCP 

GLQSGLPHYSGYHT*PDEKEKN 

GREGQKLER 


14014 


44382 


A 


14096 


1304 


1922 


KLNIGVIYSSEIPDSGAQLASPS 

GSGTRAAGGAVCQSCALRSHSS 

ALGWSMG/PGRRGAGGGARW 

GGLGRTGAHGVGGRLRHGGLQ 

VPSPAPREGS*GSVRNPAQRRW 

AGTAGGPSTPSAATGPGAKSLI 

TRGQQGWPAAPSEGPAKPTPTR 

NSSWPASAARSPGSRSR/RLPPH 

LPAS*GSGLQPWPAHYFEFFLPI 

GQNAQTEVSY 


14015 


44383 


A 


14097 


318 


533 


MVCFDGADCPWVVDGTGRRG 
AGGGAHRRGSGRTGAREAGGR 
LRHGGLQVPSPARREGS*GPAS 
PAGCLAHL 


14016 


44384 


A 


14098 


346 


957 


ARYTLHIPTRLGSPAGFTQWIPH 

RGCRWSCLPVPRRALAFLSPW 

WCSFPVDGTGRRGAGGGARR 

GGSGRTGAHGVGGR\PGMAGC 

RSRALPRGKAAKARREIERSAG 

G/TGTAAGPSTPSAAAGPGAKS 

PFARG/LAG PA APS ARPAKPTST 

RNSSWPASAARSPGSRSWKMS 

LYMKKSASGQSQAQW1AKMW 

KSPRFK.PL WLTS 


14017 


44385 


A 


14099 


124 


663 


SCLPVLRRALTFLSPWVVNGTG 

RRGVGGGARRGGSGRTGAHGV 

GGR\PGMAGCRSRALPRGKAA 

KARREIEHSAGG/TGTAGGPGT 

PSAATGPGAKSPIAPGQQGWLA 

A LG TNG AGERLFMK V A FSLKTC 

SLSCSYLRLTLSRGGSVHVLRG 

NLTVCKPQPALLRVVFHHQRQ 

ADCGALPVP 


14018 


44386 - 


C 


14100 


1 


672 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 » 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown T 
*=Stop codon, /= possible nucleotide 
deletion, \-possible nucleotide insertion) 


14019 


44387 


A 


14101 


3 


1759 


RPLRGWRRTRDARAPRRCRCG 

SHGARRCLRKTAATSRCGGAP 

G PXRSRPPSTGQ A A EAGDW/PAG 

CNP*GGLRAADGPGSRPPRGS1 

GLLCGQGGQGGSSPWVVHGTG 

RCGAGGGAPWGGSGRTGAHG 

VGGRLRHGGLQVPSPAPQEGS* 

GSARNRAQPRWAGTAGGPSTP 

SAATGPGRDGEGG\ETGAHVSA 

LKGTPGTEWPAHGLVPYSIGDQ 

TCLIFKVTFKAVVLKCGPQTTS 

STSISCPGSAN/SPPSPAG*/GSSG 

CGSSSLCSAHSVQEDSQPQ*KR 

TGLQSYTYGRSGSSSNEPRYHSD 

LPTSRSKLRNEDTFFGRRKJCLS 

EVQRTGQDPA*SHHTSSYTLPG 

L*TAEGKDRVEMAA*KGSPNFQ 

RSGTFN PKGG A RKTRQ A WH PR 

APNCQAGTPPREGSSGPRTSLS 

AAFRJPQEVVNFLISGPITRAQR 

HGEPESPRGQTGSPPLGKTGSE 

GTDRKSTGADKXSTGDRQEVR 

EPTESPQGLDRKPTGMDRRSTG 

NRQKVRJIQIGSPLGLNRKPNGT 

DKJCSTRNRQEVRRRQSAGARQ 

ERAGSSTFLRLSALCGLLVDVN 

REQVAKQKWDLYSSRFTSGNR 


14020 


44388 


A 


14102 


1879 


2607 


GKPSLSLHPGHKCGISRCNGNV 

SSRLRSPAGFTQW1PHRGCRWS 

CLPAPRC A L ALLSP WV V DGTG 

RHGAGGGARRGGSGRTGAHG 

VGGRLRHGGLQVPSPAPREGS* 

GPA RNRAQRR W AGTAGGLSTP 

SAATGPGAKSP1ARGQQGWPA 

APS\GGPPSPSPPGTPAGPQAPH 

AAPVPAR\PLPPHLPAS*GSGLQ 

PWPAQK.GAPTVQGGG*RAPQM 

PPKWEPRQGRRIVAFTIEVGVL 


14021 


44389 


A 


14103 


2 


272 


GHWGMVNSPCRASATVSRGSP 
LrO VLr 1 srrbA 1 b 1 CKMKCHrK 
RCPLPFRRLSPPSLTPP/PGKPPL 
LPRPHSMPGLGLPLGGLPVFHP 



WO 01/075067 
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SEQII) 

NO* 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Inratinn nf ft ret 

• WtllllHI Ul III Jt 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknotvn, 

*—Slfin fnrlnn /=nn<cihlp nnrlpntiHi* 

deletion, \=possible nuclcoliJc insertion) 


14022 


44390 


A 


14104 


101 


1815 


QSARQLRPCPGAPSLAGVENRR 

KK.TTN LTSLAAPDTQSTCGQSC 

GCLHSMGSSCMQHSYYTGFLR 

SLWPCRCHRSAFSGQRRSEEKD 

SKSVRERSGRSQNVPARPALTS 

PLTQSPGPLAPGAGSWSRSQLG 

TGTGVLWWQRESATGDFRTES 

ARSSDPSRRDWPGAKRKREEG 

AATVLWACATASTAIICQDNAI 

SPLKSGNSPSNHLWRPQGQLPP 

VLGLAQPKRWRPNRLTTSPSPS 

RMM A RPVDPQRSPDPTFRSSTR 

HSGKLEPMEATAHLLRKQCPSR 

LNSPAWEASGLHWSSLDSPVG\ 

PCRP*GLRPSTHGAR\TFSGARP 

GLGGYSPPPEEAMPFEFDQPAQ 

RGCSQLLLQVPDLAPGGPGAA 

G V PG APPEEPQ ALRPA KAGSRG 

GYSPPPEETMPFELDGEGFGDD 

SPPPGLSRVIAQVDGSSQFAAV 

AASSHQCLSHH1PMSPSVGRNG 

LLTKPPSTSRRGKLTKRDDMYY 

FVPFRSLNDMMHMLPFIEDSR 

WTHNLDINREQKTNPLAGPKG 

RPISRTQAAASTSNSKTESQIQE 

KTEEAPFSLRYININNRSMDPLN 


14023 


44391 


A 


14105 


39 


877 


AGPGPPRPLPPRSSEGPPGASISL 

CSEVPGPSCQGRFRGGRDAMS 

MPWREEERSLLAGE*PS*GG*S 

GRG VSRKCS* PGPRG VPRPRPL 

RSRPRAASSE\DQNSPLDQSLHR 

TRKTIPSSGGSTAIMPRRGSSSE 

TFFSAPSKTWVLGIPGETF1SGP 

AAFP\APGGPRAAPRPSPSLNSL 

♦SGGNGGPGPPRLHFSSCGKGP 

PRPSNSRNXGGQSACQGGSHLV 

C*SHRGSLGEGHAYQGDPCSPG 

HPAKAPSRAHAQARRSAHAAS 

LTSGPCDASCQAW 


14024 


44392 


A 


14106 


358 


546 


CFPSRIRLALSRAPKWPAKRSPS 
EPEMS/PPVWSPHPDPNNTAPPK 
EQPPSSPGRVGRHGNWSV 


14025 


44393 


A 


14107 


22 


549 


DHCLCSVVRNKRDSVYPLPIPP 

CCKTSTISPP/L VDA VRP* D1SVS 

KRVTSCAPLEPQPHPCLPTINAG 

R/TLARPQGAPTPNKEEGQAPG 

RATASGQAAPATTVLGDTTK/G 

PQG RH RGTS AS A AG PAPFA V A 

DQLPPEDRAASAEGRK*AAAFP 

FCHRLVQDGGPPPPAAGVPGA 

GES 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14026 


44394 


A 


14108 


146 


2616 


LAAVGMASHCFRQRRQSQSPA\ 

GLRGAGSAYSPAVEGARSSHGQ/ 

PPWRGRRRGPGDPVRGAARCR 

RPRAAAQPARPAARPPARPRPA 

P*AACCE/VPSAANSVAPSAAM 

♦SSAGRDGASSQRSRRPHAAPP 

RSSALPANGK/PPSPVTRAARTC 

GARSSNTGA*SAARPKHSAASS 

RHPPPAA/MPLPARHA/PGGTSG 

RPLPTPQGSAPTSSASPRGPATP 

PPAG PRAPPPSPRRAA APRPPG R 

QLSPAPGTPAAGGGGPPFPALR 

♦SGSVFGRQLVGDGERGRACG 

A RG S A A V P ALRTF V V SPST V V A 

GAACPLAVALPAPDPLPCSE*A 

PLRSG*VPQPASLFCSQFRPQA 

WQH P* LLRA PCPRLG A A VPC V 

WCHSRALDSATPRWM*G*RLP 

AVWLAPAFPSPPFNQAFVPPCQQ 

NCSLQNRQTLSASAKJGTEEWD 

IAIKIPENVEVTLELGNEQRLEE 

FGGLRRRQEDEGKFGTPTDWL 

NGCDQNADSNMDSEGQGEDG 

GCSFGGAGLRGSGWGDQTRET 

FLALKANLRWPFRSSAQSQTSQ 

EGAAGARSGLKGGKKNPLKLP 

KKQAKKMNKAFKQKQEKERK 

KHKELKAKASWKGLRPQVEFK 

NLAERRGEAAVPGCPVVAGHS 

WRLLSLARGCAKRARQLLFPSE 

KLLAALREGSTRGGGAASQPQ 

RKLRVCMRVLDSSVEDFHMDG 


14027 


44395 


A 


14109 


1 


885 


MIISIDTEKALDKILHPFILKTLN 

KLGIDGTYLKIIRALYDKPTANI 

IMNEQKLEAFPLKSNTKQGCPF 

LPLLFNIVLEVLARAIKQEKEIK. 

SIQIGREEVKLSLFADDMIVYLE 

NPIISAPNLLKLISNFSKVSGYKI 

NVQKSQAFLYTSNRQTEIQMM 

SELPFTIATKGIKYLGIXHPLTRD 

VKDLFKENSKPLL/KELEKTTLN 

FIWNQKRAHIAKTMLSKKNKA 

GGVMLPDFKLYYKAAVTKTA 

WLGDDQVFLIPRGHISDYHMG 

KNLGQYPAFQDRGPCGFPQCIV 

PLVYRD 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

ri\J. 


SKQ ID NO: 

ui pcpuuc 
sequence 


Met 
hod 


SEQ ID NO: 
in II<vSN 

III *J iJOl ^ 

09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 

<*nrlnn fur litct amino arifl 

of peptide sequence 


Amino acid sequence ( X=Unknown, 

OtU|f CtlUUIIf /—IWIaMOW. flULICUUUC 

deletion, \=possible nucleotide insertion) 


14028 


44396 


A 


14110 


453 


891 


L I H LSTDA LR VSG WGTVRSFSS 

HEA1FQTIAWGETLDNTLLSRA 

EVPAAFHGALCPWF1ETREWQ* 

LLQSILLVN1WLTRHVLHSPRSL 

KP* FYTT* VFVCSK LGQSG WGK 

VAGAKLQMNN1SAKQLFKVQV 

LFK1ESLMSSLST 


14029 


44397 


A 


14111 


452 


2922 


KMGLAREWILRFLVL1LQEIRS 

MRQKENKDIQDLNSALHQADL 

IDIYR.TLHPKSTEYTFFSAPHCI/ 

RTYSKIDHTLGSKALLSKCKITE 

1ITDSQTTVLSELRIKKLTQ\NRS 

ATWKLNS/YLNDYWVHNEMK 

AEIKMFFETNENKDTTYQNLW 

DTF1CAVCRGKFIALNAHKRKQ 

ERSK I DTLMSQLKELEKQEQTH 

SKVSRRPITG\SE1EAIINSFTNPK 

RVPGPDGFDEPNFYQRYKQEL 

VPFLLKLFQSIEKDGILPN*FYE 

ASIILIPKPGRGTTKK/EENFRPIS 

LMNIDAKILNKILANR1QQHIKK 

LLHHDQVGF1PGMQGWFNICKS 

INV1QHINRTSDKNHTIISIDAEK 

AFNICIQQLFMLKTLNKLGTNG 

MYLK1VRAIYDKPTANI1LNGQ 

KLEAFPLKTGTRQGCPLSPLLF 

Nl V LE VL ARA I RQEKEIQG IQLG 

KEEVKLSLFADDMIVYLENPIV 

SAQNLLKLISNFSKVSGYKINLQ 

KSQAFLYTNNRQTESQIMSELP 

FTTASKR1KYLGIQLTRDVKDLF 

KENYKPLLNEIKEDTNKWRNIP 

CSWVGRTNIVKMAILPKVTYRF 

NAIPIKLPMTFFTELEKTILKFR 

WNQKRAHIAKT1LSQKNKAGGI 

RLPDFKLFYKATVTKTARYWY 

ENRD1DQWNRTEPLEIMPHIYN 

HLIFDKPDKNKQWGKDSLFNK 

WCWENWLA1CRKLKLDPFLTS 


14030 


44398 


A 


14112 


3 


3349 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14031 


44399 


A 


14113 


294 


1107 


RRHRLENYJPRTAQSPHPRXAL 

ARSESKRDGGFKNNWSFDHEE 

ESEGDTDKEPGPLDAPPRP/ESG 

PRAPGKGL*RRSRSPGPSERGSA 

ARLTAEPEARNPAASTLLRRGP 

SSRRARRRCGPW1KKEAAWEE 

EDGGRQERRLGQDLRTRTLNK 

SKGG1DSR1ISLGQHSHPTHAKL 

WLDQSLRJEMEVLKIIGALIMKK 

KVKEIQIKSRARSTPLHDQIGTT 

SPRERTIASKRHPYYITPKGIRY 

EQDTLSRTP1TTIRSRQRPLGPLT 

ASPPPSFPTLAPPTQAIKPSLHLR 

EG KPTPTPG ERSTRPH H P EPPRK 

EYALSSLYPPTYLLAPTSTDLG 

NAHPTQEPQFNVDATHPRQNR 

FIPVAGNSPKRSSQFPIVFAPKK 

NTTPPYLDFAAILGLHRRPPRSR 

FRTSYPPKEFRSSPPERTAPRN 


14032 


44400 


A 


14114 


2 


297 


VQKSVLCSFQAGTMEGVEEKK 
VPAVPETLKKKRRN FADAIQFL 
QTVFLAF*YTLLKGRQ\VYWLV 
EE*HQFYK1SYRKKMVQRJRQH 
PQSCTVQKSWWP 


14033 


44401 


A 


14115 


3 


754 


GTMEGVEEKKXEVPAVPETLK 

KKRRNFAELK1KRLRKKFAQK 

MLRKARRKLIYEKAKHYHKEY 

RQMYRTEIRMARMARJCAGNF 

YVPAEPKLAFVIRIRGINGVSP1C 

VRKVLQLLRLRQIFNXGTFWKL 

NKASINMLR1VEPYIA*EYPNLK 

SVNELIYKHGYGKINKJC*VALT 

DNTLIARPLGKYGITCMEDL/1H 

EIYTVGKCFKEANNFLWPFKLS 

SALSGMK/KKTTHFVEGGDGG 

NRVDQINTLNRRMN 


14034 


44402 


A 


14116 


1 


388 





WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14035 


44403 


A 


14117 


I 


1145 


MTRNYEWLLEAESSPQPIAFQK 

MEPQPYNSKELNSANNQCLLE 

KPKLRQRLKDKEYDQGHTAVQ 

CQSWVYVLTPDSFCQQLILLPS 

TENFHECSRSDTAGHLRTGHVA 

SNWLSEHSPQTMPAAMQWDK 

KMQNTSS WFPQK A PEK VKPM S 

KLWQTPSQNDTLYKAVKALTL 

SSPERNSINTNKKDVHTETSSK 

GHQHQRPKVDKSMKMRKNQH 

KKAENSQNQNASSPPRNHNSSP 

ARERNWSENEFDELTEVVFRR 

WVITNSSELKEHVLTQCKEAKN 

LEKRLEELLTRITGLEINQAEERI 

SETEDQLNEIKHEDKIREKRMK 

RNEQILQEIWAYVK\RPKLRLIG 

VPENDRENGNKLENTLQDTIQE 

N FPELAR* AN 1QIQ 


14036 


44404 


c 


14118 


291 


551 




14037 


44405 


B 


14119 


1 


1308 




14038 


44406 


A 


14120 


82 


367 


ITLSSPPHSF1GHKTPASGPPQK1 

PPQPSQ/CKQWGDPTPVEAC/CV 

SCPTQGFISPTRGGPPCKHESLV 

VPLVGTPRRNQPGGHIQHSQR 

WAPVLT 


14039 


44407 


A 


14121 


999 


2661 


VHLTGCGGPGQPVPEPAPPRGL 

RSMRC/GP*GFSPGAEA*TEP/C 

HYGGRGFPCGPFSLGCLATANSP 

WLPGPRPPCSPWAGP\CGLCPLP 

AAAAERQPALSVPGASPSCRLL 

PLVVLCHGSHLNGGRVLLRPG 

GSPCGHCHNCAGARRGLGHVL 

QGGAQARQREQLQR 


14040 


44408 


B 


14122 


164 


1042 




14041 


44409 


B 


14123 


320 


566 




14042 


44410 


B 


14124 


1539 


1674 




14043 


44411 


A 


14125 


185 


780 


QKAKKGKLKRSKQNSFPGLKK 

TVPSQLVQYCPSF*1SWKPMVY 

QK VPA * PRPPRTPDH HPDPG PA 

PHPRQHHPPPRSPDAEP/SPTTPT 

RRRPPTQPPDPHPKRPPPHSKPH 

PPQQPPTPPTATPTEQQRHTAPP 

TPRPPTTHPPSTPKHPAVPHTAPP 

PTKMTKPPTPQRTTQDKGRQKK 

PRRQPHHSEPNKKSPKAHI 


14044 


44412 


C 


14126 


1 


1128 




14045 


44413 


A 


14127 


319 


536 




14046 


44414 


C 


14128 


231 


425 




14047 


44415 


B 


14129 


1 


1431 




14048 


44416 * 


A 


14130 


75 


393 




14049 


44417 


C 


14131 


174 


371 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


I40S0 


44418 


A 


14132 


79 


164 




I40S1 


44419 


A 


14133 


343 


775 






A A A "> fx 

444zU 


A 


i A 1 "iA 

14134 


CCA 




ocGPSKEPTHRRjvlKrSHHDDLl 

FLDLSN*QPPNSPEPHPPQSP*KP 

WPQNPSSRQM 


14053 


44421 


A 


14135 


20 


242 


VSFLSMGSGHCIRSTRGSKMVS 
WSVIAKJQEI*CEEDERKMARES 
\LAESMSTYVMMNHTYDS*GK 

Tl Iff ¥\ if Ty ¥^ 

THILIMKK 


14054 


44422 


A 


14136 


229 


366 




14055 


44423 


A 


14137 


131 


505 




14056 


44424 


A 


14138 


1 


1317 


AGCSCGSRAMAEEQGRERDSV 

PKPSVLFLHPDLGVGGAERLVL 

DA A LA LQARGCS V KI WTA H Y D 

PGHCFAESRELPVRCAGDWLPR 

GLGWGGRGAAVXCAYVRMVFL 

ALYVLFLADEEFDVVVCDQVS 

ACIPVFRLARRRKKILF\YCHFA 

DLLLTKRDSFLKRLYRAP1DW1 

EEYTTGMADCILVNSQFTAAVF 

KETFKSLSH\KDPDVLYP\SLNV 

TSFDFSCS*KAGMT*SPRGKNS 

WLLSINRYXEREGKIWTLGTGK 

ALVQLRGRLTSQDWERVHLIV 

AGGYDERVLENVEHYQELKK 

MVQQSDLGQYVTFLRSFSDKQ 

KISLL/RQLARVCFYTPRQ*GTL 

G1VPLGRPCYMAVPQF1CCLIRV 

np/> opt* nA/^PA/'P/^l ^Pnr\n\ rti 

GPFGSSI*PQCSQGFCVEPDPVH 

FSEAIEKF1REPSLKATMGLGWE 

EPE*REKFSPGSILQEQLYRYVY 


14057 


44425 


A 


14139 


1 


648 


MESKEEQGGVADHQKATRG1P 

TPQPRE V VSER ATQRGNR A FST 

KLCNPKTNRKQQQQYQQQQK 

GRTKTLPKGQH PQRSKLDKLTE 

MRKHQQKNTKNPKGQSPCSPP 

NDCNVSPARVHNWTGDEMEEL 

TEVGFKKWVRKNCAELKEHVL 

TYVkTFAIf'MI nWPI PPI 1 TRtfTC 

LERNINDLMELKT/RA*ELCKA 
YTSINS*1DQAEERISEFEDHLAE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


14058 


44426 


A 


14140 


1 


1365 


MPVKGGTKCIKYLLFGFNFIFW 

VSERDCRALLSGPTCSRAPDTG 

RG RECRQL A LPAPG RH RAG RES 

ALRLPAGSKAGSRAGRDGRDG 

RJRVGVSGTLFGSTTGLFNQSL 

A ETG FTP YTQK SN DFL VK S L KI 

WHTYFKNFHQEARLYIRTSPGS 

N WN WFCTLGIESPEQPG V YEG 

QRPRVVTKSFASLTLKRVGTVL 

LLAARINADVLYVLQLAGIAVL 

AIGLWLRFDSQTKSIFEQETNN 

NNSSFYTGVYIL1GAGALMMLV 

GFLGCCGAVQESQCMLGLFFG 

FLLV1FAIEIAAAIWGYSHKDEV 

I KE VQEF Y KDTYN KLKTKDEPQ 

RETLKA1 H Y A VCRLG KDTLLRF 

LRIVSAHRLNCCGLAGGVEQFI 

SDICPKKDVLETFTVKSCPDAIK 

EVFDNKFHIIGAVGIGIAVVMPS 

FRSNHPDPHVSSYLLMFGMIFS 

M ILCC A IRRNREM V 


14059 


44427 


B 


14141 


98 


1064 




14060 


44428 


A 


14142 


560 


964 


KRLPRILGiRGKPCCPDTSRAGR 
RVRGRAAAPCREAARGRGQRR 
FLPPTWRCETGAATMFPSPALT 
PTPFSVKD1LNITVRPRS/LGQAA 
LTKRLSASL\SPQSCARCRRRWS 
CV1LSAVRGN*YAGSRAHRDCT 
Q 


14061 


44429 


C 


14143 


189 


452 




14062 


44430 


A 


14144 


1 


647 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14063 


44431 


A 


14145 


890 


2905 


LRLSLK.FPMSQWTPEYNELYTL 

KVDMKSEJPSDAPKTQESLKGI 

LLHPEPIGAAKSFPAGVEMrNSK 

VGNEFSHLCDDSQKQEKEMNG 

NQQEQEKSLVVRKKRKSQQAG 

PSYVQNCVKENQGILGLRQHL 

GTPSDEDNDSSFSDCLSSPSSSL 

HFGDSDTVTSDEDKEVSVRHSQ 

TILNAKSRSHSARSHKWPRTET 

ESVSGLLMKRPCLHGSSLRRLP 

CRKRFVKNNSSQRTQKQKERIL 

MQRKKREVLARRKYALLPSSSS 

SSENDLSSESSSSSSTEGEEDLF 

VSASENHQNNPAVPSVTYGQP 

WSKNIKEKTLEINSSQALTAYE 

CLHSAHV1NLISPFYHHFPSSQE 

RSYLSTLSTLSNKKTGSVWFTR 

SPKVTQFFPGGAITGTLSQRPER 

EILRPLALPGKGNTPPYFCSPSM 

GCTHCPTSPN EMNQG1 SEDTA A 

APVRD1YIKPPSPWDRAPGGRG 

GCGH SFSRLKSP YLRA LKS A AD 

FPAQHSSSDKGQAASSSGSLTP 

VYPVWVTPPSRGRQTPHRGEL 

WLASDGCPSGRKLPEEGTGSNL 

CCSAASAGDTQANRDHNSSPA 

REQTWTENKFDKLTEAGLRRW 

\/ixtcci?i i/CDi/i tapi/'C a i/xit c 
VINbobLK.brVL 1 yCKJiAKNLc 

KRLDESPTRITSSEKNINDLMEL 

KNTAQELHEEHTSINSQ/DQAE* 


14064 


44432 


A 


14146 


1 


737 


LNRGEQRAVRYYSHMKLNMA 

EEEDYMSGFLH*CPRRYQTRIA 

NAKANPRSPSKRVEKQQEANLK 

NRQKSLKEEEQERRDIGLKNAL 

GCENKGFALLQKMGYKSGQAL 

GKSGKSGIGHEASLKRKAEEKL 

ESYRKKIHMKNQAEEKAAEQF 

RMRLKNKQDEMKLEGDLRRSQ 

RACQQLD VQKN IQ VPRE A WY 

\\n x>i irT7cxncr\ccci/ r T?r^r > knriC , \/ 
W JLKJLCXit 1 CCUttttSJlVlJcUc I 

v ceni c 1 1/ - !/■ tvi OT\/fM"\f*Yi i r\\ 
KollULollvK. 1 YLl^l Vl^LH^LL.v,?! 

Nl I JvllrlNlV V 1 1 


1 Af\£C 

I4ut>> 


AAAT.1 

44433 


A 

A 


1 A 1 AH 
1414 / 


l 


1 Q£f\ 
I OOU 








A 
AY 


J H IHO 


i 






14067 


44435 


B 


14149 


1 


1119 




14068 


44436 


A 


14150 


1 


1407 





wo 



01/075067 
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SEQ ID 

NO* 


SEQ ID NO: 

riff n^nf i/iA 

ui pcpuuc 

sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 

Incut inn nf firct 

codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst smino scid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

* = Ston ccntnn /=no«ihl^ niirlpnft ill* 

deletion, \=possible nucleotide insertion) 


14069 


44437 


A 


14151 


I 


1731 


ERSSSPATEQSWMENDFDELRE 

EGFRRSNFSELKEKVRTHHKQD 

KNLEKRSWFFEKINKIDRPLAR 

L1KKKREKSQINAIKNDKGDITA 

DPTEIQTTITEYYKHLY ANKLE 

NLEAMDKFLDTYTLPRINQEEV 

ESLNR/LNNRL*N*GNN**LTNQ 

K/N VQDQMD* QLN STRGTRRS 

WY/RFLLKLFQS1 EKER1 LPNSFY 

EGIILLIPKPGRDNTKKDNFKPIS 

LMNMDAKILNKILANRIQQHIK 

KLIHHDQVGFIPGMQGWFNICK 

SIN VIQH INRTKDKN HM 1 1 STD A 

G KAFDK 1 QQPFM L KTLNKLG I D 

GMNLKIIRAIYDKPTANIILNRQ 

KLEAFPLKTGTRQGCPLSPLLF 

NIVLEVLARAIRQEKEIKGIQLG 

KEEVKLSLFADDMIVYLENPIV 

SAQNLLKLISNFSKVSGYKJSVQ 

KSQAFLYTNNRQTESQIMSEIPF 

PIASKRIKYLGIQLTRDVKDLFK 

ENCKPLLKEIKENTNKWKNIPC 

SWIERINIVKMAILPKVIYSFNAI 

PIKHPMTFFTELEKTTLKFIWNQ 

KRAR1TKS1LRQKNKAGG1TLPE 

FKLYYKTTVTKIAWYG 


14070 


44438 


B 


14152 


1 


906 




14071 


44439 


A 


14153 


j 


553 


EHSSSPATEQSWMENDFDELRE 

EGFRRSNYSELKEEVRTHGKEV 

KNLEKKLDE\VLTRITNAEKSLK 

DLMELKTTAREICDECTSLSSR 

CDQLPRPDGFTAEFYERYKEEM 

VPFLLKLFQSIEKE/VNPP* LTL* 

GQHHPDTKAWQRHNKKREF*T 

NIPDEH*CKNPQ*NTGKPNPAA 

HQKAYPP 


14072 


44440 


A 


14154 


1 


909 


MKAEIKMFFETNENKDTTYQN 

LWDTFKAVCRGKFIAVNVHKR 

FCQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKI R AELKEIET 

QNTLQKINASRSWFFERTNKID 

RPLARLIKKKREKNQIDAIKND 

KGDITTDPTEIQTTI REYYKH L Y 

ANKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRPITGAEIEAIINSL 

PTKK S PG PDGFTA EF YQR Y KEE 

LECSSSPAMEQSWTENDFDDLR 

EEGFRRSNFSELKEEVQTHRKE 

AKNLEKRLEKWLT\RJTNVEKS 

LNYLRELKTMARELC 


14073 


44441 


A 


14155 


1 


969 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14074 


44442 


A 


14156 


377 


687 


LLEGKLTNRKDIHTKTPSV/SPP 
SSKTK EH SSSPA M EQS WM EN D 

r n CLivncG r RRS W r orCL tve c >/ R 

THRKEVENLEKJILDEN^TRJTK 

VEKALNDLMELKTMARE 


14075 


44443 


A 


14157 


1 


71 1 




14076 


44444 


A 


14158 


1 


831 




14077 


44445 


A 


14159 


1 


*1 A A 

744 




14078 


44446 


B 


14160 


1 


1479 




J 4079 


44447 


A 


14161 


1 


810 




14080 


44448 


A 


14162 


3 


651 




14081 


44449 


A 


14163 


2 


1067 




14082 


44450 


A 


14164 


2 


2063 




14083 


44451 


A 


14165 


1328 


1639 


ptnahetsgryiagssekrtsa 
rtcggtsaaarpagtsmqtrc 

kqpppss*havprvaqssdsgl 

kathpqayqpcghtptrlpqes 

ncieherglgkkkkkkk 


14084 


44452 


A 


14166 


1 


620 


MTLGYGQRGANKDLRTGFDPD 

LCTMDNFAEGDFTVADYALLE 

DCPH VDDC V FA AEFM SN D Y VR 

VTQLYCDGVNDSFLIGGLLRIG 

CKIENERSSSPAMEQSWTENDF 

DELREEGFRRSNYSELKEEVRVT 

NGKEVRNFEKKLDEWITRITNA 

EKSLKDLMELKTTARELCDK.C 

TNLSNRCDQLEERVSAMEDEM 

NEMKHEDKFREKE 


14085 


44453 


A 


14167 


1 


514 


MGKKQN RKTENSKNQRTSSSP 

KERSSSPAAEQSWMENDFDEL 

REEGFRRSNFSELKEEVRTHGK 

EVKNLEKRLDKWLTRITNTQKS 

LKDLMELKTTARELHDECTSLT 

NyrDQLbbRINNI\tL)H ¥ QD"R 

RKERRIK*MQ*KMIKGISPLIPQ 

KYKLPSENTINTSMQ1N 


14086 


44454 


A 


14168 


1 


366 


MDTFLQAERKDYMEAYELIEQ 
EEQGEREPVAVNNILSTEALMA 
NAKSTLMFYAVGFLWQPGGGR 
OHKAAoNFOV 1 KL/V VOoLbbL I 
rLKObKbborAMbQo W 1 UNUrU 
PI \ n FPnFP*QWPQ 


14087 


44455 


A 


14169 


1 


1026 




14088 


44456 


A 


14170 


1 


3906 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=|K>ssiblt nucleotide 
deletion, V=possible nucleotide insertion) 


14089 


44457 


A 


14171 


1643 


2721 


1 KPTKMG K KQSRKTGNSEKQST 

SPPPKERSSSPAMEQSWMENDF 

DELTGAGFRRLVITDFSELFCED 

VQTHHKEAKNLEKRLDKCRTN 

G* LE WMNG/ITRITN A EKSLKDL 

MELKTKARELHDECTSLRSRFD 

QLEERVSVMEDQKK\MNEMKR 

EGKFREKRVKRNEQSLQEIWD 

Y VK.RPN LRLIG VPESDGENGTK 

LENTLQDIIQENFPNLARQANV 

QIQE1QRTPQRYSSRRATPRHIIV 

RFTKVEMKEKMLRAAREKGQ 

VTLKGKHIRLTVDLSAETLQAR 

REWGPIFN1LKEKNFQPRISYPG 

KLSFISEGEIKYFTDKQMLRDFV 

TTRPALKELLKEVLNMERNNR 

YQPLQNHAKM 


14090 


44458 


A 


14172 


351 


898 


SGVTAPWRPNGTLL1TAATASH 

PVLAIPAHLCSPRCPSFLTTVTC 

SGPQHHAARGRVPFHC/SECGK 

SFRYRSDLRRHF/ARHTALKPH 

ACPRCG/KGFKHSFNLANHLRS 

HTG/ERPYRCSACPKGFRDST/G 

LLHHQVKT1TT+PD/CGGCLVSN 

IVGSYSRPPWPCTRGPRRPLGSP 

SPAPGSVCLC 


14091 


44459 


A 


14173 


1 


551 




14092 


44460 


A 


14174 


3031 


3207 


TIHGCWWDPLSSIF*PFWGRGFI 
SHKICQAQISFRVISGTVLSLDK 
LLIMFHKAIFASP 


14093 


44461 


A 


14175 


3555 


3957 


ENGQKTWTGTSQRRYTGDRM 

AQIQNPDTKCW*ECKATGTRIH 

CWWECKMVQPLWKS\WQFLT 

KLS I LLPYNLA 1 ILLGN YPN A LK 

MY A HTK.GFTCMFI A ASFI 1 A KT 

WKQPRRPSVGEW/INNL*LVQT 

MEYYSAL 


14094 


44462 


A 


14176 


3 


883 


CQPYPRPRPRTGTHGSCQPPSQ 

GSAEP*G*CLPTLLRMALKAQP 

TKVNPRTLLDSDPDVC/S*AAHS 

RVLITSPSRAPWRLPSP»RRCPA 

GTCMPSTATSAR*CSQRPGSSW 

»T*TGSSLGSQACGPSSSTAPPSS 

SWSACTCGCAAAARCSCAASS 

TRSGPTCGSSPPASSCASSTPAP 

GTTPSSTLTSWASSPWSTPCPGS 

AGPSSWSSSSSATPSASASTRTL 

SPGSPAAP*PWPTALSRLTEQEA 

VWGAWGISHGNSWDKETKLV 

RLPHPCSKSPCFRPSLQPYRAHR 

AP 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14095 


44463 


A 


14177 


3 


395 


SAEVGAAETTLTELRRTVQSLEI 

DLDSMRNLKASLENSL\G1LLHL 

ESELAQTRAEGQRQAQEYEAL 

LNIKVKLEAEIATYRRLLEDGE 

DFNLGDALDSSNSMQTIQKTTT 

RRJVDGKVVSETNDTKVLRH 


14096 


44464 


A 


14178 


2 


1044 


AKTSSQMPSPQEGMCGKACTP 

ALSQADSLCPLLRLASEVEGYS 

LPACAEPYVQSECLSHLSVWSL 

QHALSSLASMSFTTCSAFTNYW 

SPGSVQVPSYGTQPVSHAASVY 

AGLGGSGSRISVSHFTNGVGGLA 

GMGGIQNEKETMQSLRDRLAS 

YLDRVRGLETENWKLESKIQEH 

LNVTRL*LETEIEALKKELLFM 

KKNNEEEAKGLQAQIASSGLTV 

EVDAPKS/QDLAKNMADSRAQ 

YDKLARKNREELDKYWSQQIE 

ESTR V VTTQS A K VG A AEMTLT 

LENSLREVEARYALQMEPSLLF 
SKIIFGRVWEISYLHVFEGKQV 



WO 01/075067 



PCT/US01/08631 



seo n> 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SKQ1DNO: 
in USSN 
09/540,217 


Nucleotide 

Incut inn nf fircf 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
(lelelion, \=possible nucleotide insertion) 


14097 


44465 


A 


14179 


1 


2040 


MPVPQLPPPVSRLAATAAASVT 

EPGPNPEAVRSASAEPEVKEGF 

PSQNHSVGHSNLIPSGGSVAPSS 

GRSHYGYASEDGTCSKLRVRPR 

LAAAPAAPFAFVADLASCCQG 

LSFFEGILLVRGPYRRLRATVV 

RDLVAVRMAEEQEFTQLCKLP 

AQPSHPHCVNNTYRSAQHSQA 

LLRGLLALRDSGILFDVVLVVE 

GRHIEAHRILLAASCDYFSMSFT 

TRSTFSTNYWSLGSVLATTYGA 

RLVSSTARVYAGAGGSGSRJSV 

SRSTSFQGGLESGGLAAGMAG 

GLAGMGGIQNEKETMQSLNDR 

LASYLDRVRSLETENRRLESKIR 

EHLEKKGPQVRDWSHYFKHED 

LRAQIFANTVDNARIVLQIDNA 

RLAADDFRVKYETELAMRQSV 

ENDIHGLRKVIDDTNITRLQLET 

EIEALK* ELLFMKKTPEEEVKG 

LQAQIASSG\LTVEV\DAPKSQD 

LAKJMADIR\AQYDELARK\NRE 

ELDKY WSQQI EESTTV VTTQS A 

EVGAAETYTLTELRRTVQVFGD 

STWTSMRNLKA\NLENSL\GEV 

EARYAL\QMEQL\NGILLHLESQ 

LGQTPRTEAQRQAQE\YEALL\N 

IKVKIAEAEICHLTRPPSWKIGE 

DFNL\GDS\LDERNSMQTIQICTT 

TRRIS WIGQSG VLRPI DTKVLEA 

LSQQEASGTLLGKQEANKKFQS 


14098 


44466 


A 


14180 


275 


550 




14099 


44467 


B 


14181 


729 


909 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknon n, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


14100 


44468 


A 


14182 


1 


1415 


MGTQCDLLAKSLEDCPVDEVE 

DAFQGLGKEDEEIEQFSDKTFG 

SGAiDDDWREAHECLAELEVK 

QPVAVIEQTGNGERDEMDLLD 

DHEENLAERLSKMV1ENELEDP 

A I MRA VQTRP VLQPQPG SLNSSI 

WDGS/VSSEANPRTTACSGNAY 

SVCIR1CFASEA/SPRVQKM1GTF 

LNEHYQGGQLHLSLAVLLLELS 

P*APHLNRWLYPASPNRFCVRS 

LSMFGP/QMPPRYPAPYGERMS 

PNQLCSVPNSSLLGHPFPPSVPP 

VLSPLQRAQLLGGAQLQPGRM 

SPSQFARVPGFVGSPLAAMNPK 

SQAPMFRPDTTH LHPQHRRLLH 

QRQQQNRSQHRNLNGAGDRGS 

HRSSHQDHLRKDP\YANLMLQ 

REKDWVSKIQMMQLQSTDPYL 

DDFYYQNYFEKLEKLSAAEE1Q 

GDGPKKERTKLITPQVAKJLEHA 

Y KPETIICQALCRALH IN YLTKA 

FQQAFEVSASIITIYR 


14101 


44469 


A 


14183 


204 


560 


QGYWRGCTSSGGDGGCRGCW 
SPGKRR*GLSRTASGPPAAVAS 
PGRPRSPPSARTG*S*PGA*ARP 
CSRTW/PPPRCPLRPPSAARASA 
SRV/APL/GEPAPANTN1YCAAL 
THRATKSSTREF 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14102 


44470 


A 


14184 


59 


1695 


DMPWWPVLPWIKDSSPSSLEM 

NPDNTSGLRQKSVEAEPCSLW 

MVHRYTPQSTGEACTMAKAA 

GPSSP\GSCPPRPLGADPWPMSR 

LSH*EC*KTGTTASGYRRHQET 

APPESSGSPVGLSAGLWLSWA 

WPVSPACLHPGPPLCP/GPPALG 

LGPRSPAAS/C/PPLPEAPPACSP 

FCP*GEISSSGPLEPVPQV*LPGD 

LSEPPLGTSPLGRAPGLCSLLRA 

P/RPGAACPPASPSRPAMLLS*E 

APRRPGPSGETSPSPSLAPSEASP 

G\PPR\HHNGRDSEGAGTRTPGA 

SGSSKG/LGGQPAPHGPGGR*G 

GGRYRGSAAGSVHSAPGGCSP 

HAPGCA/CDVRG/AKPSHFHSG 

CQSG*GHQTSGGCPHLGLSPCS 

TCLCAGQLQQQK/PGSSSGNL* 

GQGHSSGDLGSAPPHLVPGVPG 

PLTAGGHG/SLVGDSEWGSPAP 

GAVLGQNSSGPDPQRAGRWLC 

SRAEKSGCYTAPPLG*LSAQFQ 

EEKASWVPPGSGQLEDSHPDPY 

TALPLAAPPWGTGTGCPPAWP 

RL/EPDDCGPRHLSPPTCSTLPS 

WGGCAGS 


14103 


44471 


A 


14185 


264 


643 


RCLRPG EGRSRQGRRSRTG RG K 

AEEGGARTRQQRRAALLPERS 

ASQPGPRDSPRWRRRRQTTRGR 

ARPASSGGT*GSSWLTLAWPPR 

EP* RLRSASAQG/CRRQRLQQR 

RRGLYQPHRPATCGPRAAD 


14104 


44472 


A 


14186 


114 


1039 


QSQRLRPLADTPRRSNRPCSAA 

GLLFPQSFWSQELSQGAFLLPPS 

SPCLHCLPGTAAASRHQRSPRT 

RPSVQERRETHGLCAHRCEWR 

AGSPAHGP*AHRFVSRAGSPAH 

GP*AHRCISRAGTPARGPYSRR* 

VSEAGSPA/AVVSAPCSLSS'AC 

VTG\CSPAHSP*AHRCASRAASP 

EHTSREDAEQAP*MQGLCPVH 

QEQPPSRKSVVTSPHIPPETDCR 

LLPKN PCANKHQPTATGG RA V 

PPEVQHVPPRSGMTLGSHQPLA 

LQFQMQATDAARLGLSPQGQG 

SPPGPRSTLLLGCLSLFQLSLLR 



WO 01/075067 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, A=possibte nucleotide 
deletion, \=possible nucleotide insertion) 


14105 


44473 


A 


14187 


1 


1629 


M 1 1 Y VEN PKQSTSKC V RA YTFS 

KVAGHKAIEKRJLEKLAVDPHR 

DRAQMLKVENVQQAWQQWIN 

KLPPARREDEDVKEIRWMIEEL 

RVSYFAQQLDHTGVDRGQPGA 

STWSASLMCSVTQPKLKTRKP 

GFLLGLGERNCFSVYGAGRSW 

G RG LG SCG F WLPPRTR1 RA AD V 

CLARWGWRAHRVRVLAGKNS 

RAESMLWSFHKAAIEAARTNH 

QAQTRVEAAQATERRIAADIDD 

SELKAPRDGRVQYRVAKPGEV 

L A AGG R VLNM VDLSDV YMTFF 

LPTEQAGTLKLGGEARLILDAA 

PDLRJPATISFVASVAQFTPKTV 

ETSDERLK LM FRVKA RI PPELL 

QQHLEYVKTGLPGVAWSFLYSI 

NQTICLRLDS1EAKLQALEATC 

KSLEEKLDLVTNKQHSPIQVPM 

VAGSPLRTTQMCNKVR/CVNP* 

ATVVPPPVPQPTTQQYQGLDA 

GATTRVPRSLLRSEGSQTQKSP 

SCGSHSQDNSGGRKAVGARRD 

RWWLGAGKGPDCRGAKCGLP 

LSGQKCPTLDPYQVVGCTSKTG 


14106 


44474 


A 


14188 


3 


1010 


G LQTQL V PLSSPVA S L DNFSN L 

FGADLHVEKGQVPSSDQHLSQ 

RCHFPKAPPWSVCKALLPRSNP 

ATSLSGTSKPNSGGDFNSVTKS 

QPHCELNSFVLTGHSPVLWMM 

SEHDLADVVQIAVEDLSPDHPV 

VQSCGTVVVLENHVVTDEDEP 

ALKRQRLEINCQDPSIKSFLYS1 

NQTICLRLDSIEAKLQALEATC 

KSLEEKLDLVTNKQHSPIQVPM 

VAGSPLGATQTCNKVRCVVPQ 

TTVILNNDRQN/DHCSQDGRPL 

EQQGTGFPGKMSLASQ*HGTNP 

TFPCHCAESHENKSTSLSQGTV 

QHTLHLCGHRVEPGRHRPSSLR 

O /""» I"» A III i 1 li -via 

SG RAG W AMLN A 


14107 


A A A 1C 

44475 


A 


1 A 1 Ofi 

14189 


1 


1710 




1 A 1 t\0 

14108 


AAA 1£ 

444 76 


A 


A A \ C\f\ 


52 


A C "T 

457 




t A 1 /\ft 

14 109 


AAA T7 

44477 


C 


1 A 1 t\ 1 

14191 


i 
1 


8,>8 




mi in 

I'M J u 




A 


i h j yz 


yz 






14111 


44479 


8 


14193 


i 


531 




14112 


44480 


A 


14194 


1628 


2008 





wo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14113 


44481 


A 


14195 


2 


1616 


CPPPRRPRPRAPPHHRPPAAGA 

RTAAAGDRSRHGPASRVGTGP 

GQQMRKTYCRNSEPSDLDQGG 

G S RGG P RRQSKC VRN W WVLG L 

TDFKNEAADPHDSGAQLASPSG 

FRTRAAGGAACQSRAMRSYSS 

ALGWSMGLGAVEQGVVLVGE 

AQAAQEPMEWVGGSGMVGCR 

SRAPPAGRQLRPDKKLSTAPVG 

RHRWRPSTPSAATGLGAKSLIA 

RGQQGRLAAPNKTDFKARAVK 

KDKEGHYIMIKGLVQKESITIINI 

YAPNTGAPKFTKQLPLDLRNKT 

DSNTliVGYFSTPLTALNRSSRQ 

KVNKETMDLNYTLEQMDLTDI 

YRTFYPTTAEYIFYSSEHGTFSK 

TDRMIGHKTSLNKFKK1EIIPSTL 

PDH SG 1 K LE INS KKN LQNQTNT 

WKLNNLLLSDHWVKNE1KMEI 

LKFFKPNDNSDTTYQNLWDTA 

KAVLTGKFIALNAYIKKSERAQ 

VDNLRSHLKELEK*EQTKPKPS 

RRKEIMK1RAELNEIKT/QKIQKI 

NKSQSWFCEKINKIGRPLARLS 

KKGREKIQISSIRKK 


14114 


44482 


A 


14196 


1097 


1686 


APRPLA LRFGPLPSNSG AQLASP 

SGSCTGLQVELPANSCTVRWQ 

VSALGWSMGPG/GPGAGGSAD 

QGGSGGTGAHGGVGRFRHGG 

AAGPEPCPMGEVAKAPARNRA 

QRQWAGTAGGPCASS/NSC*PG 

C*APYCPGWWGQPAAPSAGPP 

SPRPPRTRAGPQAPWAAPVPAH 

ASP\PHLPAS*GSPLRPGJQGSKT 

YQKSH 


14115 


44483 


A 


14197 


647 


1496 


FLNLLSWQNLMLCGLKKKRKQ 

FKDYEKKVKELNEERDKYRKG 

SVYIYTFGKEPTLNKVLDACDG 

KFQAIDFITPGTQYFMGCRWSC 

LPVLHCALAGLSPWVVDGTRR 

PGAVGSAGRGGSGGTGAHGGV 

GRFRHGGLQVRSPAHGEVLRPS 

EKSSAAQWAGTAGGPCASSTA 

ADLGAKPLTARGGGPAGVPPSA 

GPPSPRPPRTRAGP/PSTVGSPG/ 

SPPTPLPPHLPAS*GSP\SGLGQP 

RKGLPQCSGGLKGWLLKHRQS 

GCPGRGGAQSERGLRGLPARC 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14116 


44484 


A 


14198 


1 


560 


MAALLLVGASWL/LLLLVGAS 

WLLARVLAW/TYAFYDNCHRL 

QCFQQ/PPKRNCF*GHLSLCGA/ 

TEEDMRLMEDL/VPLFRDVQL 

WWLGSFYPVL/SLVHPTFTAPV 

LQASGG*PGFTTTMGLSFKRAK 

WQRLA/SEGSVRLEMFEHISLM 

TLDSLQKCI FSFDSHCQM VSPG 

SCTTSRGPRIPGALPTGGARAPE 

NGDPKEIE 


14117 


44485 


A 


14199 


175 


2225 


RWSSVSFASGMPSAPCCWGHP 

QCPSAAQPTGPSWAGCRGLTM 

PNGQASPAS*VPPGAFPFLCIKQ 

PLWENLMTGVGKFSREAATLE 

GPTLPTR/GVGPQCRQIADLPLE 

RTEGWRGD\GNPVRGVRQKRK 

QLVAGETAASLLPCQASGESCS 

VP*QARGPPVLFLPQ\WGRRWA 

KGCASRSCF* PDFRPSH A V PGA 

REGAGLAAAPJCRVARLSPAVPP 

ACC\GLQGGSSSAAQAL*PQLS 

GPRLPREK*GA/PCWRGGPRCC 

PQNSAPETLEYVEPRGTGAPGT 

THTGLPSPSQGCRGAEGW/WGL 

PGLPGPRAGSSPQPRGRAWRPR 

ARTPPPASWAAKGRGRPLAAG 

GLARPRDPGPGSGVAPAGSLRP 

HSSGRGWGRRRLRARPTGGNR 

GSEWPR/RPPGYPGARPGAPSVP 

RPQP/PAA *TRPLPVGCG A RPFH 

PVPATVWPHAGPP/SGMGRRRG 

RYPRPASARPAGRCGAGSAEPG 

RGTDKGGDGGEGKTKRGGG/L 

GGGAGAPKAAPGAAEPMGGR 

GAGAGGGGA\R*GGGGGGGSG 

TTGSGSSSRPRPPRTRAPPETDP 

APRPRPGLVRAAGGGAASGSG 

TGRGAEGCGVRAARGVPASLR 

AALARGAQARVLVSGPAPGWA 

DrKrAUuAKuVUV WUrVLAUr 

GRGPRGGAGRGPRALSRGCAA 
♦AWTPGRGAGQRGPGSGRGSG 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lasl amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
* = Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14118 


44486 


A 


14200 


1 


2850 


MHPQERTAAATNAAIIJTDGAA 

TQMG VTSTPAPG H PRDGYYQG 

KDVSLLAHTHSFKISAAIEAKTT 

WVGMCRWGCKVALDVTFDVH 

QGKPEGAGRNKQIPFIQDFPFAL 

RSEKRPSLPAT1SGKTLPLNTKT 

CPQLLQCKREGHSLQCLIWLQ 

MVPQLGRLAVGGCHSNAWFPS 

KKAVIWEKFKHNLSGLVSDKG 

GKRTGKGLGECLLMMRKMSP 

ALEALTTFDSSLQHHFPRTFPVS 

ALEALNPGKPRQLVTPA 


14119 


44487 


A 


14201 


1 


1570 


MQSATSDAGSAPKKQKKVMTL 

QEKSG I A WYFFTAAQE WPNTPP 

KLRTCTESMGCCLLDCCCTGQ 

GDWTRVTLYCRYPFILFGTNA 

WVANFERPRMNANSLLASPTG 

LSPYLRFGCLSCRLFYFKLTDL 

YKKTTLGSLPDAAMAFVNCHG 

AGGTVAVRTSRGHSRCHFGFG 

VSGTRYYHLTPQVVWERQQQK 

VDSLLGTQQMLEAQGREF/PGP 

C1PLPVPTNAPAAKTTPQPPSPD 

L*PPNYLFLCVDGHRP1C*EPKQ 

NKSDSFTSQA*SQDG*YCGCS/C 

RAPRPHGTSATI PMSSSCKRFQP 

SSPF/CKGPYHFRFLEERPLASRP 

SIHPSCGSYWLRLGCVAVGRTG 

/SRLNLQLHSASGLQALSKQR*R 

YCQSAGAGSPEPPRGGTR*CCR 

EAAPGCRAGTCPSPAANLPSLR 

RK/PGTC*PQNPPGRCGSCGASA 

A VL AETPARI RRSFPRA RQSCPR 

TWMAAGAPGSSRRQGTKHVT* 

* SSTLEKQLDNPTATYFSVPTRK 

PVH*NQQKDL* VTG * LQIFHL 


14120 


44488 


A 


14202 


11 


356 


VSGPPR*APWCPCLAAPTGSTS 

HGSTARDSSTACKVS/GGATCV/ 

SGCGPGLGVLGRGLSSTRSCCM 

PAG*CPSSKDTCEKSGGRTQPV 

PPFEWAAQDASLVRRCRILAHR 

PCRGTS 


14121 


44489 


C 


14204 


333 


473 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14122 


44490 


A 


14205 


344 


1035 


QSAAQWFWWPGRSASLGGAK 

GMQPPSLASWPHPRSIRCLRAP 

AP*QFTNATDPRFRSAPRRSGQ 

QQPRGSSGPAALASPSPRQPNR 

AG A LRTGG AG WATALDTWSC 

PRTRRRAPMGSCL*AAAQQCV 

TGATWPPPSAIA*QSAAQWFW 

WPGRSASLGGAKGMQPPSLAS 

WPHPRSIRCLRAPAPCSGPSASS 

AAVQVACCCSLACCGPSRPASQ 

GHLDGTPITSPETCTTSLWSPQR 

RRAAGPPKVVDIPD*RGSRELPS 

GRGAPNTTCIPYGGSPGAKWIE 

GCPAQ/RPSPPGLHPAMRASAL 

LLMPFLQRRHRSATRLLLRPGS 

DCTGKK/GKGFLAGPETKRQKR 

LCPSPKTLGRALGQQEALPANV 

RC 


14123 


44491 


A 


14206 


41 


292 




14124 


44492 


C 


14207 


480 


1637 




14125 


44493 


A 


14208 


3 


410 


SPPCGAPPPPVFCAPAPRAPAPP 
RAPPLAEAALPGFASAAGSAPA 
RSGPAGAG*GSRSRPRA RASAS 
LAPASAGDHLGYPSATAAAAP 
ASRPWLWRPSLNAARLGDPAC 
GWQASQWAAGSA*RAGSQWA 
AGEARA 


14126 


44494 


A 


14209 


1 


1274 


FFFFHPLRSLLGDLGLHSQERSA 

PEIKPGALESTWSQARGAALRL 

AEAR*RAAPAAGTACSAGGAA 

SSPR*GSRATRRRRRGPTAPSRA 

ATAPGRG AA ASAAPA A RPART 

ALMASARGPPYTAASPAQALTR 

SAPG H LPPMSELG A VTALCESC 

PVT/AAPRSGGGEAGGTLASEW 

GRTCRNYG/PAPGIWPRPPLSAA 

RPAAASPPARRIWSPPAPVHSA 

ASPIGLRVAAPCSSGSAVPLRSR 

RASPPCGAPPPPVFCAPAARAP 

APPRAPPLAEA A LPGFA S A A AC 

RGKLRLALQGGLGRSGSRSRQE 

GPAAGS*LRTGKSWPSPPPGSA 

PLPLAQVLQALVEAGSRSRPRA 

RASASLAPASAGDHLGYPSATA 

a a ArfcAcnnii/r iimnci vi a a di /~* 

AAAPASRPWLWRPSLNAARLG 

UrALu WyAoy WAAUo/\ ivrYUo 

QWAAGEARG 


14127 


44495 


A 


14210 


2 


335 
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SEQ ID 

NO- 


SEQ ID NO: 

Ol pCpilUL 

sequence 


Mel 
hod 


SEQ ID NO: 
in IJSSN 

09/540,217 


Nucleotide 

rUvflHUII Ul III 91 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 

•jtu|# limjihi, / — jjussiuic iiucicuiiuc 

deletion, \=possible nucleotide insertion) 


14128 


44496 


A 


14211 


344 


1062 


TRAEVTQQKLSRFASPPPVLRL 

RSYVSPPAAPTADPRWRPSWST 

SLRWVVKPNVSAYRIPPRASNR 

GYRASDWKLDYA*\WTGRLR1T 

SKGKTAYIKLEDKVSGELFAQA 

P V EQ Y PG I A V ET VTDSSR Y F Vl\ 

RISDGTGRSAFIGIGFTDRGDAF 

DFNVSLQDHFKWVKQESEISKE 

SQEMDARPKLDLGFKEGQTIKL 

CIGLCSKPGTTAIQLGPVLNGIG 

RTLRTDLRNKNDLEGTNL 


14129 


44497 


A 


14212 


573 


1017 


TDQGVGSPHCPRFQQGPPRSPR 

FQQRSPH SPDSSRG/PPH S PRFQ 

QGSPHTPDSSSG/PPYSPDYSSG 

HPTP/HTSQQGIPC*DGHGWLPC 

GPVFLWSEAPHLNPGLGVWGQ 

PRAPALPGNSAESKLWPHDRPA 

RPETPGAGTAWAHQALRV 


14130 


44498 


A 


14213 


707 


836 




14131 


44499 


A 


14214 


724 


927 


SFMDFRFVLLFFHLVPNPK*RP 

VS/SPPGSKLLVPPWGPKTAPVPP 

HPSPPPPAHGEPGLPPPPPPPLPH 


14132 


44500 


A 


14215 


29 


157 




14133 


44501 


A 


14216 


1 


363 




14134 


44502 


A 


14217 


770 


952 




14135 


44503 


A 


14218 


1053 


1995 


KSSEPDLSHSFIFCSPNFPPSSSL 

KRPHXFQSS1LACVFCITADSSRA 

PCVLRVCDGFAGLTRSSAPSSK 

EKPCGFSLPEFTPLAVSFPQAAL 

CSLGTVSCLRPRPQLTPSWECP 

VLLAGAVCPGLPCAAIGCPWA 

GEEGCPGATSQLDQVSWPSLQE 

APEVLWPCLDSWGWFWAPSTV 

IPLMASPRFGFMGRSQQPVLIN 

HLIKEPKAKFSNKNHSIRCCQG 

QRKWRRGNAAGMCCQPQIPGK 

GEVKTEFQPVSNRSVNYGCTM 

H FQETL WTPRLG LG DG DSNNN 

NNNNNNNR1TANPGKEAEKPE 

HPHLLVKM 


14136 


44504 


A 


14219 


482 


833 


THQGARGCTHARVSVREMRTR 

RGRWATGMRVPAPCSSVHTTA 

VQRQQVADQLQTTAELSME/IL 

N/KWDQDPEAFVRKVATSYET 

WIS*YYPEDKAQSKQWLPRSGS 

GATLYSATNQYP 


14137 


44505 


A 


14220 


195 


367 





wo 



01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
097540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknotvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14138 


44506 


A 


14221 


989 


2210 


LLVSCAILLSVSFLHSSSFVRSRS 

NRDSPACVDATYRGCSCQGEG 

VCGEACSCFPDLNQPQGVHAG 

EGVLPCSGWEDTFGKNTCLVS 

YQQIPNKRRPCTCEECGKAFGQ 

RSHLVQHTSEKLYACQECGCTF 

SNNSSLVKHWHVHTGEKPYMC 

GHCGKCFRESSSLAKHQRVHT 

GEKPYVC/GESTHLVQHW*FHT 

GEKPFAC/HR/CSKAFADFSALL 

ACHGTYTGERPYECRVCCICAFS 

PSLSLAEHIRCHTGEKLYACQE 

CGKAFSHSSSLSKHQQVHTECG 

KAFSQGSYLTQHLKIHSGEKPYI 

RGEHPYACGKCGKTFSHSKFLT 

QHEQVRMGEKPFMCGDCGRAF 

MQTSSLALHQRTHNGEKPYKW 

NECGKSCIQMSHLTEYYQNLPE 

KGSKDPHTDATVHSPVMD 


14139 


44507 


A 


14222 


1 


245 


PPFRKQQAQHRNKTVLVSRSQP 
V P VTVPE/PS A * RSTPEG PRRAG 
CDPRP*PCPAGPELPAQMKVLA 
IEQLLSLHFKKALLF 


14140 


44508 


A 


14223 


477 


947 


LCSLSSLPPPPPPPPFPPPPPPPPP 

PFPPPSPVPLPPSPRSPPVSPPPPH 

SFQGRSPPSELGSSAEPWLRPGT 

WV*/PPPLTFSQQEAASSAQK*N 

CPGES\PQPVPVTVPERQPDAAP 

WMGPVDASSSGFLSQSFY 


14141 


44509 


B 


14224 


438 


1437 





WO 01/075067 



PCT/US01/08631 



SEQW 
NO: 


SEQ ID NO: 

Af npnfiilp 

sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X-Unknown, 
*— Stop cod on, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14142 


44510 


A 


14225 


584 


2866 


WHFAKLSRNTQDHTRPTLGAA 

QAVPATGQPAAPGPAGAGPEW 

VPFLAVYKEQLVRNDSVLKVFF 

FPPJFYREGWVCCSVVESHLQE 

GFVWLFSLQL*PPKLRSLFSLSY 

CLSP\SD1EISRGQTPKAVDVLA 

KEIGLLADEIEIYGK1LVSSAGF 

A*VVWEIL*NSLSPPELRITPTPL 

GEGKSTVTIGLVQAVSLGLCPS 

WQLYLVTPALQPGQQSETLFLK 

INK*KD1LFL*FNLHLTGDIHVV1 

SCELSKFMDN*LLCGLIFVLCFF 

RGI1LVTLCFLFLLKLLTFFLLNH 

* KLG INKTDPI RTMPDTHQ VAG 

P Y LSTVDD* S VLFQ* S PA PCGNG 

HPTGTVADHYLCLGW/YQAQF 

DIAVASEIMAVLALTDSLGREV 

PRG*PLPG*YFVRNLMFFSHLPQ 

IDLGFHASVCLLGF*FAFSLL*G 

TPVFVHAGPFAADRDLCPYQFL 

LCQTHIYKIHVIMAEYFQRYKL 

MMYAKQTSPLCDLEQAISLSGC 

VPCRHSHLKNEKFSCTGC*QYL 

PKLSLPNSDPLTLPFSADYGFKF 

ESNHANHSGDCQNLPLFLEDNS 

TYSTCFPTVTEAGFGADIGMEK 

FFNIKCRDVVLSFRSVV*AFLLL 

AV*LGRFGGRQYTGVWVLLFS 

FLQNIQLVADGV*MVSLSLKT* 

LNGY RCKTTN 1 FFTRTDTR AEID 

LVCELAKRAGAFDAVPCYHWS 

VGGKGSVDLARAVREAASKRS 


14143 


44511 


A 


14226 


3 


587 


YPASAGLMLQNFGVIGLRYHF 

AIHSPAAGGLLDGLHAVAAIQG 

ITKIETTPNHQRAPAHWTLLTQ 

QAHLQPSPLHFNLPLTLCLMHC 

PTAIPHCFADARTWVNLPTSSLI 

GHKKENLKEFISGSLIVHEILEE 

VLQAEGDFQPFTRVTVHWGKG 

NDQTFRGLLDTGSELTLIPGDP 

KHHYGPPVKVGVAYGAQLL 



WO 01/075067 



PCT/US01/086J1 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14144 


44512 


A 


14227 


2 


1256 


CHCGPP/VKVEAYGSQVLKGVL 

AQVQLTVGPVGPRTHPVVIFPV 

PECiiGiDMLSSRQNPHTGSLTG 

RVWTIMVRKAKWKPLELPLPR 

K 1 VNQKQY H 1 PEG IVE 1 S ATI KD 

LKDAGVVIPTTSPFNSPIWPVQK 

TDGSWRMTVGYCKLNQVVTPI 

AAAVPDVVSLLEQ1NTPPGTWY 

AAIDLANDFFPIPVHICAHQKQF 

AFRWQGRQYTFTVLPQGRWEI 

NMTK1QGPSTSVKFLGVQWCG 

ACQDIPSKVKDKLLHLVPPTTK 

K/EAQCLSGFRREHIPHL\PIYRV 

SRKAANFEWSPEQEKALQQVQ 

AAVQAAWPLGPYDPADPMVLE 

VSVADRDADWSCWQASI/GHK 

VGHAQQHSIIKWKWYIRDWAR 

ADPEGTTKGQGQRRWWQLAE 

RQDSRDREAAIGERQETAVGKT 

ARDGEAVCD 


14145 


44513 


A 


14228 


155 


531 


GNLWSVDLRPGTPLRQNFRGT1 
RQQHSRFTKNHCSQTPLLIPRQ 
TGSGVDLSKLQQTCS*GSCLVC 
TIDLANAFFSIPVHKA/HQKQFA 
FSWQ\YTFTVLPRLTWLQPC*V 
PN L PA A ETNTEPSNGT 


14146 


44514 


A 


14229 


1 


518 


MTVDYCKLNQVVIPJAAAVSD 

VVSLLEQINTSPGTWYAA1DLA 

NAFFS1PVHKAQQKQFAFSWQG 

QQYTFTVLPQWYINSPALCHNL 

1 RRDLDC FS LPLDITL V H Y I DDI 

MLIGSTIKWVVHSS/DSIIKWKW 

YVHDWARAGPEGTTNGLAG*S 

GTCKKJiEWKTGDKGIRGRG 


14147 


44515 


A 


14230 


281 


1140 


VRVLSPVEKELKLWKNTHKLL 

SYPTVGAAVTQLQNLTAMGVI 

GSHGARGQVVALNRQRQGDL 

QPFTRVTVHWGKG/NMQIFGGL 

LDTGSELTLIPGDPKHHCGPPV 

KVGAYGGQVINGVLAQVQITV 

GPQTHPVVISPVPECIIG1DILSS 

WQNPHIGSLTGIMVGKAKWKQ 

LELPLPRKIVNQKPYCIPGGTVE 

1SAT1KDLKJDAGVVIFTTSLFNS 

PIWPVQKTDGSWRMTVGYRRL 

NQVVTPIAAAVPDVVSLLEQIN 

TS PG T WY A A 1 DM AN A FFS I P V H 


IH Iho 


*H*J I O 


D 

D 


1 HZ j f 


t 
i 


1 _>Z 1 




14149 


44517 


A 


14232 


3 


202 




14150 


44518 - 


A 


14233 


2 


367 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 

of npntide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*~Slon fnrlfin A=no«ihle nnHpntirlp 

deletion, \= possible nucleotide insertion) 


14151 


44519 


A 


14234 


1 


553 


MTVDYCKLNQVVIP1AAAVSD 

VVSLLEQINTSPGTWYAA1DLA 

NAFFSIPVHKAQQKQFAFSWQG 

QQYTFTVLPQWY1NSPALCHNL 

IRRDLDCFSLPLDITLVHY1DDI 

MLIGVPRQLLACY/WALVETEHL 

TISHQVTMRPELPIMNWVLFDP 

SSHKVGCAQQHSI1KWKWYVH 

DWARAGPEGT 


14152 


44520 


A 


14235 


3 


728 




14153 


44521 


A 


14236 


1 


635 




14154 


44522 


A 


14237 


3 


266 




14155 


44523 


A 


14238 


1 


1245 




14156 


44524 


A 


14239 


2 


837 


CHCGPP/VKVEAYGSQVLKGVL 

AQVQLTVGPVGPRTHPVVIFPV 

PECIIGIDMLSSRQNPHTGSLTG 

RVWTIMVRKA K WKPLELPLPR 

K1VNQKQYH1PEGJVEISATIKD 

LKDAGVVIPTTSPFNSPIWPVQK 

TDGSWRMTVGYCKLNQVVTPI 

AAAVPDVVSLLEQINTPPGTWY 

AAIDLANDFFPIPVHKAHQKQF 

AFR WQG RQ YTFTVLPQG R WEI 

NMTKIQGPSTSVKFLGVQWCG 

ACQD1PSKVKDKLLHLVPPTTK 

K/EAQCLSGFRREHIPHL 


14157 


44525 


A 


14240 


1 


533 




14158 


44526 


A 


14241 


1 


1043 


MTVDYHKLNQVVTPIAAAVPD 

VVSFIEQINTSPGIWYAAIDLAN 

VFFS1PVHKAHQKQSVFCWQG 

QEYTFTVLPQVHINCPALCHNPI 

LRDFDHFSLPQDITLVHY1DDIM 

LIG\PV*NMLLHLVPPTTKKETQ 

HLEVLFGFWRQHIPHLATPSSP 

NGPMNKVTMMA/ANVGYAWD 

QKHGLPLTKANLVMAIGECSV/ 

SPAAETNTEPSIWHHSSGQDSQ 

VQESKGGNGSGTTHHHP**STS 

KJ FA SC SH DITFC WPRG LS S RGR 

NAATRRHNNNFIKPEVKIAFWT 

LWDPPTFKSTG*ERS*SVGWW 

D*HELPR*NQSTTPQGSVSHPH 

GQPPHQLFGVAKARTFGIT 


14159 


44527 


A 


14242 


1 


336 




14160 


44528 


A 


14243 


3 


1885 




14161 


44529 


B 


14244 


1 


1423 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


14162 


44530 


A 


14245 


1 


1361 


MUSI DAEKAFDKIQQPFMLKTL 

SKLEETASPSPVVATYTPQPML 

PSAFPPLSEElNPVLPETTVMAS 

PEAVTRQDNVDSPQKPPPTPMF 

ASRPITRLKPRRAPSEEGIQRLK 

KIGMVEWISHFRPTPLSMEGPE 

HILLTNTLLNRYVKAAPASLKS 

PLTALLFMSDLTVGTTFSQLQN 

LNTMGIFGSSCDRSQVAALNHQ 

RQVPECKIV1DILNIWRIPHIGSL 

TGRVRE1MVGKAKWKPLEQPP 

PRKI V1QKQYH I PGAITEI SAT! E 

DLKETGVVILTTSPFKSSIWPLQ 

KTDGSWRMTVNYHKLNQVET 

PIAAAVPDVVSLLEQINTSPGT 

WYAAIDLVNVFFSIPVYKAHQK 

QFAFSWQGQQYTFTFLPQGYIN 

SPDITLVHYIDDIMLIGSSEQEV 

ANTLDLLPARVASWGVPYDQL 

T/GGRED*GLLHRWSCRICRHH 

PQGSW1QES 


14163 


44531 


A 


14246 


1 


1795 


MRKCGKPQFKLGQTNKANSRI 

QEELIHSKSLIEQEGEKPVQFSA 

FHRMWQPADSQCDIIDSADIWA 

DPLVRHREIITGSGGINRRRTRG 

GRGRGG EAAGG AENCGSREER 

ERAGVGTAVTQLQNLNTIGIIGS 

RGGRGQVAAINHQRQGGHSYC 

KGQQKQNSNQNSVTHVELWH 

WLINHSVPRSEIDRKPTTFLLNL 

YKQKTSRDLWPFTRVTLH RGK 

RNDQTFQGLLDTGSELMLI PED 

TKHHCGPPVKVEAYGGQVING 

VLAQIQLTVGPVGSGTHPWIY 

PVPECIIGIGILSSWQNPHIGSLT 

SRKTDGSWRMTVHYHKLNQM 

VTPIAAAIPDVVSLLEQVNTSPG 

SWYAAIDLANAFFFIPVHKAHQ 

KQFAFSWQGQQYTFTVLPQGE 

TLVNFSLPQD1TLFHYIDDIMQI 

GSSDQEVANTLDLLPRKSTTPS 

G/LYGF WRQH 1 S/HLG LLLTPI Y* 

VTQKAA/SFEWGLEQEKALQQ 

VQATVQASLPLGVYDPADPMV 

IEM/SLSDPSSHKVGCAQQHSI1 

KWKRYVCDQA*ASPEGTS*LY 

PTQPIlVylPI^CCvr/l CI PATl ti n 
1 or IIWfcNJiC VL^/L-oLCv ' ■ **** 

MGLPILHAMLLWIHLWIHGLPY 
PSSWYSTQQCL 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$top codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


14164 


44532 


A 


14247 


55 


1241 


NRFVRAAPASLKRSAGIGLLCM 

PDLTVGIWTQLKNLNAMG1TG 

SELTLIPGDPK*HFGPPVKVGAF 

GGEIVNKYLAQLGLTDDPVGPR 

THPVAIFPVPECIIGIDILSSLQNP 

HIGSLTGRVRAIMKGKAIN4KGY 

YEGKGKAKWKILELPLPRKIIN 

QKQYRIPGGIVEMSATIEELKY 

AGVVIPIPTTFPLNSPIWPVRKT 

DGCWRMTVDYCELNQVVTPT 

AATVPDVVSLLEQINTSPGTWY 

ADIDLANAVFSIPVHKAHQKQF 

AFSWQGQQYTFTVLPQG\WTV 

NSPALGHNL1GRDLDRFSFPRDI 

TLLVHYVDDIMLIGSSEQEVAN 

ALDLLVFSDHLArKWVMHSSIA 

SSSGSGICVIRLKKVLKAQPAP 

MASWGVLYDQLTEEEKIRA 


14165 


44533 


B 


14248 


1 


346 




14166 


44534 


A 


14249 


485 


717 




14167 


44535 


A 


14250 


1 


345 




14168 


44536 


A 


14251 


300 


689 


TKRAPCSPAAGSRGRARSLALL 

TLYHGHYPALPPGPTPAQQPGR 

GLAEAAEPRGSEGGMGSNPCG 

R A * DGRSRREGRGRLGG WRPC 

CEPQPWRQAHDPAGPDRVDGG 

ERRGAGVLRGQDGQDEKKKPK 



WO 01/075067 PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO. 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /= possible nucleotide 
deletion, Y=possible nucleotide insertion) 


14169 


44537 


A 


14252 


1 


2430 


MAVLQPSRHRLRPQLGLEPDN 

WHSQQDEVSSVATARAVVPSG 

RG A A W7viG PSG N i G G SG L VS H E 

CGEGTGAAGSTQLQEGMHFCR 

QSRWAFLTA LCEVYTQSLQDT 

VQWLQLCQWSAQGQDDHTLIE 

WLMGATWTVWNDAREIPETG 

TGQDAWLCGSWGVDDQRPHV 

ELAIHCSPTNVQRVLALVDTGA 

DCSLVFGNPVRKPDGTWQMTV 

DDWELNKVTPPLHAAVPSIMD 

LTDHLTMELGQYHFVDYVHSP 

TICRGLVAMELAAWKCPKGVL 

LFHY1DDIMLTSDSLADLKVAV 

PLLWQHLAACGWAFNKSKVQ 

WPG LS AKFLG V I WLSKTKA I PE 

AIIEKIQAYPRPTTMKQLQTFVG 

LLE Y WRPFVPH L AQMIKPL YGL 

SKKGATWDWDNEAGTDLLAA 

KWAIQQTQALQV1DQGCPFELD 

VHVTTDGFGWVLWQRMECFR 

TPVGFWSQLWKGAELQYSLIQ 

KELAAAYAALQAYETVTDWA 

TV1VQMSYPIVGWTGTAQTTTL 

A JCRG A YLEQQSMLTTTPL A AE 

LQEALGPIVLMEDKAMGPEAPL 

DPEPSLLKKGYPLVPDGAWYT 

DGSSQGAAAAWTAVAIQP/ITD 

TI * FDTGCGQSTQ WAELRV V E\ 

MDII FAPOKCPAPAOAYl ROR 

DYAEPLPKLQGYTYALMAADI 


14170 


44538 


A 


14253 


2 


239 




1 A 1 *7 1 

14171 


A A Q1Q 


A 


1 A^CA 

14234 


3 


oil 


VV I YbrNtVKVVAcurUsANO 
INIorUUKYOrL INIrlrLv^LWC 
WPN SLLCFLCQCEN SFLDI YGIL 


14172 


44540 


B 


14255 


13 


87 




14173 


44541 


A 


14256 


42 


854 


VLVFLTAALF1LPTFSNSMMILQ 

VSGGPWT/VILRRGVLLGVAPP 

PSLPAL\PENSVYQERQECYAFN 

GTQRVVDGLFYNREEYVHFDS 

AVGEFLAVMELGRPFGEYFNSQ 

K.DFMERK RA DQLPDCRDPLMP 

D*GVWISPLGQQVPNLTAQKTL 

QHLPSKKEPQQHHDLLVYHVT 

DFYPDSIQVRCFLNGQEETAGV 

VSTNLIRNGDWTFQILEMLEMT 

FLEAQSDSVQSKMLTGARGLFI 
NYLQLNLCTP 



WO 01/075067 



PCT/US01/08631 



StQID 
NO: 


SEQ II) NO: 

of nrnf irlf 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

location of ffirct 

■ UVflllUII Ul III ill 

codon Tor peplide 
sequence 


Nucleotide location oflasl 

roiloit for lact Amino jfcfifl 

of peptide sequence 


Amino acid sequence ( X-Unknown, 

OIU|J IUUUI1, /~ |JU99lDVC nucicviiue 

deletion, \=possible nucleotide insertion) 


14174 


44542 


A 


14257 


3 


571 


QGRATPENYLFQGRQECYAFN 

GTQRFLERYIYNREEFARFDSD 

VGEFRAVTELGRPAAEYWNSQ 

KDILEEKRAVPDRMCRHNYEL 

GGPMTLQRRVQPRVNVSPSKK 

GPLQHHNLLVCHVTDFYPGSIQ 

VRWFLNGQEETAGWVSTNLIL 

NGDWTFQIVVMLEMTPQ/QGE 

DVYTCQVEHTSLDSPVTVEW 


14175 


44543 


A 


14258 


1 


1677 




14176 


44544 


A 


14259 


2 


430 




14177 


44545 


A 


14260 


821 


1428 


QVTDVQDFPLKCKIQWRRTVR 

GDLQ/PFTR VT VH WGKGN DQT 

FQGLLDTGSELTL1PGDPKRHC 

GPPVKIGAYGGQI1NGVLAQVQ 

LTVDAVGPWTHPVV/1/SPVPEC1 

IGIDILSSWQ/NSHIGSLTGRVRA 

TMVGKAKWKPLELPLPRKIVN 

QKQYH 1 PGGI AE1G ATIKDLKDT 

G\VIPTSPFNSPI*PMQKTDGSW 

RMTVDYL 


14178 


44546 


A 


14261 


507 


910 




14179 


44547 


A 


14262 


1 


2898 




14180 


44548 


A 


14263 


1 


2580 




14181 


44549 


B 


14264 


159 


2657 




14182 


44550 


A 


14265 


142 


377 


NHLLRRQQWQTPFPPPSWS/SPR 
SSSDCCGSSENFKPVDLSLLGSV 
GVGPTEPDHLDPWLQPPFQGSE 
RFCLAGVPGATG 


14183 


44551 


A 


14266 


363 


638 


EVWKESSGWHLAGAPLGQSFQ 

RKEQAVIFAVLQPLLV1PKQTGS 

GVDLQQTPAHLQQRGLSGCLQ 

SLCSLTSS*PQRHPQNSSLVSNC 

VVS 


14184 


44552 


B 


14267 


1 


2424 




14185 


44553 


B 


14268 


446 


623 




14186 


44554 


A 


14269 


245 


690 


APSRSTWGSSSTAARRNLKTTR 
KLRTPRTPPHQKPRNPHHGPPR 
TPSG*TPRNPDHRPPPG\PQVGQ 
PGCWAPSQGPRGWGQLGC*RE 
EVPGGGHAGRHSTPVGG/DFFL 
QAGPWPPDASLPTNPFVLRGAS 
TPPHPLSENNKDKFLLQK 


14187 


44555 


A 


14270 


223 


365 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


St Q ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14)88 


44556 


A 


14271 


1 


687 


MSEYIRVTEDENDEPIE1PSEDD 

GTVLLSTVTAQFPGACGLRCRN 

PVSQCMRGVRLVEG1LHAPDA 

GWRNPVYVVNYPKDNKRKMV 

LG LPWKTTEQDLK E YCSTFGD 

VLMVRQSQDEPLRSRKVFVGR 

RTEDMTEDELWEFFSQYGDVM 

DV F VPKPFRAFAF VPFADDQ1 A 

RSLCGEDSMKGISVHISNAEPK 

RNSNRQ/LRSGRFGGNPGGFGN 

QGGFESYQRCERKAV 


14)89 


44557 


A 


14272 


1 


833 




14190 


44558 


A 


14273 


3 


447 


RGTAGGQPGNGPALAQSP*WC 

RLGSGGT*GKSPGTSQGRALPW 

CSC/SVSTWATAAPGSQQRASP 

CSWAQPGPLASLRLLMPPRLR* 

GHLGHLAWLQLFAAPCPVIHV 

AVMWSLLGIALRKVHGDWAPL 

AILSLVVCASNKLNLKKKKK 


14191 


44559 


A 


14274 


988 


1803 


RAARVPRAPLEAVAHRWASAS 

EDDGTVLLSTVTAQFPGACGLR 

CRNPVSQCMRGVRLVEGILHAP 

DAGWRNPVYVVNFGDVLMVR 

QSQDEPLRSRKVFVGRRTEDM 

TEDELWEFFSQYGDVMDVFVP 

KPFRAFAFVPFADDQIARSLCG 

EDSMKGISVHISNAEPKRNSNR 

Q/LRSGRFGGNPGGRLQGTRYS 

PAPA PG SPGRAQG LG\AG * SRPS 

GSWLSGHLQRPEQSVGRAPAA 

PRHA V RRSLRRL A ALCRRTR A R 

CRRAQLHVSPQRRRH 


14192 


44560 


A 


14275 




184 




14193 


44561 


A 


14276 


1 


352 


KA AMVRFK HRYLLCEL VSDDP 

RCRLSLDDRVLSSLVRDT1ARV 

HGTFG AAAOSIG FAGTIRTCQK 

FLIQYNRKQLLILLQNCTDEGER 

EAIQKSVTRSCLL*EEEESCEEA 

AKAME 


14194 


44562 


A 


14277 


1 


456 


PTRAVEAAMVRFMHRYLLCEQ 
VCDDLRCRLSLDDRVLSSLVRD 
T1ARVHGTFCAIACSIALALARA 
LNEEGNPEGWRDVAGASAGGR 

KKGHECPSPCTVFCTL/RYPNA 

vn/ir.i i D/ ni L r i/ r ci vr\\/\/\x/c\/f 
Y t VIULLKCKlVfcLYvJ V V WoVL 

YLMTYLENKGHRYPCFFNTLH 


14195 


44563 


B 


14278 


34 


267 





WO 01/075067 
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SEQ ID 

MA. 


SEQ ID NO: 
ui pcpuuc 
sequence 


Met 
hod 


SEQ ID NO: 
in II^SN 

111 

09/540,217 


Nucleotide 
lucaiiun ui htm 
codon for peptide 
sequence 


Nucleotide location of last 
cuuun lur id&i diiiiuu <niu 

of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
* = Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14196 


44564 


A 


14279 


3 


395 


SAEVGAAETTLTELRJRTVQSLEI 

DLDSMRNLKASLENSUGILLHL 

ESELAQTRAEGQRQAQEYEAL 

LNIKVKLEAEIATYRRLLEDGE 

DFNLGDALDSSNSMQTIQKTTT 

RR1VDGKVVSETNDTKVLRH 


14197 


44565 


A 


14280 


2 


1044 


SSQMPSPQEGMCGKACTPALS 

QADSLCPLLRLASEVEGYWQM 

ACAEPYVQSEMNDHLSVWSLQ 

HGSTTLASMSFTTCSAFTNYWS 

PGSVQVPSYGTQPVSHAASVY 

AGLGGSGSR1SVSHFTSF\GGLA 

GMGGIQNEKETMQSLRDRLAS 

YLDRVRGLETENWKLESKIQEH 

LEKNRL*LETEIEALKKELLFM 

KKNNEEEAKGLQAQIASSGLTV 

EVDAPKS/QDLAJCNMADSRAQ 

YDKLARKNREELDKYWSQQIE 

ESTRVVTTQSAKVGAAEMTLT 

ELRHRVQSLEIDLDSTRNLKAS 

LENSLREVEARYALQMEPSLLF 

SKIIFGRVWEISYLHVFEGKQV 


14198 


44566 


B 


14281 


247 


857 





wo 



01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=S top codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14199 


44567 


A 


14282 


1 


2104 


LRGSELAGGVAAPDPSSRARAP 

GRGQGSEPPRRS*GRGRAPPRA 

HTPLDDFPPGRAALSPGRGLSS 

RRPDPGSAGRPLLLCLRPPLHSP 

PPPRGCQAPAFQSLPSFHLALRL 

RSSGEEKLWGPRRAPAAP*SQR 

RKPDPARPGLAAAVPLRPV*AS 

D*G A AQVPPPSPLRDGGQPGG R 

EGVGRRTPHRAAAWLLGE*AA 

DAAAFHWDGGRPPAAPARLLP 

GAPHHREDRVHHQPRGHPLQH 

QSPGDPTPAG EQH ASRH * LCRN 

PETQKLRH*TSERRDGHREEEH 

TGTAGVPRSRPATQRPHAVPAG 

GLQPHRMLPALSSGAASGGEA 

EHGQLSGRGREEDGPVWPQLP 

AGLQGHFRGESPRWPPCLGDGS 

EN*PGPVQAEFSGG*DPAVSESE 

DNQPRSRQFLRLQREEKAKP\D 

QRFTYLPANVPHKTEPTDDYEP 

APTCG/RGEPGVKSSPKTILQPA 

ARDATRPQLLPRGRLPALSAEK 

HPDASSPWREPQAPRPFSRCLH 

QGRCQPGPLSPRTPAAGRRGPR 

RPGWPRPVATHPGSPGQPPPAL 

LPQQ*MK*YEMTSPARAPTPSC 

H1GALSSAGVC*LQQTKTFE*1N 

*THTWYHSEPPTD*MPGAEH*Y 

VQRL A LQQEG KQGGRETTVS P 

GGEVIS*QQKGGGRAEHGRPTV 

QGP/SHGNGPHAV*PHAQPFWH 

P WG SIL E V PYLTRPSG HHRIEH 


14200 


44568 


B 


14283 


41 


4224 




14201 


44569 


B 


14284 


1 


1332 




14202 


44570 


B 


14285 


140 


215 




14203 


44571 


A 


14286 


234 


657 


VQQPGRGLDLSTDGPGGRSQV 

GLIWSCCCLH*AASGEPGGRCP 

GS/GAPGPAGSALEFRARDGVP\ 

GVGGPSWESHSPAAATPPPAEC 

RGPGPTPSPAPGEAAPEDREDG 

AAAPGRAEPASIVAPADGSQGQ 

VLATQAGALGA 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 

nf nrnfifle 

sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknnvvn, 
* = Stop codon, /—possible nucleotide 
deletion, ^possible nucleotide insertion) 


14204 


44572 


A 


14287 


134 


789 


PDSSQAPSRNSTRPAASTRKSSS 

PPAA RS\AGN ELG SSRG D ADPPP 

QNPTGPAPQSAEVPRCD/SSSA 

WASNGSSISPSFFSLRPWPSST/S 

KVPGAGHHTPPEGAGGASAR\S 

SSLAPSAG APVPS\A* RSQLGTW 

LSVLRPRSL*QSRVRSPSSHVSS 

PGSMQAPNSPSSFQPGMNGAWI 

WWL*THIPLARWPGPPGILVITC 

PTVTWIKWSFICSFHPT 


14205 


44573 


A 


14288 


465 


1541 


GPPKRKLISNFSKVSGYKINVQ 

KS'AFLYSKK/QTESQIMSELPF 

TIASKR1KYLGIQLTRDMKDLF 

KENYKPLLNEIKEDTNIWKNIP 

CSWIGRJNIVKIAILPKVIYRFNA 

IPIKLPMTSFTELEKTTLKFIWN 

QKRAHIAKSILSQKNKAGG1TLP 

DLNLYYKATVTKTAWYWYQN 

RDIDQWNRTEPSEIIPHIYNHL1F 

DKPDKNKQWGNDSLFNKWCW 

EN WLSICRRLKLDPFLTPYKK IN 

SRWIKDLNVRPKTIK.TLEENLG 

NTIEDIGMGKDFMTKTPKAMK 

TKAKIEKWDLIKLKSFCTAKET 

TIRSFGSEQKSHTLVRATRLVSD 

HSQSFEAWLQFLGDTRFGTQKL 

RDSD 


14206 


44574 


A 


14289 


1921 


3199 


GYLAAGQVTSRJHTGRRHFSGP 

ARCPCVSCCRRPGC*PQPAVRP 

SG*HCRKTAPSHGPSIWQTR**P 

GSWPNLRPG*GWRWLRAQPRG 

RGIPVGCRSNLQLHPTKNPGSH 

♦GSGSPWQCPGVLL*ASGRQPG 

SPSGGCT*SSGKAGLEPQWHPA 

IPGHCRNKPAAPASWERAPRPR 

AHALACGWWRYSSC*SWRS*S 

SPETPGPAQV*CHRPCPAAWW 

RCHS**TAQFL*D*FS*FLQTIGE 

PCICPKPISVPH*PMKQSH\RGIG 

GCLQYSSHPGIESSLGMSRGF/D 

RRDL* TLQIGS* RHPRAG PEG A 

AL*CLAGESSLRTPSAPCPGSPH 

TPGSSASGNTSPV* *ETGCGSRQ 

GSARL VLESLLSR* *CLSGPSRP 

SCLLRG1SWQCGTAGRLSSSGPP 

AASGAGADAAPGGFPRLPCLEF 

GTV 


14207 


44575 


A 


14290 


3 


626 





wo 



01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


I420S 


44576 


A 


14291 


1 


1065 


MRGSCERSGEDEEQKEEAMVA 

CGRLSGVPEAEQGPEANWDSD 

LETEGTDGLGELVRDTLYLRSC 

RAHSVVPISCFLRQGSAQELNL 

RH RG LG PQG ARA L A SSLSSNP Y 

VKRLDLRDNGLCGAGAEALAG 

A L/QQKQQH P* CGP VGEPAG SG 

RSPGP/RVPPSQ/CNQAMRKMQ 

LSGNGLEEQAAQHLAELLLAH 

TDLKSLDLSYMQLNDQAGPAPS 

LRAFPQANIFLKVLDISYNGFG 

DPGASAVGEALKANNVLEELN 

MSNNR1SAMGALSLGLGLRVN 

QTLRILVLCVRVSQVSRNPMRS 

EGCFGLLKSVQDNPASALELLD 

FSDIQVNAEFDGLASSVRG1LPG 

LGIKDWRLQSGV 


14209 


44577 


A 


14292 


1 


416 




14210 


44578 


A 


14293 


2 


384 


ELWVVTSFMAYGSAKDLICTH 

FMDGMNELAIAYILQGVLKAL 

DYIHHMGYVHR/DLQGYDAKS 

DIYSVGITACELANGHVPFKDM 

PATQMLLEKLNGTVPCLLDTST 

IPAEELTMSPSRSVANSGLMTA 


14211 


44579 


C 


14294 


142 


474 




14212 


44580 


A 


14295 


1 


1470 




14213 


44581 


C 


14296 


91 


471 




14214 


44582 


C 


14297 


195 


4S0 




14215 


44583 


A 


14298 


121 


1130 


SRSTQYELMSFLTNDASSES1AS 

FSKQEVMSSFLPEGGWYELLTV 

1GKGFEDLMTVNLARYKPTGE 

YVTVRRINLEACSNEMVTFLQG 

ELHVYKLFNHPNIVPYRATFIA 

DNELWVVTSFMAYGSAKDLIC 

THFMDGMNELA1AYILQGVLK 

ALD YIHHMG Y VHRS VKASH ILI 

SVDGKVYLSGLRSNLSMISHGQ 

RQRVVHDFPKYSVKVLPWLSP 

EVLQQNLQGYDAKSDIYSVGIT 

ACELANGHVPFKDMPATQP/M 

VLVLSSPDAARETERHSALPVG 

YQHHPR*GADHEPFALSGQLW 

PE*QPDHQHPPALQR*LALPPLP 

PNLLPPLPPLC 


14216 


44584 


A 


14299 


304 


412 




14217 


A A C O C 

44585 


A 


14300 


2 


350 




14218 


44586 


A 


14301 


191 


299 


HRPATAVLHVPTRSPPSPGSRPS 
*PPPAAALLWTPA 



WO 01/075067 
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SEQ ID 

NO* 


SEQ ID NO: 

111 |*C|fliUfc- 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
deletion, \=possible nucleotide insertion) 


14219 


44587 


A 


14302 


537 


5523 


LARYYKFMHQDRQGVARNLL 

CQKEKRR*YTTKCEDNTCHWT 

GRTSS*PRSV/SNLNSQCGPRLW 

PPVTI I RQANIKTG EKAH * TSK L 

LPPVQLKFPARDDTLPWPGYIP* 

QLRRPSPR*SILSMLPRKVVPCL 

*QKP*TVCWKF*EPLSYIHHSLV 

LKMMIPMPMTLLGA*CLTQAL 

K*SRMERKKGRAAQRSSTLGC 

QSPRGSPGGGPGPPGPPGAGKQ 

QSNSVQTSRLLARTLI*SFSSST 

V KDKEL A RNTAP 


14220 


44588 


A 


14303 


2868 


3095 


PGWAGGLFGPSAGMRAWATK 
PSLTPPAPAGQRCPQGHRG*SG 
PGIYAVQPPSVPAWAAHATTQ 
ARLC H PRSPPLR 


14221 


44589 


A 


14304 


693 


821 


SDRQT* RQEKRLTRRQSCCLPC 
N * SFQPETTLFHG PDTFHDN 


14222 


44590 


A 


14305 


338 


645 




14223 


44591 


B 


14306 


181 


480 




14224 


44592 


A 


14307 


155 


543 




14225 


44593 


B 


14308 


1 


1260 





WO 01/075067 PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14226 


44594 


A 


14309 


1 


2025 


VINIINAAQESSPMPVTEALDRV 

LE1LRTTELYSPQFGAKDDDPH 

ANDLVGGLMSDTGLEHKDGEE 

EG ES RTAQQ YPG LSESTRQP WR 

RSRTPRTTWGWKATEQQCPDF 

PPPGPHPHLELLIFHCEGQGTGQ 

KHSTSYPCTLMSEKRGLMNVFF 

AKYTGPAMRKSSGLTPSLLHLY 

CADPLHSKPLFNCPPPTTSKTEI 

LGSCNCSPSESVRGAEKGDQEL 

LANIKQAEKHEKNHPEVTVAM 

ALTDIDLQLQFSMSQPEALLLL 

AAGPADHLLLQLYSGHLQSAT 

G 1 YGEGRASS ATLEDLESQ YQE 

LAVALDSSSTI1SQLTENINSLVH 

TLKEEKHEIHQVQKLGRNLFKL 

KNQTAEPLAPEPPARPSKVEQL 

QDETNHLRKELESVGRQLQAE 

VEN1MQMLSLLNRRQEERLQEQ 

EGWQEEQERLLDKNNENKSAL 

QLEQQVKELKLYENLEATSQ*K 

QQL/TAQLSLMALPGEGDGGG 

H LDSEQE A PRPMPNI PG DLESR 

EAMVAFFNSAGANAQEEQRVC 

CQPLAHPV ASSQKKPE V A A PAP 

ETGG ES VCG ETHQA LQG A M EK 

LQESTSARGQCQRRSTGRGGHR 

QAGPGPGGDEEMLCTCTQVSS 

AGRGMGMLWVLVVSLMMLS 

ASFSTWCMRSISSCHCAYSAHS 

SISVFWFPREYILASGSEMMNS 


14227 


44595 


A 


14310 


3 


564 


SLRVSLLKAVVDRAGSRJLSYIA 

GLGVDLGFGGGSRVAGGIADL 

GRSGGGKATRSRRGSRAGGGR 

LRSRHHEEALQLRETPGPGAPE\ 

PMDQEYAGPGYDIRDWELRKI 

HRA A 1 KG D AAG/V WS AAMTRR 

FRDLDARDKKDK rVLHLTCAH 

GRVEVVTLLLSRRCQI\DICD\N* 

NRTPLMKAVHCQEEA 


14228 


44596 


A 


14311 


515 


778 


GQAQGTGDREGAVLFTARAPD 
QCRP^SCbSbRf' I ASSLPLUHSC 
SPGPLCTH LPLQGPPQA PTVPG 
ATATCWFSWNQCRCRAVSSYP 


14229 


44597 


A 


14312 


411 


608 


EAEIP*TGLPGHSRPPGPLCTHL 
PLC^PLGAAAWVPEAOLuQVP 

1 LAAuAAIvAuLoAnNr W fviVlvK 


14230 


44598 


A 


14313 


2 


338 




14231 


44599 


A 


14314 


1 


390 





wo 
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SEQ ID 
NO: 


SEQ ID NO: 

of nf nfidc 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*—Ston rndon /»nnc«ihlp nnrleolirte 

deletion, \=possible nucleotide insertion) 


14232 


44600 


A 


14315 


237 


4S8 


PWKTLDSSEAEILRGVSESSAV 
TLHCMEGQAVGPRQVKRIVHC 
*ASSA*NPHAMLLLQNR*LALC 
TSVPQGAAVLCGGWDPGN 


14233 


44601 


A 


14316 


358 


616 




14234 


44602 


A 


14317 


13 


1155 


IKLPPPGCRRRGGRHRRHRYRG 

RAEPLAPRRRRLPPAPEQPRARP 

PASRFLKNTMSNGYEDHMAED 

CRGDIGRTNLIVNYLPQNMTQD 

ELRSLFSSIGEVESA KLIRDKVP 

GHSLGYGFVNYVTAKDAERAI 

NTLNG\LRLQSKTIKVSYARPSS 

EVIKDANLYISGLPRTMTQKDV 

EDMRSRFG\RIINSRVLVDQTTG 

LSRGVAFIRFDKRSEAEEAITSF 

NGH KPPGSSEPITVKFA ANPNQ 

NKNVALLSQLYHSPARRFGGP 

VHHQAQRFRFSPMGVDHMSGL 

SGVNVPGNASSGWC1FIYNLGQ 

DADEGILWQMFGPFGAVTNVK 

V1RDFNTNKCKGFGFVTMTNY 

EEAAMAIASLNGYRLGDKILQV 

SFKTNKSHK 



wo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


14235 


44603 


A 


14318 


1 


2340 


MFVWRNVEGHSAAVFSWYSIP 

FLTPPCSHTRPSNLPVTQWPPTR 

ENTvLPSWQPLLMSVHQAQSLS 

ALRXEQDSSSEKDGRSPNKSDK 

DHIRWPMSGAHDLQQAAPGPG 

GAHQGHPNQDNRTVSQMLSER 

WYTLGPNEMQKYNLAFQNVE 

ARIRYVIVRGNEQGFFRMHHLR 

GVSSLQLGRRRPGPGTYRLEVV 

DMITIDARYRCSGLRSPPDPDH 

LKSVDLHRNEHFFLQKARWEIH 

LVLQATPSQ1QLLHVAFVLAKQ 

PLRCRKQTLFLISVVGTKEKNV 

ASEGRNPVRPLRGHRWLPASPP 

AAEHFAGGADRKSRLSRAPRSA 

ATATPANEQRAVADVGQWAR 

A RG G R V RAAGRSG SC ALRRSR 

CRRRRRRHRRHRYRGRAEPLA 

PRRAASGQPGKLRARRGINCNA 

SSIPMLQVVRIKSISKHCQMAR 

VAGEGSLPLSHAQLTHCVFGN 

KQVQRTIAYLPPQQQGVQGFL 

KMTMSNGYEDHMAEDCRGD1G 

RTNLIVNYLPQNMTQDELRSLF 

SSIG E VES AKLIRDKV A VGLLSL 

CVPIRNVEIVASTSWWSLPLAP 

YVPRGIRRSQPSTLMDDLSCRS 

HQAAAPFTASVLLYISGRVKAH 

TAAQGFNHIPEEGVSQEAGSG 

WoyAVVNUUWLJ IN V rlvlr I VJ 

HSLGYGFVNYVTAKDAERAIN 
TLNGLR/PPVKNH*GRPLQLGFL 


14236 


44604 


A 


14319 


701 


1050 


LI VH FCLQ VGCG VGNT VFPILQ 

TN/NTNSEYDPSRCFAFVHDLC 

DEEKSYPVPKSSLDIIILIFVLSAI 

VrOKMl^l^lNKl^bKI^LKFGUM 

MLLRDYGRYDMAQLRFKKGIL 

KVLNPNH 


14237 


44605 


A 


14320 


701 


1519 


LIVHFCLQVGCGVGNTVFPILQ 
TNNDPGLFVYCCDFSSTAIELV 
QTNSEYDPSRCF A F V HDLCDEE 
KSYPVPKGSLDIIILIFVLSAIVP 
DKMQKAINRLSRLLKPGGMVL 
LRDYG RYDM AQLRFKKGQCLS 
GNFY VRG DGTR V YLCHTRCN W 
TRFSPTAG LEKPQKPWDRRLQ 
VNRGKTTDNVPGLDSVQILQAP 
S VQH QLRG YLLPTRCK P V V VS 

RRLRRGGSIE/HQQSNLGKIVRD 
PVSESNDKIKRI 



WO 01/075067 
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SEO ll> 


SEQ ID NO: 
of peptide 
sequence 


Met 

IIUU 


SEQ ID NO: 

III UOOI~ 

09/540,217 


Nucleotide 

lucdiiun oi iirM 

codon Tor peptide 
sequence 


Nucleotide location of last 

rndnn fnr Incf o m inn arid 

of peptide sequence 


Amino acid sequence ( X-Unknown, 
deletion, \=possiblf nucleotide insertion) 


14238 


44606 


A 


14321 


756 


1334 


PGKFVLMSFLDPQPPTRILEVGC 
GVGNTVFPIFTNRTMTQDSLVY 
CC D FSSTA l\EL VQTN SEY DPSS 
VFXAFVQGPV* * RESVTQCPRA V 
LDIIILIFVLSAIVPDKMQKAINR 
LSRLLKPGGMMLLRDYGRYD 
MAQLRFKKEELDTLFTTAGLEK 
VQN L V DRRLQ VNRG KQLTM Y 
RVWIQCKYCKPLLSSTS 


14239 


44607 


A 


14322 


249 


474 


VYLLIVLAVLYTNNRQTESQIM 
SELPFTIASKRIKYLGIQL\TRDV 
KDLFKDNY1PLLK.EI*EDTSKW 
KSIPCSWl 


14240 


44608 


A 


14323 


1 


5796 




14241 


44609 


A 


14324 


1 


2721 




14242 


44610 


A 


14325 


1 


3438 




14243 


44611 


A 


14326 


1 


3306 




14244 


44612 


A 


14327 


1 


2364 




14245 


44613 


A 


14328 


1 


2091 




14246 


44614 


A 


14329 


1 


2334 




14247 


44615 


A 


14330 


I 


1986 




14248 


44616 


B 


14331 


1 


2559 




14249 


44617 


A 


14332 


1 


1671 




14250 


44618 


A 


14333 


1 


1845 




14251 


44619 


B 


14334 


1 


2055 




14252 


44620 


B 


14335 


• 


1554 




14253 


44621 


A 


14336 




2559 




14254 


44622 


A 


14337 




1714 




14255 


44623 


A 


14338 


1537 


2204 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


14256 


44624 


A 


14339 


2004 


3751 


YQSLAETQQQQKKNFRPISLMN 

IDAKILNKILANRIQQHIQKLIH 

HDQEGFIPGMQGWFNIHKSINV 

IQHINRTKDKNHMIISVDAEKA 

FDK VQQHFM LKTLNKLD I DG L 

EVLARA1RQEKEIKG1QSGKEEV 

KLSLFADDMIAYLENPIVSAQN 

LLKLISNFNKVSGYKINVQKS\Q 

AFLYTNNRQTESQIMSELPVFT1 

ASKRIK Y LG l\KLTRG VK DLFRE 

N YKL\PLI K E 1 REDTN K WKN I PC 

SWIGRMNIMKMAIL\PKVN\YRF 

NAIPIKLPMTFFIGLGKILLLSSY 

GTKKRAHIAKTI LRQKNKAGG I 

TLPDFKLYYKATVAKTAWYW 

YQNRDIDQWNRTEPSEIMPHIY 

NYLIFDKPEKNKQWGKDSLFN 

KWC WEN WLAICRKLKLDPFLT 

PYRKINSRW1KDLNVRPKTIKTL 

EENLGITIQDIGVGKDFMSKTPK 

AMATKAKIDKWDLIKLKSFCT 

A KETTI R VN RQPTK WEN I F AT Y 

SSDKGLISRIYNELKQIYKKKTN 

NP1KKWVKDMNRHFSKEDIYA 

AKKYMKKCSSSLA1REMQIKTT 

MRYHLTPVRMA1IKKSGNNRC 

WRGCGEIGTL 


14257 


44625 


A 


14340 


519 


1286 


LNLEERAFRHKSSEHLPHLKVH 

FRHSSCGIKTKSLLHVSPPTTLIF 

PYPPLWGNPSN*ARPPCSVHSG 

PYPQGLASIIAHGSPGNVRGVH 

V*INDSEGGISRPSTASHKETPR 

PPTPARHADLAATRPRSLTTSPS 

VGAGPRA/PSRAGPSVGGLGLRP 

SGRAPRAEVALPAGLSPAGLAG 

PPPSGRSTGALPPAAAPTTSGP/P 

ASTPPNAPAPGHTLSSRSPHRA 

ARPPPHCGAEEWTGFTMRPSW 

RISQSFIVKDS 


14258 


44626 


A 


14341 


482 


700 
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SEQID 

NO; 


SEQ ID NO: 

Af fw*nf mIp 

sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Icwafinn nf fir^t 

■ V/V a 1 WW 1 1 1 ^1 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 

* = Stnn rnrlnn /=nfKQih!p nurlcnlirlp 

deletion, \=possible nucleotide insertion) 


14259 


44627 


A 


14342 


1368 


2416 


SSMTQSSCPMTSYLKSKFGEPL 

MPSYTNPTETGVSKLVNKTQVF 

TYAHKGPVS1YFDACQAAHLSK 

LNMWTVSVKI*DKKESASRATK 

A ITEESKKECPDCDNQWTTHEF 

NQHLYTGRAALFASQEEK1GYT 

TGTC Y PLNLTI LKPNMTF WTKG 

HKGLLTFDQAGALLGLGIPLV1 

TKKTQRTQVQLSPI QQFRF YKS 

FNEHFNSEVSKIQIPPISTENLFV 

QLAKSIANNLGVTSCYVCGGA 

NMRDQWPWEARELMLQDNFT 

LPEFVTKFNANPSVWLLRNPHG 

KYCIACWGKSFQNQIGETTCLG 

QQYFEESENRTQWRSFIDDSSNG 

HFNPFLQFPTLNQSWYQLE 


14260 


44628 


B 


14343 


1 


1071 




14261 


44629 


c 


14344 


89 


283 




14262 


44630 


A 


14345 


244 


315 


N PKGQKDRE APLSRS VF V LKIKI 
KRAFALLLHGRF*PSTPAASASP 
ASKSPRGSGKALASALFYIVQL 
TK 


14263 


44631 


A 


14346 


1228 


1656 


QVYRPSQTPHLALSPERVAPGR 

RAAGRLAPEARAPRGSP/LPPHR 

VSEKTIRWVFHPGARRAGGTP 

PRAPRGDTGGAPGA\PTYSTPL 

MSLHRARLESSPTGSSFPADSA 

KPVPLAVVSLDSR*GQWESRSS 

IHA\VTN*MTRH 


14264 


44632 


A 


14347 


2 


705 


GSWPGLDDGSATRILACPWPGL 

GDGPAAPKANLPLVRWKPQCF 

RG EGL*GSSCFSATLLTGLDLW 

ACCSSRSTASARLSTYPSAFTSG 

WCSSLGPTEEAPGSWINCPLAG 

ILGAATSPKPSAIPQASPEVSLD 

AEDTGMKP*DSA\GPPGPARGL 

CGRGCGLSPACMGLRP/PSPPA 

QSPSTALTSLTVPSPFHPPRKKW 

SPPSAPAPSAPSPAPASLTPSPAP 

PAPSPAPTPAPAP 



wo 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14265 


44633 


A 


14348 


367 


1174 


WVRGQPSQSQLDLLACSTPTS* 

WPPGRAPPPPPLP/PPPPLPP\PTP 

ASPPLLHPPRRAPPPPFVP\SFTP 

ASPPPDPVPRPTKALTGLP/LCP 

LPCMGR/PFVPYLGGLLPCLGP 

DFSSL**SPGGWDRPVRPLGISQ 

IPE\PPLTMGL*MQ*1PP*PRFQG 

H Y A PLPPLQTLC 1 S VKTPGRNPR 

GLPMHKILQPQNPSQPPCELPQ 

AHCPTTPPPKQCP\PAAFSILPVT 

FADKDPGAAPEGTVKAPMPTQ 

*EL*PLRPREHRVLSGPTAGQT 


14266 


44634 


A 


14349 


332 


988 


RRAGTPASWGHNGARAKTPSR 

ACACLGLYPIHQPTARRAPAAR 

SHGPGPPALPRKGAAHGPRSVS 

HHPLRPCSRSSCLAWPCLHHPQ 

PLHCHPH RH WPK WHPHPL APH 

PLLGLHPRSRPQTPPWTSCGPSR 

RLPTPSGSWPAPFDRDWPN*AR 

PSALCCPFCQEPQLTPCLHLCPH 

PHPHRHLPGLSCPHRPPRWRSP 

QSPCPWWLLWWTGQWWQPGE 


14267 


44635 


A 


14350 


190 


718 


FVLQLPPAPKSGLGRWGSPPPG 

QFSSSQRTGTVRGRGRCAEPRG 

SLPHPT*GNNK* HGN WMGLGS 

QGL\GRQPGEDKHCYQR/IGVG 

GAHLLRPPHQRIRSLTSTGSGCS 

HPWSRELGCSWDGQRASAPLA 

LRQAWGEGLAGRNHTIVPFHG 

D1S1APRLLPCRETLFSALCGGES 


1426S 


44636 


A 


14351 


1 


486 


MKGEVSCKQHQDALQQVLWA 
MLQDADKQVRRAPGPVEN ENH 
CDFVKLREMLICTNMEDLREQT 
HTRH Y ELYRRCK LEEMGFTDV 
GPENKPVRVLLFKSLSDSKRVK 
I UttWIKLrVt/MKY/IViLbKKV 
TQKQP*VPLVFVSWRSR*ESLR 
REEEENQQCHVLEL 
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SEQID 

MA. 

(NCI. 


SEQ ID NO: 
iii pcpiiuc 

sequence 


Met 
hod 


SEQ ID NO: 

in IIVN 

III UkWIi 

09/540,217 


Nucleotide 

■oca lion ui iirsi 

codon for peptide 
sequence 


Nucleotide location of last 

pfwtnn for IfKt nminn arirt 
cuviuii iui nmiiiu dviu 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
oiup couun« / — pussiuic nucicuiiue 
deletion, \=possib!e nucleotide insertion) 


14269 


44637 


A 


14352 


1 


2380 


MMWSVLLQPVVLAAVERQGE 

ALEFLIGVPESDGENGTKLENT 

LQDUQEDFPNLARQAHVQIQE1 

QRTPQRYSLRRATPRHIIVRFTK 

VEMKEKMLRAAREKGRVTLK 

GKPIRJLTADLSAETLQARRDRG 

PIFNILKEKNFQPR1SYPAKLSFT 

SEGE1KYFTDKQMLRDFVTTRP 

ALKELLKEALNMERNNRNFFG 

VTF A FF VGGQSLG KA LQETSIPF 

LREEDLEKTSILETGNGDWEAT 

RGLPEECAGMRERDCQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

K VG DN S IDS WKN AG RVFKDSD 

KFDAMDPILKDQTQEWSGSATF 

TSDGK1RLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

H KT1FDG DGKTYQN VQQF1DEG 

N Y TSG DN HTLRDPH Y V EDKGH 

KYLGLIPTYD1SSNIYLISKSCLW 

QANFRLNSALAQSPAITNFQFR 

GHSLKTLDLLTMKNLDSKVNII 

PVIAKADTVSKTELHKFK1KFM 

SELVSNGVQIYQFPTDDDTIAK 

VNAAMNGQLPFAVVGSMDEIK 

VGNKMVKARQYPWGVVQVEN 

ENHCDFVKLREMFICTNMEDL 

REQTHTRHYELYRVRLQLEEMG 

FTDWAPKNKPASVQETYEAKR 

HEFHGERQRKEEEMKQMFVQR 


14270 


44638 


A 


14353 


105 


328 




14271 


44639 


A 


14354 


107 


676 


1RPDSLPSASPAQDFYAASSNTF 

PA/DR WSALTKI YEDQTSHN 1 PL 

SQ/TL1QSKALTLFNSVKAEKDE 

EA AEEKFE VTRVVH I RGLIDG V 

VEADIVEALQEFGLISYVMVMS 

KKRQALVEFEDVLEACNAVNY 

TADNQIHIAGHPAFVNYSTSQKI 

SRPGNSDDPEREQCASLYHPEP 

HLFDHHGCSLHYR 


14272 


44640 


A 


14355 


221 


648 


LDWLRRVVGIPSLRWTCATLV 

GTRRAARHRCVNVWECGGLKE 

ITY*SVEGLCRA/EKPKPLALLE 

ETCKLPERQVVNAKEKFLEEMK 

S ATP VNT* M 1 RKRNCI ITDMEK 

V*AVWIEDQTSHNLPLSQSLIES 

RALTLFNYVMA 


14273 


44641 


A 


14356 


122 


317 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14274 


44642 


A 


14357 


338 


489 


WLGQN * RH G KQPG PG VG H VGT 
TVWS*PHSPACWAPAPQGPAPT 
GEEGCHF 


14275 


44643 


A 


14358 


1 


459 


RPVWRNSQPPTAAYRWASGSR 

MWSTSFSRWNKTPSGKACSSS 

DKGPPMAQVPIPQRNVPPPTK/ 

QPLVLCHGEAPDFSRPPQHRPS 

LQKHPSTGG/PSHSPLPTSAPSSR 

AGLPPLAMTLDLTSGWRLWTPI 

QPFRLPPGSCREGTILLCSVMD 


14276 


44644 


A 


J 4359 


609 


2077 


GLKAQPSSSRGHSRGPGACAAA 

PASRVHLPVTFCPEPNSSPCPHC 

TGGWGGRGQ/PACAGNPTASSP 

CQIECPALRSCLHALMDLGSPQ\ 

LRGAPRTGVPDPRLHLLPQPAL 

SSPPVLLRGPLLRGTCPLAARQ 

GQSPPAPGLLGHPGSHRGRLPP 

AQGGHRLPQPPGPGRRHRAPQP 

DPRRPGLRAAAASGPGLAAWG 

AVRAAERPGSGGLPGGAGPHH 

ARAQPGPRAAPPAAAAPGVAP 

AGGGAVPGGHPHRPGGEAALP 

AHGLPAPAAERTAPR\QPCPAC 

GLiARSDVHHPPVLPP/LSGPAP 

APGRLVGQLGVRGAPSSPVPHP 

ALHFPRAQP/PPGKGITTTSQTQ 

PAGSPPSPCMPPAATPGARHPP 

GSA\GHRAGV*GHTGPCDPHGP 

GHHG H AQLLVDQ AA VG VRG P 

GPWALSGMSQPPTVLPTAGHPA 

PACGVRAFQDGTRPPRAKPAL/ 

LSDKGPPMAQVPIPQRNVPPPT 

KHPCPGPQSSTWMRQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14277 


44645 


A 


14363 


47 


1250 


EPRPSRSSGGPQLGQGLPRPMK 

KIPGSSAKTAGPLATRPEVPRAP 

♦SAGRQPWFQRPWGKRKGRKT 

*NHGSPGVKP/TPGPLNKDJCGE 

KEERPRQQDPQRKALLHMFSG 

KPPEKPLPNGKGSTESSDYLRA 

SVTPGPWSFSP\QVASGPMPVH 

TTKKPA*APPQVL/EPKERQTGA 

AADMPQPAVRHQGREPLLVVK 

PTHSRPEGGCREVPQAA/SQNPR 

PAPGLQTPGTRQTS\SVTPQPCP 

PAATHSLGLGSNLSFGPGAKRP 

AQAPIQACLNFPKKPRLGPFQIP 

ESA1QGGELGAPENLQPPPAAT 

ELG PSTSPQMG RRTPAQ VPS V D 

RQPPHSRPCLPTAQACTMSHHS 

AAGHDG/DPASQSALPETGKRT 

LELQPPGGPLISLS*EAGSLSRSE 

PSCVREV 


14278 


44646 


A 


14364 


23 


714 


EAPE1PRQNRRMTMKERPVWL 

PHK*IHPNVAKWSRVPVQVQK 

NPQFQE\PTPEFIPVPGTSPEAAG 

FWH*GAHDSPGTRDRSEVEPGR 

GHPHLGPRDSAAADPGEHSPCD 

CP*ACPEVRRWPA\APVQIQYHP 

SVDDFSLEFHAQDGDISDMRRE 

NVPFSPAEEGKAAPLYQQPLM1 

PQANHMAGISPS/SPTAAEFQHR 

D VHH RGPGTRDRTHTETGRVC 

PHPVPTDSPAL 



wo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14279 


44647 


A 


14365 


-» 


1869 


1 TTV A PS R PA SSDCES DG S * EQ D 

AGPGSRMGPEK*AGPRPTRRVG 

RWSQTHSQTDDTSGAVVPEYP 

SDR*YAGGRGPG/PGGPTVHP* 

KRRS*NPQETKMMARRDPKSW 

A KRLS P V* PRL A A L LTS ASPSCP 

LEPRVLPFRVPPSHGLCEGTSYP 

NSPGT*RPPCRSSAKTAGPLATR 

PEVPGAP*SAGRQPWFQRPWG 

KRKG\GKPETMEAPG*SQPGAL 

EQG*GREGRETKATRPAEEGSP 

PHVFRETSREAAAEWKR1HGVF 

* SSEG H PG * FPFSFPS AGGNRGT 

PLSCLLGVRDSTILPGCKRANA 

GPHNQ*EAARGPCPR*S\SAAE 

MSGRGSVLASLSPLRKASLSSSS 

SLGPKERQTGAAA/AHPSACSQ 

A PG PRA SPRG E A DTQPPRG * LP 

RSSPGCLQNPRPAPGRQTPGTR 

QTSCGDL/SSPARQPPHTAWA* 

AP1SASGQEPRDLP\SSDSGLPEL 

PQETETGSLPDPRKRH PGR* AG 

GPGKSPTSASRNRTWTKYVAP 

DGQEDTGPGAQRRPAASAQQT 

LPAYCPGLHHVPSLSGQP*WGP 

ASQS/GSSGDWKTDAGAPASW 

RrPHr I LLRoKbrbbLKALMCQK 

bLKLPVrvbnKAaaMKl rKrPrP 

QRTAILTWS 


14280 


44648 


B 


14366 


1 


1519 




14281 


44649 


A 


14367 


312 


1326 


TTKTGQDKDRLEEFSMQQLSGS 

KRKMSTQPRTEUPPNRHTTTTS 

TTPATNTTCTATVPPQPQYSYH 

DJNVYSLAGLAPHITLNPTAHP 

QLKQCVRQAIERAVQELVHPV 

VDRSIKIAMTTCEQIVRKDFAL 

DSEESRMRIAAHHMMRNLTAG 

MAMITCREPLLMSISTNLKNSF 

ASALR/PDGSSAIQL*SND*SCS 

WRPKLYD A F WDLSSLRV * * PSR 

PEGEGRVSSEGMGESLPFSSSW 

PRQYQSFLCICWTDAPARNTED 

R*SHNKVLSSVY*NVC*NQLPC 

PGCLCSTHCTARETLRGGHQHC 
HKD*SAEQGL 
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SEQ II) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon Tor last amino acid 
of peptide sequence 


1 Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


J 4282 


44650 


A 


14368 


2 


1120 


PEPEPG A RGG EQLNEDFEG * V A 

VPTCLHCPALSRTQSRA1QALT 

VRRGEATIRPPPCDDTKGGHRF 

LNELIKVVSPKVGAPSPSSDLPC 

RMWGEERGWTVGLPEEVKIAE 

AYQMLKKQGEAHRGWGATRA 

CLPLPHHERPKNVIFEDEEKSK 

VRLQGGTYG DS EPR WG S VG SI 

KEMVQE/DSGRAQSTGRRRDG 

G1ELGH\NVKLLTEMVMSHSQG 

GAAAGSSEDLMKVHLPPCLPHS 

LPTPQPTRTLRMRPTLFRLASDT 

EDN D E A LG EPRA G A E V RSPPLP 

PPPAPVRGEEVNGDATAGSIPG 

EEVAGELGGHPSGWRGTESYP 

AMPTRPGEQASPEQPSASVSLL 

DDELMSLGEEGARPGGGRAQQ 


14283 


44651 


A 


14369 


1 


432 


GTRQEVTAGVEPAREWQRRLM 
EVQWGLERAPYC1QHAPR*RRS 
PARPGTQSCGLGACWIQ*GALS 
SPHCTS1SRRCHSLAGSTPAVTS 
CLV 


14284 


44652 


A 


14370 


16 


471 




14285 


44653 


B 


14371 


66 


206 




14286 


44654 


B 


14372 


234 


390 




14287 


44655 


B 


14373 


207 


427 




14288 


44656 


A 


14374 


2 


572 


FLLERA P YG VG FSLL PG L WLG S 

RAGVGRHHDKRVGLGRAPTWS 

LEGAVSSM/TPRPQLCVP/WPC 

WGPSSPGG*QQLGQLSCSYSLV 

DR* V ALL WF WMLVGSPL VKGH 

CPTPWSRFVDFSVPLATPPGIVY 

WGLFAVFLFSHLLPARPGEQMS 

ACCRHLHAPSSPLLTLDSLIKVY 

SCNSQGKLVRVFPPGD 


14289 


44657 


A 


14375 


175 


499 


KQNKSMGRKSQGFVASFGNHL 

YCTASCGMPASSTSTQTWPRVL 

PLHSQ/ESSHGGCSWRGRR*GP 

RPRPHKTPVPMVMDSTARNRA 

RRELVLAWCKSPLATALLVSW 

DK 


14290 


44658 


A 


14376 


408 


625 


VFGEQEVFGYMNKFSSGDF*DF 
uAPTTLSSEHCTQCVVFYPSAP 
SFPFPPVPKVHCV1PHSLVPTYE 
WEHTM 



A-7QA 



wo 



01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14291 


44659 


A 


14377 


1263 


1812 


AGDAAPEDPAGRGQEDLYDEE 

LPGWGLCIPHPACLQPCHA*VT 

KAG/ARVKV!LPS*DTQRTJCDIL 

KAGGG/PSSIHFfNSAHGKPAVl 

VRPRG1WVLNTTPLSGQWGPYI 

GVYTAATVDMKSLGSGSLGLQ 

T AI PI A A<1WI fiVI TPAADVFr 

ck^I v vru i jviiNor roUUr WUruA 
PITRAVYTVPNV 


14292 


44660 


A 


14378 


1 


693 




14293 


44661 


A 


14379 


2 


1299 


WDYV/KRPNLRLIGVTESDGEN 

GTKLENTLQDIILENFPNLARQA 

NIQIQEIQRTPQRYSSRRATPRHI 

I VTFAKVEMNEKMLRAAREKG 

RVTHKGKPIRLTADLSAETLQA 

RREWGPIFNILKEKNFQPRJSYP 

AKLSFISEGEIKSFTDKQMLRDF 

VTTRPALKELLKEALNMERKN 

RQINETENQQGYPG1ELGSAPSG 

PNPLFCRHLQMSVDGRHLQNSP 

PQINRIYIFLAPHHTYSKIDHILG 

SKTLLKKCKRTEIITNYLSDHSA 

IKLELRJKKLTQNCSTTWKLNH 

LLLNDYWVHNEMKAEMKMFF 

ETNENKDTTYQNLWDTFKAVY 

RGKFLALNAHKRKQERSKMDT 

LTSQLKELEKQEQTHSKASRRQ 

PTTk r lk r PPT IfFIPTni^TI rvcixic-O 

i^Qu/pPPurwi^inppi api twit 

IvC fx IN K£ » Ur\ 1 rvIN 


14294 


44662 


A 


14380 


2 


383 




14295 


44663 


A 


14381 


1 


1536 




14296 


44664 


A 


14382 


2 


1118 


REHLAEGMAVGTASADLNISA 

CWLRREQQISQHSARALLRDRL 

PPQENSSWHPAGAPLGRNFQRK 

EQAAIFAVLQPPLVIPRKTGSGV 

DLEQTPA DLQKRGLTVTRKTN 

KQKAIASTSTERTPTQKPPFKSH 

QHQRPNVDKSAKMRKNQSKX 

AENSKNQNTSSPPKDHNSSPAR 

EQNWTENEFDELTEVGFRRWV 

ITN SSKL K EH V LTQCKETKKL D 

KRLEELLTHTSLEKNINDLMEL 

KNTAGELRDA YTSFNS* I DQAEE 

R1SEIGDQLNEIKCEDKMREKAR 

MKRNEQSLQEIWDYVKRPNLR 

LIGVPESDGENGTKLENTLODII\ 

QEN FPNL A RQAN 1 Q1QE IQRTPQ 

RYSSRRATPRH 1 1 VRFTKV 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Mer 
hod 


SCQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


14297 


44665 


A 


14383 


1 


1154 


MLP1LGSRHPSSLGQARKLDYR 

PSKSQCLEPGTPRACLVLYTLV 

AKLIYNDYFIHYFAPRGLPPME 

KNVVFVIDISGFMFGTKMKQD 

HNFSLAREQNWTENEFDKLME 

VDFRRWVITNSSELKEHVLTQC 

KEANNLEKRLDELLTRJTSVEK 

N1NDLMELKNTAGELREAYTSF 

NSCNDQAEEKISEIEDQLNEIKP 

NLRLIGVPESDGENGTKLENTL 

QDIIQENFSNLAKQANWQIQEIV 

QRTPQRY\SSR\RATPRTH/IIVRF 

TKVGNGREKMFKGQPGGKGR\ 

VTLKGKPITLTVADLSAETLQAR 

REWGP1FNILKEKNFQPR1SYPA 

KLSFISEGEIKYFTDKQMLRDR 

VTTRPALQELLKEALNMERNN 

RYQPLQNHAKM 


14298 


44666 


B 


14384 


1 


1554 




14299 


44667 


A 


14385 


1 


909 




14300 


44668 


A 


14386 


2 


207 


DIMSC1LQNYNRPPVMALAIPIA 
VKFLHRGNKELCRNMSNYLSL 
AAITKAD\LLADHTEV1VKSILQ 


14301 


44669 


A 


14387 


496 


1207 


PLITGTHDSGSVESQL1KL1LTM 

HQLFRLVLGQKDLSRAGDLFAS 

♦NNSEIEDSLTEALEQIKIISSSSD 

YQTNNNDQAVVEICITRITTA1R 

ETESI EKH AKALVGLWDSCLEH 

NLRPFGKDEDTPHAK1ASDIMS 

CILPELQPTPQSMALAIPIAVKF 

LHRGNKELCRNMSNYLSLAAIT 

KADLLADHTEVIVKS1LQGMVR 

KLSLGTCFGRYLKVFSSSIYGL 

WEARPRVLEAN 


14302 


44670 


A 


14388 


219 


448 


VSLELCLKTTGPDCGCQTSQTP 
PAAAYHHL/PGAGLPCGPRLPA 
LCCSCPMGARPL*HHKR/DPSRF 
QEKTHLYLPSSH 


14303 


44671 


A 


14389 


542 


1365 


GTEGVMANRSQEGNGGGSWR 

AKQVVVTVPF*EQSLVIMLWR 

RGGNT*QRPSEGTSRSHICSFH 

MSRHCQ*CKCLLKEP/VSAEAR 

D ALDTKTHFPL A M 1 PS YLLLNG 

NIGELPEGPAGGCAQNPGLWAS 

/RGPARR*RSQASSSPEVRWPPG 

QCGLRGRPCKKE\PRPHPWSRP 

CASPYRGAGGQRLRRACSAAG 

RKTPDRRPLPEPTRG P VSQRA V 

LGKLKAAAGHRIP1GDLGDGLS 

LGAPPAGRHLHTVLPLRREFSP 

CEDALG1GEQQGKKRVT 



170C 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibfe nucleotide insertion) 


14304 


44672 


A 


14390 


*> 


723 


PVLRGGIQEFAYIKALYERKFL 

VPKPIDYNRHAVDMELINGYPL 

C*!KHVEDPASVYDEAMEL!VE 

LANHGLIHGDFNEFNL1LDESD 

HITMIDFPQMDSTSHPNAEWYF 

DRDVKCIIDFFMKRFSYESELFP 

TFKDI RREDTLDVEVS ASG YTK 

EMQADDELLHPLGPDDKN1ETK 

Ffi^FF^iF^nfiFVAFK AFVYfl^F 

N ESERNCLEESEGC YXSDHLETL 
NK*RKTVYQKRVLMHGVLK 


14305 


44673 


A 


14391 


1 


1889 


MGSKVKEVEDDSQMSDLVRG 

MMAFSKTGSGGVEQGRTGQGG 

TNGHIKKAKARDRDRRFKKTP 

QRKVGNDN LQLPLRWTEQH AE 

THIMNFCSKNYNRNIPGKPRESI 

DTLNEAACRGRLSKTARKLWS 

EAQDQRSFQATEMQAFLFSAK 

RIAAEKKTIIRRRDLCSIWGKLL 

PRPGSQSVPAQIPENLQEQEERA 

KWLLNGRSKFFPQTTSTLGKVT 

SNK.TGVK.EPELESRQPNLLK.VE 

MGMKNHEIVPGSL1ASIASLKH 

GGCNKVLRELVKHKLIAWERT 

KTVQGYRLTNAGYDYLALKTL 

SSRQVVESVG\NQMGVGK\ESY1 

YIVANEEGQQFALKLHRLGRTS 

FRNLKNKRDYH KHRHNVS WL 

YLSRLSAMKEFAYMKFRTLEIR 

DYFYWVKINVLTGPCSPKRGSS 

GEFVPCLLQLLLGFGDCWHSFG 

LWHITPVSVSMLTLLPSLLLVK 

QKKPTLDSRMGQFDFVVELQL 

YLC VLERE VIREYPPDG QIFG R Y 

FDRDVKCIKDFFMKRFSYESEL 

FPTFKDIRREDTLDVEVSASGY 

TKEMQADDELLH PLGPDDKNIE 

TKEGSEFSFSDGEVPEKAEVYG 

SENESERNCLEESEGCYXSDHLE 

TLNK*RKTVYQKRVLMHGVLK 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
Ui>/540\217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


14306 


44674 


A 


14392 


150 


1910 


STPPGG PS V LM * STE EPG AG RS 

QPLCDDLSTRPLSCLGAGCCLW 

PAKRISAKEEPWYSSRSKDKKE 

KNXYSSPETTTSGGCHSPGDSQY 

QELAVALESSSVT1NQLNENIES 

LKQQKJCQVEHQLEEAKXTNNE 

IHKAQM EQLETIN I LTLEKADL 

KTTLYHTKRAARHFEEESKDLA 

GRLQYSLQRIQELERALCAVST 

QQQEEDRGHCLSSPDQNFSLFT1 

QSSSCREAVLHRRLQQTIKERA 

LLNAHVTQVTESLKQVQLERD 

EYAKHIKGERARWQERMWKM 

S VEA RTLKEEKKRDIHRIQELER 

SLSELKNQMAEPPSLAPPAVTS 

VVEQLQDEAJCHLRQEVEGLEG 

KLQSQVENNQALSLLSKEQKQ 

RLQEQEEMLREQEAQRVREQE 

RLCEQNERLREQQKMLQEQGE 

RLRKQEQRLRKQEERLRKEEER 

L/TKAG KE A VG PGG E A V EEGG E 

ATKAGGEARALPEPQARQAAG 

RATVQLRGSEQREKERTAVGA 

ASKGAAGEARRGEGDAVHGHL 

SAADL*EGGAAQAVTAADPVR 

GPAAAAGSLGQSGAPRSCQPPE 

PTARDPAKPRGSPWRRRWRTT 


14307 


44675 


B 


14393 


463 


3755 




14308 


44676 


B 


14394 


175 


1835 




14309 


44677 


A 


14395 


102 


465 


RAYCWAYIRLSCLTVILIAWCS 

QESALSEEEEDTTRPLETVTFKD 

VAVDLTQEEWEQMKPAQRNL 

YRDVMLENYSNLVTVGCQVTK 

PDV I\SS WSKKRS PG * WRKKCL 

GGTVQNPEEERTAV 


14310 


44678 


A 


14396 


1 


330 




14311 


44679 


A 


14397 


1 


531 


MLLNIPQHTRQSPRAKNYLAQ 

NVNSVKAWCSQESALSEEEED 

TTRPLVRLKHLFVSCIILQCSYV 

LLPLTPEYQLNKFLYVV1TMPN 

FDDFKLISIMFLQETVTFKDVA 

\IT\\ TC\XZV;\\rECWAV D A r^DKFl VD 

DVMLENYSNLVTVGCQVTKPD 
V1\SSWSKKRSPG*WRKKCLGG 



1700 
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PCT/US01/08631 



SEQID 

NO: 



SEQID NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in LfSSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X=l)nknown, 
=Slop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 



14312 


44680 


A 


14398 


1 


539 


MPTTTTREMTQNSSETIKNKNG 
KKQRKQRKNSKKNRRKQKDE 

im/td r> /~\xi w DLlLll/l/'XirMxinrrr 

i> rv i ivivv^N ix Ivii rl rvivN D ! N P E E E 

RTAVRLKDGGAPAPQAVQEHD 

AGICSASGGAQETYILVEGKGE 

ASTSPGQSKGSREGGVGANETC 

SKKLYRDVMLENYSNLVT/VG 

CQVTKPDVYSSWSKKRSPG*W 

RKKFWEALSR 


14313 


44681 


A 


14399 


322 


1227 


FDLKMSKCRKTPLQQLASPASF 

SPDILADIFELFAKNFSYW\KPL 

NNEWQLPDPSEIFTCDHTEFNA 

FPWI*RTP*NEVKKPTGVIRTW 

DEWHEHTCFH**SGE/ISFPHGR 

KSVNAELWTQAWCKFHE1LCS 

FPLIPQEAFQNGKLNSLHLCEAP 

GAFIASLNHYLKSHRFPCHWSW 

v antln p y h e anddlm m i m d 
drliantlhwwyfgpdntgdi 
mtlkfltglqnf1ssmgtvhlv 
tangsfdcq*npagdqrm v kg 
hcyfpswnwlhlskhtqcgne 
fi fmtkkkqslta kslpdtfs 


14314 


44682 


A 


14400 


3 


183 


KRKEITNSLDAAASRGTVPAAL 
AGVQYLEPRAGAAGRLGGAG 
WGRVPRPGSS/SSLSLVGR*GW 
CPVLRTQGRCCRPPGGCWVGA 
KrlvA W bLLoLoL VOK 


14315 


44683 


A 


14401 


21 


399 


IWNSAPTASRRPWSLAPGSPRS 

TWCVASTPPCAPGKAREPRDRS 

EVPPATAPAVLQSHWPCPRSSR 

SGSAGNCVGPPHSWAPGHSQH 

LTPGPGHGGPRGP\CWHLLMQT 

AWPALTPPGAMPGEAEGQ 






A 
r\ 




oy 


H/O 


l\Lo^ r W nLr/lALAU V y I Lt rK 

AGAAGRLGGAGWGRVPRPREL 
LSLSLVGR*GWRPQEQDQLFPH 

I P D D\/r.TD C CCTU/fiXTl} AT A AT 
LKKrVu 1 Koto 1 WOINKAUAA 1 

W/RAATPSPWRT*NGTKSKQW 
TASGLWQKGDGWD*GSGKPPL 
PLSVPAGQRLVPVC 


14317 


44685 


A 


14403 


1150 


1319 


PRRLPTACTP*RS/CSRYWMVP 
KSPRMTMMMWTKI ARMfiAO 

i\or rxjvi i iviiviivi w i pv l</a r\jvj vj/av^ 

W*PRKSNACLSRAASS 


14318 


44686 


A 


14404 


34 


304 


LPSRGAGLGTCSPPCLSLPPTPW 
APVRPEPPRRA PPPAPRRPVPST 
TQ/EARRSAASLLSPARPRAHRD 
GTNNSRRATLRAVTLTARVRG 
F 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14319 


44687 


A 


14405 


1 


360 


SSSLSYLPAGQGSGPAARHA*A 

SHPLHGLLCGPSLPNEHRPLLQ 

GAQSH*PPKG*GVRAHGVGLA 

GRSTCSP/ECGIH*VKPAGLLSFL 

GPRCFYEL*QSPRRSAAASLLSP 

ARSRAHRE 


14320 


44688 


B 


14406 


80 


1166 




14321 


44689 


C 


14407 


1 


543 




14322 


44690 


B 


14408 


1 


930 




14323 


44691 


B 


14409 


1 


1473 




14324 


44692 


A 


14410 


388 


606 




14325 


44693 


A 


1441 1 


1 


798 




14326 


44694 


A 


14412 


687 


832 




14327 


44695 


B 


14413 


1 


1218 




14328 


44696 


B 


14414 


1 


642 




14329 


44697 


B 


14415 


1 


807 




14330 


44698 


A 


14416 


554 


724 




14331 


44699 


A 


14417 


216 


494 




14332 


44700 


A 


14418 


1 


3408 




14333 


44701 


A 


14419 


330 


858 


VPSLDGQRGLELDTECRLVYLQ 

SLS*T*RFSTSSPEQLDTECRLV 

HSQTLC*TQGADWCIYKP*VGL 

QVELPASPAPVWLAFLSPWVVN 

GTGRHGAGGGARRGGSGCTGA 

HGVGGRLRHGRLQVPSPAPWE 

GSCSLPSPIGPPFKRAHSVLQKG 

SSTLMVGTCASSPKVVPFHLLS 


14334 


44702 


B 


14420 


182 


1513 




14335 


44703 


B 


14421 


1 


1608 




14336 


44704 


C 


14422 


1 


1830 




14337 


44705 


A 


14423 


167 


433 


LPSRGAGLGTCSPPCLSLPPTPW 
APVRSEPPRRAPPP/GSTVPSP1N 
HPRAEECERMARDWQAAPPAA 
PVRDPLGEASWAPEFFGSMLPL 


14338 


44706 


B 


14424 


32 


352 




14339 


44707 


B 


14425 


103 


451 




14340 


44708 


A 


14426 


158 


921 


LPSRWAGLGTCSPPCLSLPPTP 

WAPVRPEPPRRAPPSAPRRPVPV 

RPPKG*GVPAHGAGLAGSSTCS 

PDICRVCRSEGTPEKPLYHPCVC 

TGSIKFIHQECVYSPDMPSRLPIQ 

DIFAGLVTSIGTAIRYWFHYTLV 

AFAWLGVVPLTAWHQLLDLGS 

TLNPGCSHLV1LKLTTSTKTLFP 

NKATFILVVLSQDKTLMEDPR 

MEDKWXEDRFSPFNSEALEITL 

GERHRPQTASVIPWFCSSRHVL 

NLGKINFEVD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14341 


44709 


A 


14427 


242 


515 


1QSVHWCIHKP*ARHRVLIGVFT 
IPELDIKVLHVPTRLRNPAGFTH 

SPWVVNGTGRSRAGDSTHRGG 
SG 


14342 


44710 


A 


14428 


759 


988 


T WPRKPLFPPRPLGL* WEGMLQ 

R^l TPPnniFPIII VIQIU/l F VTV 
IxoLr 1 V^j \JLslT JTIIU V lOl WL,L» V 1 I 

ANFGSWL*FLPRKWVFPFFIPVP 
NKFLIF1 


14343 


4471 1 


A 


14429 


130 


788 


VLQLIKAVWTPRTQEPSWLPPV 

NPARELQVELPASPAPCARTPQ 

LLGGRWDWAPWSRGWRSFGE 

ARAAQKPMEGVGGSGMAGCR 

SRALPHGKAAKARRAIEHSTGG 

LALLGDPVHSPQPLARVLSPSLP 

RASRAGWLLRVRGPPSPRPPGT 

PAGRQAPHAAPVPARASPSTPP/ 

\^t\J\c,t\ V \JOOr\j\l rs\J\>\JL,r v^l-lvLi 

EAEGLLKCHQSGSPGRGEELW 
HSR 


14344 


44712 


A 


14430 


10S 


1686 


ANRCPLPHPGTGAGRCLGASA 

GRAEEAGV*GPLHEGLGYRPA 

G LFLRADTG HRTPG WGGGGGG 

AGGRGGAAPGPGVGATRRFAG 

RRGCARHGAAVPAAVR\CCERL 

VLNVAGLRFETRARTLGRFPDT 

LLGDPARRGRFYDDARREYFFD 

RHRPSFDAVLYYYQSGGRLRRP 

AHVPLDVFLEEVAFYGLGAAA 

LA RLREDEGCPVPPERPLPRRAF 

ARQLWLLFEFPESSQAARVLAV 

VSVLVILVS1VVFCLETLPDFRD 

DRDGTGLAAAAAAGPFPAPLN 

GSSQMPGNPPRLPFNDPFFVVE 

TLCICWFSFELLVRLLVCPSKAI 

FFKNVMNLIDFVAILPYFVALG 

TELARQRGVGQQAMSLAILRV1 

RL VRVFRI FKLSRHSKGLQI LGQ 

TLRASMRELGLL1 FFLFIG V VLF 

SSAVYFAEVDRVDSHFTSIPESF 

WWAVVTMTTVGYGDMAPVT 

vncK ivrs^i c aiaovi tki pvp 

V UUIVJ V VJo L«V^/\ 1 AVVJ VL1 lOLl V r 

VIVOJF^YPYHRPTPfJPFArSMP 
v j v oiiro in rii\L i cuECnuivir 

SHVDMOPCGPLEGKANGGLVD 


14345 


44713 


A 


14431 


1 


427 




14346 


44714 


B 


14432 


8 


323 
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SEQID 

NO: 


SEQID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


14347 


44715 


A 


14433 


20 


1050 


FNLVYMSHVSDEGALSESASAT 

AASWPPHGFLQHFVPGRPQVPI 

CLYLLGQKTG*HMAPLLRQVT 

GSPIPPKTPGRG1RNMKRNEKR 

RYKTLMADGWELHQELSLGRT 

SSLPPYKGPGPWSPGFQKVSKG 

ANPVEIKRGVMLAVDAVIAEL 

KKQSKPVTKPEEIAQVATISAN 

GDKEIGN1ISDAMKKCGRKGIIT 

KISSVQSIVTALE1ANAYCKPLV 

IIAGDIDGEALTTL1LNRLKVGL 

QVVAVKAPGFGDNRKNQLKDT 

VIATGGEVGEVTV1KDYAMLL 

KGKGNKSQIEKCVQEIIDQSDV 

TTSEYEKEKLS\EKLSDGVAVL 

KSH P WSFCTKI YPLT 


14348 


44716 


A 


14434 




764 


TTATVLARSIAKEGFEKISKGA 

NPVEIRRGVMLAVDAVIAELKK 

QSKPVTTPEEIAQVAT1SANGD 

KEIGN1ISDAMKJCVGRKGV1TV 

KDG KTLN DELE 1 1 EG M KPDRG\ 

YISHPFINTSKGQKCGISRDAYV 

LLSEKKIS\SIQSIVPA\LEIAHAH 

RKPLVIIAEDVDGEALSTLVLN 

RLKVGLQVVAVKA\PGFGDNR 

KNQLKDMAIATGGAVFGEEGL 

TLNLEDVQPHDLGKVGEVIVTK 

DDAMLLKGKGDK 


14349 


44717 


A 


14435 


1 


3288 


MKLMETLNQCINAGHEMTKA1 

AIAQFNDDSPEARK1TRRWRIG 

EAADLVGVSSQA1RDAEKAGR 

LPHPDME1RGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLG EKDD VTY A I KPTC WPGLDI 

IPSCLALHRJETELMGrCFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

VIDSAPNLGIGTINVVC 


14350 


44718 


A 


14436 


2 


422 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


14351 


44719 


A 


14437 


529 


2484 


WG1MIIKKNKKAAPRAFGVRLE 

ECQPATENQRWQDLNVISSLLK 

SFFRKLPEPLFTDEELPL A PSFCP 

EEENGGRGGGPSPRYRLEPMDT 

IFVKNVKEDGPAHRAGLRTGD 

RLVKVNGESV1GKTYSQVIAL1 

QNSDDTLELSIMPKDEDILQLPA 

ERESGGEASEPPRVVRPEPSTRA 

LEPPAEDRGDEVVLRQKPPTGR 

KVQLTPARQMNLGFGDESPEPE 

ASGRGERLGRKVAPLATTEDSL 

ASIPFID1CVRPCAWLHALLDW 

MAQQRVLDMQGQSIGMGVSW 

DRELEEKGSEKGYDEPTSPSIDL 

QAKHVPASAVVSSAMNSAPVL 

GTSPSSPTFTFTLGRHYSQDCST 

SAHLNIFAGIFDISNDHLQVSTL 

ESNFTRIHLTHYTGGNFPAWLA 

WDAVPFSSDLLNLGVHVLETG 

AGTPFLGSACSSDG1ASQMNTA 

GLPQIRDLPGHYYETLKFLVGHX 

LKTIADHSEKNKMEPRNLVALV 

FGPTLVRTSEDNMTDMVTPHA 

♦PLTRSWETLIQALQTGSSVTKR 

YKGKENPCGLTRSLRQCPTLST 

FLPNIWQDSAPWRPGVSGPVGD 

LKDSTTCSSAKSKGSWAPKK.EP 

I AK^IV1L/A lor loA V IvrV^Ai^fcA A 
O U Avj AO M KJnjvUj Auu Al^o 

LGRGPQRRGHQERS 


14352 


44720 


B 


14438 


1 


1473 




14353 


44721 


A 


14439 


5 


694 


VPDKWGWCLFMSRYLETAIRT 

AACAASPRYLNPGRCSAARGPS 

SQSPRPPWSGHKKRTASPGWG 

GQSAASPMPPSRSWPASVGGPE 

FRLSETPSRPFTLSGMK*GWQV 

HSWAPALFCSVMSFSPDTCCLC 

K*AHSQPCSPSPSTVILLRETSSN 

WDWQPEDLGAPKASASPPPSTT 

GFCFSFRCLLTPEHVLPKTVLRI 
QPGCKVA 


14354 


44722 


A 


14440 


303 


757 


MAWKVSLRGRKVAGRAPSQLR 
WASPPSSGQSVKSLLLPPARRL 
CPGPGVPARCHRRI*GLGPGRG 
WRGEWRRDTNPWEPPQPRSPS/ 
G/PNC A WSDGCPRG A PRRPRAL 
♦AGAARRA APARI*VPWRn^ACi 

GCSNRRLQVPAHE*TPTPFIRYL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14355 


44723 


A 


14441 


1 


534 


RHEDHSEPTFLISPSLLCFLLPSA 

PPLPRLTP1\PAALLVPAVQRME 

PVLFLPAPGAAACRVWHPALPP 

PRQAAVSSSRPCYXPCVARSAPA 

GRVRAAGVPVPAPPSSSPRLGRV 

GGRSRSPNVVFRVRGAAPG/PG 

L*1SPWTP/PLNEAS*RQRGCPAS 

FAVYGGQEWRPPQWPGPPRGP 


14356 


44724 


B 


14442 


157 


2143 




14357 


44725 


A 


14443 


258 


4089 


QL1TCLSRPETGGKFEVDTQRP 

VCPPSRARAARASAAAVAAAA 

TLTPPTMDSFDLALLQEWDLES 

LCVYEPDRNALRRKERERRNQ 

ETQQDDGTFNSSYSLFSEPYKT 

NKGDELSNR1QNTLGNYDEMK 

DFLTDRTNQSHLVGVPKPGVPQ 

TPVNKIDEHFVADSRAQNQPSSI 

CSTTTSTPAAVPVQQSKRGTMG 

WQKAGHPPSDGQQRATQQGSL 

RTLLGDGVGRQQ/HSGQTSVQC 

GGGPSDPGEATCHGGQ 


14358 


44726 


B 


14444 


1 


1326 




14359 


44727 


A 


14445 


453 


710 


SQHFGKPRQVDHLRPGV*DQP 
GQHGETPSLLKJQKLTGRGGAC 
LW/QSQLLRRLRQENRLNLGGG 
GCSEPGSCHCPPAWATERDSVS 


14360 


44728 


B 


14446 


32 


290 




14361 


44729 


A 


14447 


244 


426 




14362 


44730 


A 


14448 


69 


221 


QWRFCG1ERGERWGKD*EIGW 
LPCLCGKK*IWETF\ILFCTKKN 
SSALGSC 


14363 


44731 


A 


14449 


27 


220 


A V I LTAKICSFTPEPSKTTSPPGG 
TNNSRRATLRAVTLTVKVCSFT 
P*GSAASFLKSVRPRTHQ 


14364 


44732 


A 


14450 


115 


732 


EPETRJDPLSWNSSQLPVAALH 

LPGMSSVGAGQAICNLCCLGDL 

VSPSSLPALERTGPPPWNRGPK 

GRGRLPSL/TVSQPSLVIPPGTG 

KSEVNADRSRPPAYCSNLGRYS 

GPGPPSLV1PPGTGKSEVNADRS 

GPPAYCSNHFPSALP**RSSMRS 

LSLQQTSAWTCRHFHTSVLKSR 

WRFPNLNSCLLCTCRPNTTWKP 

CLGACTL 


14365 


44733 


A 


14451 


528 


875 


EHGYFQGTLGQKGCKSGKPPG 

GTLKTLLVTLREPGRLQSP*TSL 

WVSERLP*YP*GDTGENCPKLS 

FHLRNLGPS*AG*RERPPQGGL 

YLPPQAYRLMQGSAFWPLFGY 

APSPQR 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=£top codon, /=posstble nucleotide 
deletion, V=possible nucleotide insertion) 


14366 


44734 


A 


14452 


2788 


3414 


ACFSYIAFWRrNTTSTANLSKES 

LTSTTSRSWVIlslVNIVIFCTDWL 

F YK WLL KN FP! Y FY M 1 FPFNQ IT 

FHSMGSCAARASPTSTTPCSTA 

PSPIDHPRAEE\SSTRRVTGRQL 

HLQPAKICSFTPEPSKTTSPPGG 

TNNS\SALP*EL*HSPRRSAASL 

QFRTR*YPYRYQSQGPGSHF*L 

PLPLPSS1HDHF*LFHLQHTFQS 

HALLP 


14367 


44735 


A 


14453 


662 


1338 


VLQLIKAVWTQRPLGGRWDW 

APWSRRWCSSGRLRPHRNQWS 

GWEAQAWGLQVPEPCPAGRQL 

RPGEKSSTAPVCTSCCRTRSTA 

GPTGCPSTRRDPTLSASPS*TST 

TSLATATASASMWAGSCTSIST 

RGSASLVHQALTWPGSGPASPR 

KR\TGSHPVA*AGVRWRAHRSL 

QPQTPGLK*SSHFSLPSGWNYR 

HSNHP1SQSFPHLSPLS1PQNHH 

CHHGPFSM 


14368 


44736 


A 


14454 


3 


415 


DFLLFSE1LPASQSASAILPALPA 

SHRCPCCLDVPLPPEVPGPARLP 

VAAASVWRPVQHLSLLGRWA 

GPT*DRTESRETNAEVEADLPP 

LYAHGRLEPTAGPSGASAVLST 

SSEYCPGPHPKMGHRRVTSCLS 

TCQS 


14369 


44737 


A 


14455 


659 


818 




1 AllCi 
1 4,5 /U 


AA*71Q 

44 /ia 


A 

A 


1 AA C£ 

144 jo 


1 


7IU 




14 J 1 1 




A 


1 AA C*7 

144 D / 


1A O 

^4y 


AQ1 

4yj 


SS* V RwVSGR* HPQ* STLS APLG 
ETSGCHQGGLHDLKJVVL 


14372 


44740 


B 


14458 


1 


1338 




14373 


44741 


A 


14459 


83 


426 




14374 


44742 


A 


14460 


93 


345 


APALCLQILLDCKSVRNRTSRF 
RPRbVGIQQYKKGGGAAGKGG 

t/^\i a rwTf 1 ro !/■ 1^0 * r\ivrni Fir* 

I GN APOr LLFSKDS* KDPTPLPP 
rLLL v GQKiJH ¥ lv?LHQE 


I 4.3 / J 


AA1A1 


A 

A 


1 AA&\ 


1 
1 


1 i\)Z 




14376 


44744 


A 


14462 


1 


1174 




14377 


44745 


A 


14463 


274 


1428 




14378 


44746 


A 


14464 


411 


627 


HCLSHFQNTGPRGDVDFQQELA 
FPVLMADIRrvEERSHLCRSSRR 
1 WT1LDKS*IQGSRLSSKEQGW 
GWGTSRK 




AAHA1 
44 /4 / 


D 
O 


1 A AdZ. 

I440> 


1 
J 


1 553 




14380 


44748 




14466 


296 


449 




14381 


44749 


B 


14467 


1 


2061 




14382 


44750 


B 


14468 


10 


1099 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14383 


44751 


A 


14469 


34 


406 


GGGFISLDTGSHHKSHPGGS*H 

ALGWVRPHTLNSP\PSQQPGNC 

GNPAWEC*GPHG/APSRWSCST 

PCRPSHPKVPAVRVAGPAGGCT 

P Y RT/PTRRTPR* RPGPC A ACDR 

PVLHPHCGPRGPGAYPR 


14384 


44752 


A 


14470 


623 


1671 


VLRSVSSWLPTSMAMTVLAPM 

LRAMS AGRLLM * PPSMSRCPSL 

GSHSGGR*PDS/GHAGAHVPPQ 

GAIFVDSHG*GGDICGHVEVRQ 

P/QG PQS A YPG RPDG CCG * RQT 

Q*TWR*LGT*GPTQVPAPKSCS 

WPTPGPAASCGWRCAPPRTTLR 

♦KSQWTCRPPGPRGPPPPLMPL 

VLRCASSPWPRPRLAQGQWCS 

P*APSPSGRSRCAGPRAWRKPS 

RRAHAAWQGCGAKRGGADSA 

GAGAPSTSCAYLATPRCAWGP 

HPPLGGAGLAA*GRAQPCSPAS 

APAGRG*APGPPGPQ*GCSRPV 

AGSARSRASARRPSGRVRYGV 

HPPAGPATLTAGTLGCYPVRRP 

PGVPG 


14385 


44753 


A 


14471 


32 


972 


QSGTFSTKNEGRTTRDVYDGR 

GPRVGRCGTCVYVRYVHDRPH 

APPHERARRNDGNTQRTGNAR 

PGTAMPTATTDQPKGRSTRHK 

ETKRGRTARNGKQQNNPRK/RP 

RXDKRKQGSAGEGERGAGGKE 

KGQPRDTEAKGDRRTDFPPPNG 

\P*GQSKRGANIGGWFPPPRLGT 

PNPPLPGPQSAQVSGP*TPQMW 

MPTGTGCCGGSQ\SGSPPPWCV 

SP*PVAEALFHSST/PAPRHPSPP 

SSSPKHSHQPSTPPP*ISLGQGPC 

RPPKRRPAPDQPQVPRCPEPSC 

AYLATPRPTMRMQSACRGSAR 

SRASARRPSG 


14386 


44754 


A 


14472 


1 


3128 




14387 


44755 


B 


14473 


239 


5474 




14388 


44756 


A 


14474 


542 


781 


PAS11MTGS1SHITILTLRVNRLN 

A CII/DUDf Tf"Ml/AIT> /II/OATM 0\7 

ASIKRJHI^TDWQIK/IK.SQDLSV 
CY1QETHFTCKDPHKLKIKGWR 
KIYQVN*KQKKK 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=posstble nucleotide insertion) 


14389 


44757 


A 


14475 


724 


1340 


QLTLQGRRVAPR*PSRVALEQE/ 

CGYNALLRYEGFENDSGLDFW 

CNICGSDIMPVGV/CAASGKPLV 

PPRTIQHKYTNWKAFLVKRLTG 

AKTLPPDFSQKVSESMQYPFKP 

CMRVEVVDKRHLCRTRVAVVE 

SVIGGRLRLVYEESEDRTDDFW 

CnMHorLIHHIU WaKMUHKrK. 

RSDITKKQDGHFDTPPHLFAKV 

RSFYKNPHL 


14390 


44758 


A 


14476 


1822 


2226 


KRLFTNRTRITPFV A INSH H H H H 

HH1TUNT11TTTSTINSHHHHHY 

YHHHHHHHHHHQHI1T1NTTT 

TNTTTTNNN 11 1 1 ITITTTTNTT 

TTSTrNSHHHHHNQHCHHHHH 

HHHH/HHHHHQYHHHHH*HYQ 

VHHHHHHYYHHHHHHHHHHQ/ 

HHHHHQHHHNQHHHHQQQHH 

r~\ iiiii iii ^7 1 1 1 ri i tiiii tii (~\ 1 1 \/ 1 1 
DHHHHYHHHyHHHHl^HYt^XH 

HHHHHNQHCHHHHHHHHHQH 

HHDPPHHHQH*HSHQHH 


14391 


44759 


A 


14477 


232 


625 


EGCCCI A I M VQKYQSP VRV Y K 
YPFELIM A LRK\RYPRCC VTCS* 
TGGAQQVGFRFLDLPLSLCTP* 

i u/DTCCCVICtDL' A * PPCPCDI 

CLWKlob&Nr*KJw\AUCouolvL 
QSHHFGLIPQPTAPKPWSSPLHI 
TKPQTLGQRDPGPRTRKRSK 


14392 


44760 


A 


14478 


1 


808 


MPKTTACNVHTVTWASCEMAD 

SDSTGLRHHDSCED PASPGRSD 

LCLVPHPTRPAVRGGRPAGGRC 

PAVPAEGPWRHLQQAQEGLKR 

LAGGLERLLENPVRRALPQGA 

QGHRAEPTEARPHPAPEHRRAG 

AAAERAERLESQPVGASAAAA 

SAASARIPYLVAVPAAGPPRHR 

CRRHRRGPGTSSGPRTAL1RPAT 

ARARAGI VSEPRTA PG ATRA RP 

WRQGSHNPVAPSAP*LLRGPS!P 

WQIRPMPCPTSHQTCSERRPSG 

RWQMPGSACRRSLETSSAGAG 

RAQEAGGRLGETSGESG/RAGL 

YLKELRAIVLNQQRLVRTQRQS 

IDELERRLNELSA*NRSLWEHP 

QLPQAQPPPGFLTS* PSPLPALL 

GTA A A ATAG AQEH LQDHGQRS 

SARPLPAPELASFQNHEQLLAQ 

PFPDPfifi R A HTTOSPHOH PGTL 

GVKANKEKKGPPGCCAAPGTP 

LQQESPAPSARES 



WO 01/075067 % PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \-possible nucleotide insertion) 


14393 


44761 


A 


14479 


1 


831 


MIRYFGDYWTQALLTLIPGDPK 

HPRGPPVKVGVYGGQGYINSL 

ALCHNFIWRELNRFSLLQDVPL 

VRYIDN1ML1GS1KFLGVQWCG 

ACRDIPSKDPADPMVLEVSVAD 

RDAVWSIWQALIDESQQRPLGF 

WSKSLPSSADNYSPFERQLLAY 

Y W AL V ETERSTMGHQ VTMLPE 

LPVMNWVLSDPSSHK/ANGLA 

GWSGTGKKHDWKIGDKEIWRR 

GMWMDLSEWSK/D/VKIFVSHV 

S A HQRVTSA EEEFNTMQ V D RMT 

RSMDTTQPLYPTTPVIAQWAHE 


14394 


44762 


B 


14480 


56 


3476 




14395 


44763 


A 


14481 


3 


591 


DPADPMVLEVSEADRDAWPIS 

ESQQRPLGFWSKALPSSANNYS 

FFKRQLLACYWVLVEIEHLTM 

GHQVTMRPELPI INC VLSDPCSH 

KVGHAQQHSHKWRWYIHDWA 

EGTSKLHEEVAQIPMVSTPSLP 

QPAPMASWEVPYDQLTEEEKT 

RAWFTDGSARHAGATQKWTA 

VALQPLSGTSLQDSSEEKSSQW 


14396 


44764 


A 


14482 


1 


1275 


MEKNDIDQSRRRKVVEMNENV 

QL VRYG EQASDLKTATKFKSPS 

EVKHI RFIQQAFIGSKLLMRPW 

TTVTKQILSLKSAKIALSESLIPC 

RKRAEFVEKQTQAFIMQVSDL 

QQKVHAQPSQVSTVKVKALIG 

KEWDPATWNGDVWEGPDEAG 

DTEFVNSDEAFLPEATAFPSPEV 

GNDQTVWGLLDTGSELMLIPG 

DPKYYRGPPVKVGAYGGQVIN 

RGLAQIQLSMDPVGHRTRPVVS 

SPLPECIIGTDILSSRQNPHIGSLT 

DITLVHY1DDIMLIGSSEQEVTIT 

LDLLVQAVAQAALPVGPYDPA 

DPMELKVSVADRDAVWSLWQ 

AP1VTMRPERPIMNWVLSDPSS 

HKVGCAQQHSIIKWKWYIRDW 

ARSGPEGTNHSRRVCS/LPQVQ 

APSAR*ATARRGGQAASGCCLF 

WSCTCFSNFDV 


14397 


44765 


A 


14483 


604 


1760 


NSWCRWFNFRY*YPTFYWES* 
NT*IPLREWFG*NHDASCP*TLD 
SKSFSFETRTGSPCSSSLQTAYC 
GTLW1VQGV 


14398 


44766 


A 


14484 


2710 


3060 




14399 


44767 


A 


14485 


3 


227 




14400 


44768 - 


A 


14486 


3 


266 




14401 


44769 


A 


14487 


2 


564 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14402 


44770 


A 


I448S 


2 


503 


FFFFLPIGFWRQHIPRLSVLLQH1 

Y*VT*NAASFEWGPEQEICAL*Q 

VQAVVQVALPLGPYDPADPML 

LEVSVADKDAGCTR1AQAPIGE 

SQWRSLGFRSKALRSSAENYSS 

FERQLLACYWALVETECLTLG 

HQVTI * PELPIMN WVLSDPSSHK 

VGHEQQHSIIKWK 


14403 


44771 


A 


14489 


2 


469 




14404 


44772 


A 


14490 


I 


633 


MTVDYRKFNQVVTPMAA/AVP 

DA VSLLEQ1NTFPGTWY A A ! DL 

ANAFFSIPVHEAHQKQFAFULPQ 

GYINFPALCrfNLIRRELDFFLLL 

QDITLVHYIDDILLIGSSEQEVV 

NTLDLL1HKRSKEAEHTAASRIR 

VSCLPEQKSHEQTLPWEQVPSS 

GDIKEYFPNAFVLLTTASLQGQ 

DNTSQLQLTWKAPEDIKMSKT 

DADADEEIEALRG 


14405 


44773 


A 


14491 


1 


518 


MTVDYCKLNQVVIPIAAAVSD 

VVSLLEQINTSPGTWYAAIDLA 

NAFFSIPVHKAQQKQFAFSWQG 

QQYTFTVLPQWYINSPALCHNL 

IRRDLDCFSLPLDITLVHYIDDI 

MLIGSTIKWVVHSS/DSIIKWKW 

YVHDWARAGPEGTTNGLAG*S 

U 1 LMvncWK 1 OJJKvjIKAjKvj 


14406 


44774 


C 


14492 


33 


932 




14407 


44775 


B 


14493 


27 


2457 





WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14408 


44776 


A 


14494 


332 


2158 


RGYVFCSWKKTDGS/WRMTVD 

YCKLNQVVIPIAAAVSDVVSLL 

EQINTSPGTWYAA1DLANAFFS1 

PVHKAQQKQFAFSWQGQQYTF 

TVLPQWYINSPALCHNL1RRDL 

DCFSLPLD1TLVHYIDDIMLIGVP 

RQLLACY/WALVETEHLT1SHQ 

VTMRPELPIMNWVLFDPSSHKV 

GCAQQHSI1KWKWYVHDWAR 

AGPEGTTTPV1SQWPHEQCGHG 

GRDGGYAWAQQCRLPLTKAD 

LNTATAKRPICQQQRPTLSPQY 

GTIPQGDQPATWWWVDYMGS 

LPSWKGQRFVLTGIDTYSGYGF 

A YPACN AS AKTAICGLTECLI H 

HHD1PHS1ASDQGTHFMAKEVR 

QWAHDHGIHWSYHVSHHPEA 

AGLIEWWNGLLKSQLQCQLGD 

NT WQG WG K VLQK V V Y ALNQH 

PIYGTVSPIAKIHRSRNQGLEVA 

PLTITPRDPLAKFLLPFPATLQS 

AGLEVL VPEEGTLPPG DTM1PL 

NWKLRLPPRHFGLLLPLNQQA 

KKGVTVLAGVTDLDYKDEITL 

LLHNGG K E E Y A WNTG DPLG L L 

LILPCPMIKVNGKLQQLKPEAL 

VPKGVVFPPGDTTMLSLSWKL 

RLPSGHVGLLMPLSQQVQKGV 


14409 


44777 


A 


14495 


1 


3187 


MAEGKEEQVLSYTDGSRQREN 

EEDAKAETPDKT1RSHETYSLPR 

EWYEGNRPHDSITSQWVPPTTR 

GNYGSTIQDEIWVGDHSGYVRP 

VPVPRSLNSDISYFGVGGKQAV 

FFVGQSARMISKPADSQDVHEL 

VLSKEDFEKKEKNKEAIYSGYI 

RNRKDDYDNHTGIDLVGTIIATI 

KGSNEEDTDTPLF1GKVRTLEFP 

FVNGSAE1MLMPSNQQHKTDE 

KGRANLGVFSVFAPRGEHTLQ 

VKA1 YNKS 1 1 EG P 


14410 


44778 


A 


14496 


266 


467 




14411 


44779 


B 


14497 


152 


1245 





wo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


14412 


44780 


A 


14498 


1 


1445 


MLRAAAGGQGLAAAGMGLCA 

RPAGGSQLPRERMKGNRACLP 

LPPAVALTKGREKPDAGHQGK 

STQM MRESERG PCTH WTEERP 

GRQLKI LLQKQMRQNTLM AFQ 

VS WDG RN KEIGRTFPH ATAPHT 

QQLIFAMKIKRTGVTVEPWGLF 

ETGQRJRPIQAAGL*LSSSSTTC 

VALAPLLTMHVKSLALLSAP/Q 

MGALSTITSITTTRRQTPAESHF 

PAARFHLLAPHSPTLPPCCPGEP 

SESAVTVLCFAKGKTAQDAAVN 

PTTSLTAAGHLAPRS*SSWSRM 

PVKVRRAPDSLPETSAHALPLT 

H*SWLPSASWGPASRALPGSEW 

VLKPVWQ/AITGPVSQITSSPGIP 

KP\GPLQA*GSAHPQALGFSVL 

QIPLSNSPTSPMTPPLPRPKISNS 

SLPSQ/PPQALFPNRWTNSSSPV 

HVITSAAQVPRTPREWPAVSFYR 

TTATTASLIPHLWAPPQEN*QTS 

PAQNGSTLPCMSQATFHFPSP 


14413 


44781 


A 


14499 


44 


455 


HLRNRTR/PSQ1TPHIYNHL1FDK 

/PLFNIWWWENWLAICRXLKLD 

PFLTPYTKTNSRWIKD*NIRPKSI 

KNLEENLGNTIQHLG/TGKDFM 

TKTPKAM ATKA Kl DJ WDLI KLK 

S FCTAKETIIR VN RLPT* WEKIF 

AfYP 


14414 


44782 


A 


14500 


1 


346 




14415 


44783 


A 


14501 


1926 


2448 


DFIAVITTRKQLKTKYNAHHSK 
QAITKHFSPK1SDLILCLKKKIM 
NRHFSKEDIYAAKKHMKKCSP 
SL AIREMQI KTTM R YHLTP VRM 
AIIKKSGNNRCRRGCGEIGTLLH 
CWWDCKLVQPLCKSMWRFLR 
DL\DPAI PLLGI YPKDYKSCCYK 
DTCTRMFIAALFTIAKTWNQP 



WO 01/075067 PCT/USO 1/08631 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14416 


44784 


A 


14502 


1 


2142 


M 1 ILIDA EKAFDKIQQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

N 1 1 LNGQKLEAFPLKTGTRQGCP 

LSPLLFNI VLEVLAQAI RQEK.EI 

KGIQLGKEEVKLSLFADDMILY 

L ENPI VS AQKLLKLI SN VSK VSG 

YKINVQKSQAFLYTNNRQTESQ 

I M SEFPFTI ATKR1K YLG IQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKN1ACSWIGRJNIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGG1ALVDIPNVNDKL 

MVLEVLARAIRQKKEIKG1QLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTI ATKRJK Y LG IQLTRD VKDLF 

KENYKPLLKEIREDTNK.WKNIP 

CSRIG RJNIM KM Al LPKVI YRFN 

DIPIKLPMTFFTELEKTTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

N RDI DQ WNRTEASE VTSH I YNH 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLAICRK.LKLDPFLTPYT 

KIHSRWIKDLNVRPKTIKTLEEN 

LGNT1QDIGMGKDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETTIR VSRQPTE WEKIFA I YPS 

DKGLI SRI YKELKOI YRKKVTNN 

PIKKWAKNMNRHFSKEDIYAA 

NRQM KKCSSSLVIREMQI KTTM 


14417 


44785 


A 


14503 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 

QLQDT*SSDSPKLK*RKKC*GQ 

PERKVKLPTKGSPSD*KRISRQ/ 

KTLQARRQS WFFEK1NKI DRPQ 

ARLIKKKREKNQIDTIKNDKGD 

ITTDPTEJQITIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVN RPITGSEIEAITNSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQP1EKEG1LPNSFYEASII 

L1PK.PGRDTTKKGNFRPISLMNI 

DAKIL 



i orto 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14418 


44786 


A 


14504 


1 


2877 


MENDFDELREEGFRQSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

iTNTEKCLKELMELKTKAQELR 

EEWRSLRSRCDQLEERVSAME 

DEMNEMKGEGKFREKRJKRNE 

QSLQEIWDYVKRPNLCL1GVPE 

RDGQNGTKLENTLQDVIQENFP 

N LA RQAN VQIQEIQRTPQRYSS 

RRATPRHIIVRFTKVEMK.EKML 

P A A P Fk" FlfYTTIQF VVVI4I VTTU 
IxAAKclVtlVtf 1 I lot I Y KrlL, Y 1 N 

KLENLEEMDKFLDTYTLPTLNQ 
EEVESLNRPITGAE 


14419 


44787 


A 


14505 


I 


2347 


MELKTKARELHDECTSLSSRFD 

QLEERVSVMEDEMNEMNLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEPSII 

LIAKPGRDTTKKENFRPISLMNI 

NAKJLNKMLANQIQQHIKKLIH 

HDQVGFIPGMQGWFNIRKSINV 

IQHINRTKDKNHMIIS1DAEKAF 

DKIQQHFM LKTLNKL VLEVL A 

RAIRQEKEIKG1QLGKEEVKVSL 

FADDMIVYLENPTVSAQNLLKL 

IGNFSKVSGYKINVQKSQAFLY 

TNNRQTERQIMSELPFTIASKRI 

KYLGIQLTRDVKDLFKENNKPL 

LKEVKEDTNEWKNIPCSWVGRI 

NIVKMAILPKV1YRFNAIPIKLP 

MTFFTELEKTTLKFIWNQKRAC 

IAKS1FSQKNKAGGITLPDFKLY 

YKATVTKTAWYWYQNRDIAQ 

WNRTEPSEIMLHIYNYLIFDKPE 

KNKQWGKDSLFNKWCWENWL 

A ICRKVKLDPFLTPYTKMNSR 

WIKDLNVRPKTIKTLEENLGITI 

QDIGVGKDFMSKTPKAMATKA 

Kl DKWDLI KLKSFCTA K ETTI R V 

N RQPTT WEK I F ATYSSDKG L I S R 

1YNELKQIYKKKTNNP1KKWAK 

DVNRHFSKEDIYAAKKHMKKC 

SSSL A 1 REMQI KTTMRY H LTP V 

RMAI1KLKSGNNRKIO/GGIWCD 

RIL*R*TTCRVAKEIOSL*RRI/W 

KRLORTLSlPVLDAV*PPMF*AS 


1 AAOf\ 
1 HH/,\J 


AAHW 


D 
O 


14c A/: 


- 






\AA1 1 
I t ¥\L 1 


AA1QQ 
HH fJSy 


A 

A 


I**jU 1 









14422 




A 


I 4JUO 


1 / 


2109 




14423 


44791 


A 


14509 




2757 




14424 


44792 


A 


14510 




2304 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn t 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


14425 


44793 


A 


14511 


1 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADLIDIYRTLH 

PKSTE YTFFS A PH H TYSKTDH I L 

GSKALLSECKRTEI1TNYLSDDS 

A 1 K L E LRJ KN LTQN RSTT WKLN 

NLLLDDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTVQKINES 

RSWFFERINKIDRQLARLIKKKR 

EKNLIDAIKNDKGDITTDPTE1Q 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEI V A 1 INSLTTKKSPGPDG 

FTAEFYQRAIRQEKE1KGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKLISNFSKVSGYK1NVQKSQ 

AFLYTNNRQTESQIMSELPFT1A 

SKRJKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDTNKWKNIPCSW 

VGRINIVKMAILPKVIYRFNA1PI 

KLPMTFFTELKKTTLNFIWNQK 

\RAHIAKSA/LSQKNKAGG!TLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQWNRTEPSEIMPRIYNYL 

IFDKPEKNKQWGKDSLFNKWC 

WKNWLAICRKLKLDPFLTPYT 

KINSRWIKDLNIRPKTIKTLEEN 

LGITIQDIGMGKDFMSKTPKAM 

TTNRVNRQPTKWEKJFATYSSD 


14426 


44794 


B 


14512 


i 


2337 





A Of\A 



wo 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


14427 


44795 


A 


14513 


1 


1544 


H INRAKDKNHMI ISI DAEKAFD 

KIQQHFMLKTLNKLGIDGTYFR 

KSiNViQHiNRAKDKiN'HMiiSiD 

AEKAFDKIQQHFMLKTLNKLG1 

DGTYFRKSIN/DNPAYKQSQRQ 

KP\LIIS1DAEKAFDKIQQPFMLK 

TLNKLDNIIVYLENP1VSAPNLL 

KLISNFSKVSGYKJMVQKSQAF 

LYTNNSQTESQIMSELPFTIASK 

RJKYLGIQLTRDVKDLFKENYK 

PLLKE1KEDTKKWKNIPCSWVG 

R1NIVKMAILRKVIYRFNAIPIKL 

PMTFFTELEKTTLKFI WNQKRA 

P V A KA1LSQKNKAGG ITLPDFK 

LYYKATVTKTAWYWYQNRDI 

GQWNRTEPSEITPHVYNYLIFD 

KPEKTKQWGKDSLFNKWCWE 

NWLA1CRKLKLDPFLTPYTKIN 

SRW1KDLNVRPKTIKTLEENLGI 

T1QDIGMGKDFMSKTPKAMAT 

KDK1DKWDL1KLKSFCTAKETT 

IRVNRQPTEWEKTFATYSSDKG 

LISRJYNELKLIYKKKTNNPIKK 

WAKDNfNRHFSKEDIYAAKKH 

MKKCSSSLAIREMQIKTTVRYH 

LTPVRMAIIKKSGNN 


14428 


44796 


B 


14514 


110 


2153 




14429 


44797 


A 


14515 


1 


3210 


MVKGSIQQEELTILN1YAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDL1DIYRTLHPKS 

TE YTFFS APH H T YS KIDHIVG SK 

ALLSKCKRTEIITNCLSDHSAIK 

LELRIKNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

PI A T XI A ITl/Tl 1/ /~vr->r> CI/ir\TI TPA1 

FIALNAHKRKQERSKIDTLTSQL 
KELEKQEQTHSKASRRQEITKIR 
AELKEIETQ 


14430 


44798 


A 


14516 


3 


2820 


ENKDTTYQNLA WD AFK A VCRG 

KFIALNAHKRKQERSKIDTLTS 

QLKELEKQEQTHS KASRRQEIT 

K1RAELKE1ETQKSLQKINESRS 

WFFERINNIDRPLARLIKKKREK 

NQIDTIKNDKGDITTDPTEIQTTI 

REYYKHLYANKLKNLEEMDKF 

LDTYTLPRLNQEEVESLNRPITG 

SEIVTIINSLPTKKSPGPDGFTAE 

CVftDVI/CCI \/DC1 I V 1 CACICI/C 

G1LPNSFYEASIIL1PK.PGRDTTK 
KENFR 
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SEQ 10 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon f /—possible nucleotide 
deletion, ^possible nucleotide insertion) 


14431 


44799 


A 


14517 


687 


2274 


LRDCKRINQHPVKTDQSAFCK 

M/API/MQDVVLEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENP1VSAQNLLKLISNFSKV 

SGYK1NAQKSQAFLYTNNRQTE 

SQIMSELPFT1ASICR1KYLGIQLT 

RDVKDLFKENYKPLLKEITEDT 

NKWKN1PCSWVGRINIVKMA1L 

PKVIYRFNAIPIKLPMTFFTELE 

KTTLKFIWNQKRARMAKSILSQ 

KNKAGGITLPDFKLYYKATVT 

KTAWYWYQNRDVDQWNRTEP 

SE 1 TPH I YN YLIFDKPDKN KQ W 

GKDSLFNKWGWENWLAICRKL 

KLDPFLTPYTRINSRWIKDLNV 

RPKT1KTLEENLD1TIQDIGMGK 

DFMSKTPKAMATKAKIDKWDL 

IKLKSFCIAKETTIRVNRQPTKW 

EK1FATYSPDKGL1SRIYNELKQI 

YKKKTNNP1KKWAKDMNRHFS 

KEDIYAAKKHMKRCSSSLAIRE 

IQ1 KTTMRYHLTP VRM A 1 1 KKSG 

NN/R/CF*WQKPGPSG*ALRSWK 

EDIAGTSYVGMNQCQMRKNTK 

TLI 


14432 


44800 


B 


14518 


1 


3192 




14433 


44801 


A 


14519 


1 


2814 




14434 


44802 


A 


14520 


1 


3144 


MGDFNTPLSTLDRSSRQKVNK 

DTQELNSTLHHADLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHVV 

GSKALLSKCKRTEIITNCLSDHS 

AIKPELRIKKLTQNRSTTWKLN 

NLLLNDYWVHNKMKAE1KMFF 

ETNENKDTTYQNLWDTFKAVS 

RGKF1ALNAHKRKQKRCK1DTL 

ASQLKEVEKQEQTHSKASRRQ 

EITKIRAELKE1ETQKTLQKINES 

RSWFLERINKIDRPLARLIKKKR 

EKNQIDVIKNDK 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletions-possible nucleotide insertion) 


14435 


44803 


A 


14521 


1 


2616 


TTYQNLWDAFKAVCRGKFIAL 

NVHKRKQERSKIDTLTSQLKEL 

EKQEQTHSKASRRQEiTKiRAEL 

KEIETQKTLQKINESRSWFFERI 

NKIDRPLARLIKKKREKNQ1DAI 

KNDKGDITTNPTEIQTTIREYYK 

HLYANKLENLEEMHKFLDTYT 

LPRLNQEEVESLNRP1TGAEIVA 

IINSLPTKKSPGPDGFTGEFYQR 

YKEELVPFL/LKLFQS1EKEGIXM 

NIDAKILNKILANRIQQHIKKLI 

HHDQVGFIPGRQGWFNICKSIN 

V1QHINRAKDKNHMIISIDAEKA 

FDKIQQLFMLKTLNKLGIDGTY 

FKIIRAIYDKPTANIILNGKKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARAIRQEKEIKG1QLGKEEV 

KLSLFADDMIVYLENP1VSAQN 

LLKLISNFSKVSGYK1NVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRIKYLGIQLTRDVKDLFKEN 

YKPLLKE1KEDANKWKNIPCSW 

VGR1NIVKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKF1WNQK 

RAHITKAILSQKNKARGITLPDF 

KL Y Y K AT VTKTA WY WYQN RD 

IDQWNRTQPSEITPHIYNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTTKTLEENLG 

ITIQDIGMGMDFMSKTPKAMAT 

KDKIDKWDLIKLKSFCTAKETT 



wo 



01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*~Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


14436 


44804 


A 


14522 


782 


3024 


SKTVPTGNSLEPTQNCWLQQW 

LPQD1EIEKQEQT/HSKASRRQE1 

TKIGAELEE1ETQKTLQKINESR 

SWFFEKINKSDRPLARLIKKKR 

EKNQIDAIKNDKGDITTDPTEIQ 

TTIREYCKHLYANKLENLEEMN 

KFLDTYTLPRLNQEEVESLNRP1 

TGSE1EAIINSLPTKKSPGPDGFT 

AEFYQRYKEELHINRTKDKNH 

MIISIDAEKAFDKIQQRFMLKTL 

NKLVLEVLARAIRQEKEIKGVQ 

LGKEEVKLSLFADDMIVYLENP 

IVSAQNLLNL1SNFSKVSGYKIN 

VQKSQAFLYTNNRQTESQIMSE 

LPFTIASKRIKYLGIQLTRDVKD 

LFKENYKPLLNERKEDTNKWK 

NIPCSWVERINIVKMA1LPKVIY 

RFNAIPIKLPMTFFTELEKTTLK 

FIWNQKRARIAKSILSQKNKAG 

GITLPDFKLYYKATVTKTAWYS 

YQNRDIDQ WNRTEPSEI LPRI YN 

YLIFDKPEKNKQWGKDSLFNK 

WCWENWLAICRKLKLDPFLKP 

YTKIKSGW1KDLNVRPKTIKTL 

EENLGITIQD1GMGKDFMSKTP 

KAMATKAKIDKWDLIKLKSFC 

TAKETTIRVMRQPTEREKI F ATY 

SSDKGLISRIYKELKQ1YKKRTN 

NLIKKWVKDMNRHFSKEDVYA 

a is is fix m is i/ooC'Ci a inn m /"vi \s * i » i * 

AKKJiMKKCSSSLAIREMQIKTT 
MRYHLTP V RM A 1 1 KJCSGNN RITI 
VLLPGSLIVRSFHVTLNAILLHP 


14437 


44805 


A 


14523 


1 


1701 




14438 


44806 


A 


14524 


1 


4434 




14439 


44807 


A 


14525 


1 


2913 


MGGPAALCIAVVPGDLVVALC 

LEEG LG SG I ATW ACS P WRI SQG 

THLTFRSSLAVAAIPEGLPIVVM 

VTLVLGVLRMAKKRVIVKKLPI 

VETLGCCSVLCSDKTGTLTANE 

MTVTQLVTSDGLRAEVSGVGY 

DGQGTVCLLPSKEVIKEFSNVS 

VGKLVEAGCVANNAVIRKNAV 

MGQPTEGALMALALFCDQEDIY 

FMKGALEEVIRYCTMYNNGGIP 

LPLTPQQRG AGPGDT A L PS A A S 

AFARMSAAERNDAFQG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon tor peptide 
sequence 


Nucleotide location of las 
codon Tor last amino acid 
of peptide sequence 


I Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


14440 


44808 


A 


14526 


1 


3009 


MG DFNTPLSTLDRSM RQK V KK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKiDHIL 

GSKALLSKCKRTEHTNYLSDGS 

AIKLELR1KNLTQNRSTTWKLN 

NLLLNDYWVPNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITLfll? A CI \T ClCXr^i^XI AVIXICCD 

1 1 IviKAtUrvlilt 1 I^K I lAjKJNfcbK 

S WFFERINK 1 DRPLARLI KKKRE 
KNQIDTIKNDK 


14441 


44809 


A 


14527 


1 


4800 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRAEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVNNEMKAEIKMFF 

ETKENKDTTYQNLWDAFKAVC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

IWID API \f TZixzTCWs *r\ rws rxiirc D 
i J I^IKADLrvtlt 1 V^N. 1 LyivlNboK 

c\i/nccDTxrvTr*D di adi ii/wdc 
oWrrcrUNKJUKrLAKLlKKKRb 

KNQIDTIKNDK 


14442 


44810 


B 


14528 


1 


2901 




14443 


44811 


A 


14529 


569 


3443 


RKH *T WKRTSSTSH H KNMPN * 

LEKQEQTHSKASRRQEITK1RAE 

LKEIETQKTVQKINESRSWFFER 

SNKIYRPLSRLIKKKREKNQ1DT 

IKNDKGDTTTDPTEIQTTIREYY 

KHLYANKLENLEEMDKFLDTY 

TLPRLNQEEIESLNRPITGTEIVT 

IINSLPTKKSPGPDGFTAEFYQR 

NSFYEASIILIAKPGRDTTKKEN 
FRPISLMN IDAKILNKI LAKR1Q 


14444 


44812 


A 


14530 


3591 


8157 


TGTSQKKTFMQPKKHM KKCST 

ITGHQSNANQNHNEIPSHTKLE 

WRSLKRSGNN RDVGNV VEAM 

YGDLPPPIMLIGHSMGGAIAVH 

TASSNLVPSLLGLCMIDVVEGT 

AMDALNSMQNFLRGRPKTFKS 

LENAIEWRNIKDLSWADS1KNV 

AAASLACISGALPASAVTTSPD 

NKRMARNVLKYERLLAESPNH 

VVAEAVIORPNIPHLOTRDTYE 

▼ ▼ J » m. W M 1X1 till 1 1 1^ 1 I \ 1_S 1 ± M-J 

GLCQTLGSQPTLYQIPSLYCSYE 
TNSNAYLLLQPIRKEVI 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*— Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


14445 


44813 


A 


14531 


172 


328 


AVKTEPEMKSQATKLSVVHEK 
KSQEGKPKEHTEPKSLPKQASD 
TGSNDAHNIKAVSR*SHRQPSC 
L WFM RKNPKKESRKNTQSQK A 
YPSRHQ1QEVTMLTI 


14446 


44814 


A 


14532 


3 


660 


TSPDCWEEGRSVDWPRPGPALS 

LHNCKLDLG I EGGTLQPPTPSF* 

PTGTRAV/PTRRRSRQETQLNSE 

RTVSPGSR**EKRTSRAW/RSPL 

QGPGPGHAGQVAGGTGPRTGS 

TRGD/TLQKCGKIQSVPLNCELI 

PI*/PSILKPKVLPCSCPGIGASSS\ 

CPSD*VFFCTS*PWPYLLSYPLS 

MNFYRYHDHILKLLVQYTLYL 

LLQFLQVLLKYLLSHPKQHS 


14447 


44815 


A 


14533 


1 


1086 


MVDNDVPWPLVVAQEKGQPD 

LCLSSKGYRPLALVQLDFHQVS 

VTSKIFILSGALRSLTGAATAD 

WTCRVLV1YPHDIMADSECNSL 

LVPSTTRK1MKHMLASEKIKTQ 

NFNYNVDECVSLLYHHKANKL 

EAAEARQECELLRVASVSRHC 

W/RDPAHPHSCWPRC*APHCLG 

PARAPNA RPAKPATTWN LRSSR 

APCAAPVPTQSWAGAPSGTAG 

AEPS*ECRPPENQARTAGSGVH 

AEACAPATCPACPGPGPCSGLP 

SSGRALFLL/CATLAIPCV*V*LC 

FLATPPPCR*HVTAPSAGKCIW* 

PDA*VTK/PRDLCGPVQVARDN 

GPRQVAQKKESSSYVSWFGTFI 

SRVGDRSPPPRRAATL 


14448 


44816 


A 


14534 


23 


506 


PDIDNIFSEFGAKSKPYLTVDQ 

MMDFINLKQRDPRLNEILYPPL 

KQEQVQVLIEKYEPNNSLARKG 

QISVDGFMRYLSGEENGVVSPE 

KLDLNEDMSHPLSHYFINSSHN 

TYLTGMNFLVLCYFSQSHQ1SP 

TSTFCCSEAEV/WFSSISCEVPLR 

TLGFHH 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


14449 


44817 


A 


14535 


34! 


1248 


KNAFTSFLTSFPPGQISVDGFMR 

YLSGEENGVVSPEKLDLNEDM 

SQPLCFMGI WGLFC VVCFIAGQL 

AGNSSVEMYRQVLLSGCRCVE 

LDCWKGRTAEEEPVK1LAY*1Y 

MCSHF*EVIEAIAECAFKTLSLP 

TFLLLFLFSLSPKQQAKMAEYC 

RLIG SSI FK E Y AFH FY * LESG VPL 

PSPMDLMYK1LVKNKKKSHKS 

SEGSGKKKLSEQASNTYC*NGD 

MM IC Y*N LTG E ADTESDVD ADS 
/^xi\/ ic^x rvcvcnr'T a pen a ka a t 

EEMSNLVNFLTFPFFVLLLLNSE 
RNKSFEMSSFVETKGL 


14450 


44818 


A 


14536 


574 


647 


C*PGNM/HISGQHLVAGEKEAE 
obUbbbbUIVIRLLU i rbuOoKr J 
QKKVKLAADEDDD/DDDADDD 
DDDDDDDDFDDEETEEKAPV 


14451 


44819 


A 


14537 


3 


630 


PG ATH A S APPG VLRLKCG SG P V 

HI1GQHLVAVEEDAQSQDEEEE 

DVKLLSISGKRSAPGGGSKVPQ 

KKVKLAADEDDDDDDEEDDD 

EDDDDDDFDDEEAEQQAPVKK 

SIXRDTPAKNAQKSNQNGKDSK 

PSSTPRSKGQESFKKQEKTPKTP 

1/ /~* ncc\ /rrvi I/ - a i/iiJA a oi tuts \s 

DQEAI\QDLWRWRRSL 


14452 


44820 


A 


14538 


1 


1971 




14453 


44821 


A 


14539 


316 


1169 


RVGGQSHGTQRJSLCRHSVCSP 

LARQSPSNMK*VRTEEIQMAVS 

CYLKRWQYVDSDGVPLKQGLR 

LPQTAEELAANLTVHRESHCAD 

IVSAVP\CQAEPQQYEV\QFGRL 

RNFLIDSDSPHSHEVMPLLYPLF 

VCLHLSLVQNSPKSTVESFYSR 

FHGMFLQKAS\QICGVIEQLQTT 

QTIQDILSNFKLRAFLDNNYVV 

HLQEDSYNYLIHYLQSDSYTAL 

CKMFILL1HLDVQPAKTTD*QL 

YASGSSSRSENNYLEAPDMPSPI 

LQNDAALEVLQER1KQVKDGC 

raLi 1 VLr YIN J V^LLIN lAtlorU 

LKSESCQVDMSR1HLACD1LEE 


14454 


44822 


A 


14540 


1 


297 
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SEQ II) 

NO: 


SEQ ID NO: 
of pe ptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codnn for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14455 


44823 


A 


14541 


2 


1089 


APLLGECRSGRGLASSRSRRRT 

TMTQSVVVQGKLRRAGRDLVA 

AESSGHVSCLMSYSLSFLSSGRS 

RLALREHAAVNQVPARRREPPR 

LSARSSSPYSFHLQSE*L*KKJH* 

LYFIFLSQAVLIDMEEGVVNE1L 

L*IRTNQIKK*MQGIFKIHILIFR 

AVGHKVFGSLYQDQILEKFQIL 

HNYILNHLC*FLKTL*SSGTGSG 

LGTFLLKVLEDEFPEVYRFVTSI 

YPSGEDDVITSPFLVEYHLHPLF 

LI ASLPM FFPQKSLFD1 ISK1DLM 

WNSGKV/GGTTVKPKSLWTSSS 

GALK1ELHLKCIILKLKIFSF*C* 

LFSSARFEGSLNMDLNEISMNL 

VPFPPSS* EI VSLKY VLYFN 


14456 


44824 


A 


14542 


129 


461 


TC1SGWHLFRASVTCPGIQTSPH 

NWHISDNSSLPNNIFIVCWNLL 

GMTRNYIIFIEQPLKMNLWKIA 

TSKIRGKAFSDGISXGNPQCNTR 

FHVVEKRTGQLLPGRYYSKPF 


14457 


44825 


A 


14543 


1 


522 




14458 


44826 


A 


14544 


1 


927 


MEDLLTEARSPYWGRARAKIQ 

DSCWSVTSDPNAGSVDILAPLL 

LPSPSSYLPNFTCTVSVVTSHLH 

EAFLDLGFRGTGGSNCKTSRQV 

QLNNQKRKKKKSKSLPFHMSL 

QIQNYKTQEEPHAKPSSQQHQH 

SEHES1QTKLVFRSSMTYMHTL 

KLIREKG SIMLSSTQGECPNSTC 

RWPAEEHPLGSTHREDQEHVIR 

VPPEKVDLGETIHGVQVICSIAS 

TEKGKPSYYHSFGMTRNYI1FIE 

QPLKMNLWKIATSKIRGKAFSD 

G1SWEPQCNTRFHVVEKRTGQT 

T*INPDKISIQKQHDIHAYIEAD 

KRKRKHNAVIHTG* M/YQI/GTC 

RWPAEEHPLGSTHREDQEHVIR 

VPPEKVDLGETIHGVQVICSIAS 

TEKGKPSYYHSFGMTRNYIIFIE 

QPLKMNLWKIATSKIRGKAFSD 

GISWEPQCNTRFHVVEKRTGQM 

LNVKTMRMKTFMMIYYHLMN 



wo 



01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14459 


44827 


A 


14545 


1 


882 


MAE1LTQVPDDMLKKKTPRVK 

SVWRSQRGSCTPLIGTTELTLD 

TSH fvi S i RjN MDRSH \ N VHTVRJCP 

SADLPYFRTHEWAHTGGFCPYD 

CEECGKSFISRSSIRRHRIMHSG 

DGPYKCNFCGKALMCLSLYL1H 

KRTHTGEKPYECKQCGKAFSH 

SGSLRIHERTHTGEKPYECSECG 

KAFHSSTCLHAHKITHTGEKPY 

ECKQCGKAFVSFNSVRYHERT 

HTGEKPYECKQCGKAFRSASH 

LRTHGRTHTGEKPYECKQCGK 

AF*PRFQMTC*RRKLPE*NQCG 

EVSVGHVHSLNRHHRADTGHKP 

YEYQEYGQKPYKCTYCKKAFS\ 

YLPYFRTHEWAHTGGKPYDCE 

ECGKSFISRSSIRRHRIMHSGDG 

PYKCNFCGKALMCLSLYLIHKR 

THTGEKPYECKQCGKAFSHSGS 

LR1HERTHTGEKPYECSECGKA 

FHSSTCLHAHK1THTGEKPYEC 

KQCGKAFVSFNSVRYHERTHT 

GEKPYECKQCGKAFRSASHLRT 

HGRTHTG EKPYECKQCGKAFG 

CASSVKIHERTHTGEKPCSSNTS 


14460 


44828 


A 


14546 


3 


395 


SAEVGAAETTLTELRRTVQSLE1 

DLDSMRNLKASLENSLAGILLHL 

ESELAQTRAEGQRQAQEYEAL 

LNIK.VKl,fcAblA 1 YKKLLbDGfc 

DFNLGDALDSSNSMQTIQKTTT 

RRIVDGKVVSETNDTKVLRH 


14461 


44829 


A 


14547 


2 


1044 


AKTSSQMPSPQEGMCGKACTP 

ALSQADSLCPLLRLASEVEGYS 

LPACAEPYVQSECLSHLSVWSL 

QHALSSLASMSFTTCSAFTNYW 

SPGSVQVPSYGTQPVSHAASVY 

AGLGGSGSRISVSHFTNGVGGLA 

GMGGIQN EKETMQSLRDRLAS 

YLDRVRGLETENWKLESKIQEH 

LNVTRL*LETEIEALK.KELLFM 

KKNN EEEAKGLQAQ1 ASSGLTV 

EVDAPKS/QDLAKNMADSRAQ 

YDKLARKNREELDKYWSQQIE 

ESTRVVTTQSAKVGAAEMTLT 

IlL»tvrlIx V ^oLClULL/o 1 IxJNL-IVrVo 

LENSLREVEARYALQMEPSLLF 
SKIIFGRVWEISYLHVFEGKQV 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
* e= Stop codon, /—possible nucleotide 
deletion, \= possible nucleotide insertion) 


14462 


44830 


A 


14548 


1 


1212 


GPGTGIAGGLAGMGGIQMEKET 

MQSLNDRLASYLDRVRSLETE 

NRRLESK1REHLEKXGPQVRD 

WSHYFKHEDLRAQ1FANTVDN 

ARJVLQIDNARLAADDFRVKYE 

TELAMRQSVENDIHGLRKVIDD 

TNITRLQL£TEIEALK*ELLFMK 

KTPEEEVKGLQAQIASSG\LTVE 

V\DAPKSQDLAKIMADIR\AQY 

DELARKVNREELDKYWSQQIEE 

STTVVTTQSAEVGAAETVTLTEL 

RRTVQVFGDSTWTSMRNLKA\ 

NLENSL\GEVEARYAL\QMEQL\ 

NGILLHLESQLGQTPRTEAQRQ 

AQE\YEALL\NIKVKL\EAEICHL 

TRPPSWKIGEDFNL\GDS\LDER 

NSMQTIQKTTTRRISW1GQSGV 

LRP1 DTKVLEA LSQQEASGTLL 

GKQEANKKFQSFK 


14463 


44831 


A 


14549 


1 


2382 




14464 


44832 


A 


14550 


2 


173 




14465 


44833 


C 


14551 


1 


732 




14466 


44834 


A 


14552 


455 


682 


AWKRAVALGKSRPMGAVAFK 
RRMQPVAGPRAMQEKPFPSSSS 
SLSIPPAF*YRLALSLAEPSRRW 
RARTGALMQL 


14467 


44835 


A 


14553 


158 


368 




14468 


44836 


A 


14554 


87 


251 




14469 


44837 


A 


14555 


1 


1026 




14470 


44838 


A 


14556 


201 


578 




14471 


44839 


A 


14557 


336 


767 


AFVRAGSRFGGTPGARPDPAPA 

TRAPNPVGQSRHLRAASSRGRL 

FLRRTRDRKFPRRPRLSRRLLG 

AI/GCRWNQPRAAEKSFSAGAV 

LDFSPGLSCLPAVQGSGPAARH 

A*ASHPLHGLLCCPSIPDEHHPL 

LHGAQSHRPPKG 


14472 


44840 


A 


14558 


6 


535 


ARHRVLIGVFTIPELDILSTSPPD 

SGAQLASPSVDPAPGLQVELPAS 

PARCAR1PQPLGGRWDWAQTQ 

EPSWLHLVEPAPGLQVELPASP 

TPCACIPQPLGDRWDWAPWSR 

GWCSLGRLGPHRSPWSGWEAE 

AWRAAGPEPCPTGRQLRLGEK 

SSAAPVGWHCWGTQYTLRSH 

WPGC 


14473 


44841 


A 


14559 


375 


638 




14474 


44842 


A 


14560 


92 


514 





WO 01/075067 
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SEQIU 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


14475 


44843 


A 


14561 


54 


380 


SCHH YCRI H RRC ARFL AGP* LPS 
RGARLGTCSPPCVSLPPAPWAP 
v KKt r p kkA r k r a r yjRr V r a TT Q 
OLKbAGARRGTGRQLHLQLRG 
SAASFLKSVRPRTHQFRTH 


14476 


44844 


A 


14562 


531 


773 




14477 


44845 


B 


14563 


92 


1774 




14478 


44846 


A 


14564 


1 


390 


LHDLQLSKPLSDDTALTDGG/Q 

PLPARWWAQPGRJLQRCARFLA 

GP*LPSR/WGRARDLQPAMPEP 

PTPSVGSCAAQASPTSAAPCSM 

APSPIDHPRAWPVLCSFCMLLS 

LF VASI SSCSQHQPMQVGTMVC 

L 


14479 


44847 


A 


14565 


165 


545 


SLHSKLCWWLQQLWVTDTCPR 

CS VQDCRQR W ASAGNQS* RL L 

VDPAPGLQVELPANPVPCAR1P 

QPLGGRWD'APWSRGWCSSGR 

LGLHRSPWSGWEAQAWRAAG 

PEPRPAGRQLGAMSCKVETGT 


14480 


44848 


A 


14566 


1 


309 


SACLAGRP1RGEGRPRDLQPAM 
PEPPTPSMGSCAARASPTSATPC 

ot* a no million a t^T"*/*"*/"^ i it a i y"> /i i 

STA PSP1 H H SRAEECG HTA LG/ H 
GRQLHLQPRNLPQTINWRTTYS 

ocn ati \ini nv/^* /"> /-> 

SFPATLNRLDGGG 


1 A A O 1 

14481 


A A O A f\ 

44849 


B 


14567 


1 


OA"} 

843 




1 A A O 

14482 


A A OCA 

44850 


A 

A 


1 A C£.0 

14568 


1 A O 

143 


535 




1 A A O 

14483 


A A OC 1 

44851 


A 


14569 


^75 


571 




1 A A OA 

14484 


A AO O 

44852 


B 


1 A C*7A 

14570 


289 


972 




14485 


44853 


A 


14571 


27 


363 




14486 


44854 


A 


14572 


2 


490 




14487 


44855 


A 


14573 


574 


961 


RLTLPDRLGSPPDTHQAQQITW 
ALLPQGFADSPHYFSQAQISSSS 
ITYLG 1 1 LHENTRALPADH V *L1S 
Q 1 Plobl KQv?LLbrLGMVRYrC 
LWlrbr ULllvrLY'r IkAINLAU 
PTDPKSFPHSSFRSL 


14488 


44856 


B 


14574 


182 


1513 




14489 


44857 


A 


14575 


894 


1305 


QTQEPSWLHLVDPALGLQVELP 
ASPVPCARIPQPLGG*WDWAP 
WSRGWCSSGRLGPHRSPWSGW 
EAQAWRAAGPEPCPAGRQLRP 

/"•AUDI /r> |_j \/ck\\s C*f\ A I CI I I AAD 

i r.rwi i Q\x/u/PPkr v>jrpvpi lni 
SGLLIPATF 


14490 


44858 


A 


14576 


531 


801 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14491 


44859 


A 


14577 


441 


783 


RA PPPA P WRP VPSTTQG LRSAG 

EQRGTGRQLHLSAAPVRDPRG 

EAIWAPESGRSAASILKPARPPA 

HREERTTPDAPP*EL*HSPRRSA 

ASLREDPWLHS*SQ*DQEPTNS 

GHTVSQDQSYYS* LEVSETKNP 

PIPDTL 


14492 


44860 


A 


14578 


344 


1632 


FLAGPYLPSHGAGLGTCSLPCL 

SLPPTPWAPVRPEP/PPMSTTPCS 

TAPSPIDHPRAEECERTAQDWQ 

AAPPAAPVWDPLGEASWAPES 

GTN1SITPGNATFVTRVQGQAW 

FASCITGHDMSSLKTSSVVVLR 

RQSE A LLPANLTCN WQDSS A L 

ATLES ALSQVRH KRFTFTLM VF 

TGSAIDIMATVSIAVVSITESVQ 

TTAFVD1MLAKNICDELLLQDM 

DEAGNQHSQQNNTRTENQTPH 

VLTHKWELNNENIRIQGGEHYI 

LGPVGGRDEKTLLLRTYCLKSQ 

EGA DTKCRN K HNKETQKQS KS 

LVYSSTLNPEKLLVCICRLSLEL 

TRPEMTLRCTN1GKLKAVAGG 

MSAASG1YLETDTQPYPLKQEL 

KEIKECVGKNSVVVVFLVRKK 

LSVSQYAFARCLDAKHSTSENV 

EIAGKLRIQSFEVGKQL 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14493 


44861 


A 


14579 


3 


2233 


NWLPSVSRCQETHKIAANQSLT 

QRQMPLTSLYCDVVILPVSVGL 

ESLQSPYYRTSPCDPVSQFCLIK 

I S ASSLP V LS L WKTLKN AQS YQ 

RDYRHDNKAHYFQKLVTMQE 

NLYVLLCDEELDAVSLEAVHQ 

QKMKNRQAHSSSGCCQKVAN 

A PRN EESSGQFRV IGNEKFEKG 

PCGVRQQI FEKVLLPN RTCEFV 

TPRFNRN FEDLI KDLKA A ETLID 

FLVYEPKNQRRLVNRFRLPCKL 

LHNLGHPLKTDAAQSPRKPPGP 

SWMPSFGSKPPSHPPLVSPHLNP 

QVWDTSSPSLATEHASLTISLKP 

NHPYPAQSQYSIPQHALKGSKP 

VITRLLEHGLLKPINSPYNSPILP 

VQKLDKSYRLVQHLCLIYQIVL 

PIHPM VPNPYTLLSSI PFTTHYS 

VLDLKHAFFTIPLYPSSQPLFAF 

TWTDPDTHQAQQITLAVLPQCF 

IDSPHYFSQAQISSSSVTYLGI1L 

MKTHIGLGAVEQGVVLVGEAR 

AAQEPMEWVGGSGM/CGLQVP 

SPAPWEGS*GPARNRAQ\PVTIV 

PVLDFNPAFHIIPDTTPDHHDCI 

SLIHLTFTPFPHISFFPVPHLEHT 

WFIDGSSTRPNCHSPAKAGYAI 

VSSTS1IEATALPRSTTSQQAKLI 

AYTDSKCAFHILHHHAV1WEER 

lNri-> 1 JVlv^VJr\oillN/\rn Iv 1 LL.tVL/1 

LLPKEAGV1HCKGHQKASDP1T 
QDNAYADKVAKKQLAFQLLSL 


14494 


44862 


A 


14580 


1 


642 


SGTVPPTFVRTVIQAQGARTVI 

QQSL1GSLYIFRHCVRCQGIESV 

FVIIIWSRVGYDEKGFCLFTSVL 

GVWGHVRTKPCLLITWRTLKS 

RSGLE*PAGFSSSPGTSPQIIRKQ 

KRGVPQHPVCDLPGRFRPRAGT 

PLAAQIQVPGLPPCGHQE*NRR 

\1/ A rCC A 1 PDDVI PA n A /'-"TV 1 A \/ 

CRAttrAOV/AOWAWAWWAr 

I_| O ITU A ACDAPDDAU/rT 

HoLHAAorAurKyWU 1 


14495 


44863 


B 


14581 


393 


549 








n 

D 




i 
i 


J7 1 




14497 


44865 


C 


14583 


226 


828 




14498 


44866 


A 


14584 


1 


1362 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* == Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


14499 


44867 


A 


14585 


1 


585 


MANVHQTMPMRLRJCLPDSFKP 

PEPKSNSQRVSTEAGTAGALTP 

QHVRAHSSPASLQLGAVSPGTL 

TPTGVVSGPAATPTAQHFQQSS 

FEIPDDVPLPAAREMAKTSSGQ 

RYFLNH1DQKTTQQDP\RKTML 

SQMNVIANPPVQQNMMNSVPQS 

PQGGV/MGGSNSNQQRQMRPQ 

QLQM EERLQLKQQ* LLQQELA 

LR 


14500 


44868 


A 


14586 


345 


1053 


RWRLQNLSFCSSCSGSGSEGAT 

CFARGRQQSNLQSKIKFPSNTD 

SRSTGYNSFDRQPNICFYKRQE 

TP HTG PHP VPEG RP YPMPG * CG 

A*SPGPFASRN*SEKN*SYKCSL 

HTAFNV1FSSVI**RYCTRQW\HI 

VKCLDSFCDPFLISDELRRASTD 

AGTAG A LTPQH VRA H SSP A SLQ 

LGAVSPGTLTPTGVVSGPAATP 

TAQHLRQSSFEIPDDVPLPTSW 

GEAKTSSGSKIPF 


14501 


44869 


B 


14587 


607 


1185 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


14502 


44870 


A 


14588 


1 


2142 


MI1LIDAEKAFDKIQQPFMLKTL 

NKLG1DGTYLKITRAIYDKPTA 

NilLNu^KLEAFPLKTGTRQGCP 

LSPLLFN1VLEVLAQA1RQEKEI 

KGIQLGKEEVKLSLFADDMILY 

LENP1VSAQKLLKLISNVSKVSG 

Y K FN VQKSQA FL YThTN RQTESQ 

IMSEFPFTI ATKRIK YLGIQLTRD 

VKDLFKKYKPLLNK1KEDTNK 

WKN1ACSWIGRINIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVMDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKL1SNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTI ATKRIK YLGIQLTRDVKDLF 

KENYKPLLKE1REDTNKWKNIP 

CSR1GRJNIMKMAILPKVIYRFN 

DIPIKLPMTFFTELEKTTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFK L YYKATVTKTA WY WYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

KIHSRWIKDLNVRPKTIKTLEEN 

LGNTIQDIGMGKDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETTIRVSRQPTEWEKIFAIYPS 

u K{j L 1 dKJ Y K b LKk} 1 Y KKKVTNN 

nits \s \\j a i/"xiKjTKir> ucci/'TrrNTx/ a a 
r I KJs. W AK.N M N Krir oKbDl Y A A 

NKQMKKCSSSLVIREMQIKTTM 




HH o / 1 


D 
D 




1 


1 CAH 




IdSDd 




o 


1 A$Q(\ 


i 
1 


7fl7^ 
ZUZD 




IHJVJ 




R 


1*137 1 


A 


7171 








A 
/\ 


i*oyz 


L 


1 87Q 




14507 


44875 


A 


14593 


1 


2130 




14508 


44876 


A 


14594 


1 


3018 




14509 


44877 


B 


14595 


1 


3171 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14510 


44878 


A 


14596 


1 


2700 


MEKKQSRKTGNSKNQSASPPP 

KECSSLQATEHSWMENDFDEL 

REQGFRRSNYSELKEEVRTHGK 

EVKNLEKRLDEWLTRJTNAEKS 

LKDLMELKTMARELLDEC1NLS 

SQFDQLEERVS VM ENQMNEM K 

PNLRLIGVPESDGENGTKLENT 

LQD1IQENFPNLARQANIQIQEIQ 

RMSQRYSSRRAIPRHI1VRFTK.V 

EMKEKMLRAAREKGRVTLKG 

KPI RLKADLSV ETLQARRE WG P 

1FNILKEKNFQPRTSYPGKLSFIS 

EGEMKSFTDKQKLRYFVTTRP 

ALKELLKEALNMERNNRYQPL 

EKQIQTTI RE Y YKHLY AN ELEN 

LEEMDKFFDTYTLPRLNQEEVE 

SLNRPITGFEIEAIINSLP/TKKSP 

EPGGFTAEFYQ\RJEKEGILPNSF 

YEASULMLKPGRDTTKKENFRP 

ISLMNIDAKILNKJLANRJQQHI 

KKLIHQDQVGFIPGMQGWFNIR 

KSINI1QHINRTNDKNHKIISIDA 

EKAFYKIQQPFMLKTLNKLGID 

GSYLKI1RAIYDKPTANULNGQ 

KLEAFPLKTGTRQGCPLSPLLF 

NLVLEVLARAIRQEKEIKG1QLG 

KEEVftLSLFADDMlVYLENPlA 

SAQNLLKLKGNFSKVSGYK1NV 

QKSQAFLYTKNRQTESQIMSEL 

PFT1ASKRIKYLGIQLTRDMKDL 

FKEN YKPLLN E I K EDTNK WKN 1 

PCSWEGRISILQMAILPEVIYRF 


14511 


44879 


A 


14597 


1 


2310 




14512 


44880 


A 


14598 


1 


1305 




14513 


44881 


A 


14599 


1 


2148 




14514 


44882 


B 


14600 


1 


777 




14515 


44883 


A 


14601 


2 


2971 




14516 


44884 


A 


14602 


1 


3810 
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SEQ ID 

«NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14517 


44885 


A 


14603 


1 


1773 


MNIGAKIINK1LANQ1QQHIRKLI 

HHDQVGFIPGMQGWFNICKSIN 

VIQHINRTKDKNHMHSIDAEKA 

CDKIQQRFMLKTLNKLGIDGKY 

LKI1RAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

EVLARAIRQEKEIKDIQLGKEEV 

KLSLCADKM1VYLENPIVSAQN 

LLKLlSNFSKVSGYKrNVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRIKYLQIHQTRDVKDLFKEN 

YKPLLKE1KEDTNK\NIPCSCVG 

R1NIVKMAILP/KELEKTTLKFIW 

NQKRARITKSILSQKNKAGSIM 

LPDFNLYYKATVSKTAWYWY 

QNRDIDQWNRTEPSEITPHIYN 

YLIFDKPEKNKQWGKDSLFNK 

WCWENWLAICRKLKLDPLLTL 

YTKINS RWIKDLN VS PKT1 KTLE 

ENLDITIQDIGMGKDFMSKTAK 

AMAAKAMSTKAKFGKWDLIK 

LKSFCTAKETTIRVNRJSSYASS 

STSLQAFSRKILNCSKRFFKIAQ 

MCKLVELRPQDMHTSRGSGNC 

CCA D XI I rnCC A f~*X> TC\/TvT LI/"* D I 

WKv^lKJiAOAAUrfclULfcVCNKN 

DTCPTI CVCI CVTTr 


14518 


44886 


B 


14604 


| 


2070 




14519 


44887 


B 


14605 


1 


3190 




14520 


44888 


A 


14606 


1 


3370 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
©9/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14521 


44889 


A 


14607 


569 


3030 


R KH*TW KRTSSTSH H KN M PN * 

LEKQEQTH/SKPSRRREITK I RA 

ELKEIETPKTAQKINESRSWFSE 

RINKIDRPLARLRKKKREKNQI 

DTIKNDEGDITTHPTEIHTIIREY 

YKHLYANKLENLEEMDKFLDT 

YTLPRPNQEEVESLNGPIAGSEI 

QAHNSLPTKKSPGPDGFYQRYK 

EELVPFRLKLFQSIEKEGILPNSF 

YEASIILIPKPGRDTTKKENFRPI 

SLLNINAK1LNKILANR1QQHIK 

KLMHHDQVGFIPGMQGWFNIR 

KSINVIQHINRTKDKNHMIISID 

AEKAFDK1QQPFMLKTLNKLGI 

DGTYHKNRANYDKPTAN1ILNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARAIRQEKETEG1QL 

GKEEVKLSLFADDMIVYLENP1 

VSAQNLLKL1SNFSKVSGYK1N 

VQKSQVFLYTDNRQTESQUSEL 

PVFTIASKRIKYLGIQLTRYVKDL 

FKER/YNEIKEDTNKWKNIPCS 

WVGR1N1VKMAILPKVIYRFNA1 

SIQLPMTFFTELEKTTLKFIWNQ 

KRAHIAKSILSKKNKAGGIMLP 

DFKL Y Y KATVTKTA WH WYQN 

RDIDQRN RTEPSEIMPH V YNHLI 

FGKPDKNKQWGNDSLFNKWC 

WENWLAICKKLKLDPFLTPYT 

KINoKWIKDLN VKJ-'K.ilK 1 LbbN 

Xjl ATI/ rW lAf \imi K/ff I I/'CCPTA 

MA 1 rJJl^UR WULM KJ^ Ivor C 1 A 


14522 


A A Ot\(\ 

44890 


A 


14608 




2742 




14523 


44891 


A 


14609 




3828 




1 A O/l 




A 

A 


1 A£L 1 A 
I HOW 




Zoo/ 




14525 


44893 


A 


14611 




2325 




14526 


44894 


A 


14612 




3057 





toon 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14527 


44895 


A 


14613 


603 


2973 


DNTA RGTI RQQH LLFTN I RCS A 

ASAADTQANRVWSGPPANSNR 

PAAVRVLTV RRKTNKQKGH PH 

QNPICTSPSSKTKETQTTIREYY 

KHLYANRLENLEEMDKFLDTY 

TLPRLNQEEVESLNRRITESDIE 

AIINSLPTKKSPGPDGFTAEFYQ 

RYKEELVPFLLKLFQSIEKEG1L 

PNSFYEASIILIPKLGRDTTKKE 

NFRPISLMNIDAKILNKILANRI 

QQHIKKHIHGQVGFIPGMQGW 

FNIRK.SINVIQHINRTNDKNHMI 

VSIDAEKAFDKIQQPFMLKTLN 

KLGIDGPYLKHRAIYDKLTANII 

LNGQKLEAFPLKTGTRQGCLLS 

PLLFNIVLEVLARA1RQEKE1KGI 

QLGKEEVKLCLFADDMIVYLE 

NPIVSAQNLLKLISNFSKVSGYK 

INVQKSQAFLYTNNRQTESQIM 

SELPFT1ASKRIKYLGIQLTGDV 

KDFFKENYKPLLNE1KEDTDKW 

KNIPCSRVGRFNIMK.MAILPKVI 

YRFNA 1PIKLPMTFFTELEKTTL 

KFIWNQKRARIAKSILSQKNKA 

GGITLPDFKLYYKATVTKTACH 

R VGRAQQH SISK WK WY 1 H D WS 

QVGPEGTN DSARYPDTTQK WT 

AAALQPLSRTSLKDSHEGKSSQ 

WAELRAVHLVLRFAWKEKWP 

UVyLl 1 LJo W fx VAoULAU Wou 
i w rvlVrlLJ w N.I vjL/!\Jtil WuivA 1 r V 
IAQWAHEQRGHGGRDGDYAW 


14528 


44896 


B 


14614 


1 


3105 




14529 


44897 


A 


14615 


I 


3654 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-S(op codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14530 


44898 


A 


14616 


735 


2839 


RSFPRSRPSPFLLLSRYLRIHMV 

FSVLPFGLQNPKYLLSGSLQEK 

FRTPGINSHKTLDPNRVIIKVRR 

RLEKEKALRAYVGKSEVRNMH 

LRERCKL*KKR£KNQIDTIKND 

KGDITTDATEIQTT1REYYKHLY 

ANKLENLEEMDKFLDTYILPRL 

NQEEVESLNRPITGSE1EAIINSL 

PTKRSPGPDGFTAEFYQTYKEE 

L VPFPLKL FQSTEKEG I L PN SF Y 

EASIIL1PKPGRDTTKKENFRPIS 

LMNIDAKILN K! LANRJQQH IKK 

LIHYDQVGF1PGMQGWFNKRK 

SINV1QHINRTNDKNHMIISIDAE 

KAFDKIQQPFMLKTLNKLGIDG 

TYLK V 1 RA 1 YDKPT AN II LNG Q K 

LEAFPLKTDTRQGCPLSPLLFNI 

VLEVLARAVRQEKEIEGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQNLLKLISNFSKVSGYKINIQK 

SQAFLYTNNRQTESQIMSELPFT 

TASKKIKYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTNKWKNIPC 

SWVGRINIMKMAILPKVICRFN 

AIPIKLPMPFFTELETTTLKFIWN 

QKRARIAKSILSQKNKAGGITLP 

DFKL Y Y KAT VTKTA WY WYQN 

RDIDQWNRTEPSEITPHIYNYLI 

FDKPEKMS 1 1 DTGG WYE A P VSS 

FFKEGLCRTGTENQVNRQPPAA 

SPFKVYVSCTGSLHPRPHYFLE 


14531 


44899 


A 


14617 


1 


2250 




14532 


44900 


A 


14618 


1 


2870 


MKAEIKVFFETNENKDTTYQNL 

WDTFKA VCRG KFI A LN A HKRK 

QERSKIDTLTSQLKELEKQEQT 

HSKASRRQEITKIRAELKEIQTQ 

KTLQKfNESRS WFFERJNKI DRS 

LARLIKKKREKNQIDTIKNDKG 

DITTDPTE1QTTIREYYKHLYAN 

KLENLEEMDKFLDTYTLPRLNQ 

EEVESLNRPITGAEIVAI1NSLPT 

KKSPGPDGFTAEFYQSWAETQP 

KKENFRPISLMNIDAKILNKILA 

KR1QQHIK 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14533 


44901 


A 


14619 


248 


2623 


RQWAGVVGRCSHLASWVSSNT 

SETGAIRSSTEVDAPDDSMLLST 

CDiDLTAARRAWLGCLPTiCiCSP 

GPDGFTAEFYQRCKEELVPFLL 

KLFQSI/EKEGILPNLFDEASIILI 

PKRGRDTTKKENFRPI SLMN I D 

AKJLNKILANRNQQHIKKLIHH 

DQVGFIPGMQGWFN1CKSFNVI 

QHINRTKDKNHMIISIDAEKAF 

DKIQQPFMLKTLNKLGIDGTYL 

KIIRAIYDKPTANIILNGQKLEAF 

PLKTGTRQGCPLSPLLFNIVLEV 

LARAIRQEKEIKGIQLGKEEVKL 

SLFADDM1VYLENPIVSAQNLL 

KLISNFSKVSAYKJNVQKSQAF 

LYTNNRQTESQIMSVFPFTIASK 

RIKYLGIQLARNAKDLFKENYK 

PLLNEIKEDTKKWKNIPCSWVG 

RINIVKMAILPKVIYRFNAIPIKL 

PMTFFTELEKTTLKFI WNQKRA 

R1AKSILSQKNKAGGITLPDFKL 

HYK1TVTKTAWYWYQNRD1DQ 

WNRTEPS E ITPH I YN YLI FDKPE 

KNKQWGKDSLFNKWCWENWL 

AICRKLKLDPFLTPYTKIHPRWI 

KDLNVRPKTIKTLEENLGNTIQ 

DIGMGKDFMSKTPKAMAAKA 

KIDKWDLIQLKSFCTAKETTIRV 

NRQPTKWEKIFATYSSDKGL1S 

RIYKELKOIYKKKXTNNPIKKW 

AKDMNRHFSKEDIYAANKHM 

KKCSPSLAIREMQIKTTMRYHL 


14534 


44902 


A 


14620 


1 


3253 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQGDLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKWKRTEIITNYLSDH 

SAIKLELRJKNLTQSRSTTWKLN 

NLLLNDY WVHNEM KA El KMFF 

ETNENKDTTYQNL WDA FKA VC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

itkirapi i^PiFTni^Ti nifrNP<;R 

QU/PPPRrMWIHRPI API IWk'k'RP 

KNOI DTIKNDK 


14535 


44903 


B 


14621 


1 


2758 




14536 


44904 


A 


14622 


1 


5178 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14537 


44905 


A 


14623 


i 


3382 


MGDFNTPLSTLDRSTRQKVNK 

DTQEFNSALYQADLIDIYRTLH 

PK.STEYTFFSAPHHTYSKIDHIV 

GSKALLSKCERTEI1TNYLSDHS 

AMKLELRJKNLTQNCSTTWKL 

NNLLLNDYWVHNEMKAE1KM 

FFETNENKDTTNQNLWDAFKA 

VCRGKFIALNAHKRKQERSKID 

TLTSQLKELEKQEQTHSKASRR 

QEITKIRAELKEIETQKTLQKIN 

ESRSWFFERINKIDRPLARJLIKJC 

KREKNQIDTIKNDK 


14538 


44906 


A 


14624 


965 


4091 


T WKGTTSTSRCKIM PK Y RSTRQ 

KVNKDTQELNSALHQADLIDIY 

RTLHTKSTEY/TFFSAPHHTYSK 

IDHIVGSKALLSKCKRTEIITNY 

LSDHSAIKLELRIKNLNQSRSTT 

WKLNNLLLNDYWVHNEMKAE 

IKMFFETNENKDTTYQNLWDA 

FKAVCRGKFIALNAHKRKQERS 

KIDTLTSQLKELEKQEQTHSKA 

SRRQEITKIRAELKEIETQKTLQ 

KINESRS WFFERJNKI DRPLARLI 

KKKREENQID 


14539 


44907 


A 


14625 


3 


3229 




14540 


44908 


B 


14626 


1 


2791 




14541 


44909 


A 


14627 


1 


3158 


MVKGS1QQEELTILNIYAPNTG 

APRFIKQLLSDLQRDLDSHTLIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELNSALHQADLIDIYRTLHPK 

STEYTLFSAPHHTYSKIDHILGS 

KA LLSKCKRTEI ITN YLSDHSAI 

KLELRI KNLTQSRSTTWKLNNL 

LLNDYWRKQERSKTDTLTSQL 

KELEKQEQTHSKASRRQEITKJR 

AELKEIETQKTLQKINESRSWFF 

ERINKIDRPLARLIKKKEKNQID 

TIKNDKGD 


14542 


44910 


B 


14628 


1 


7849 




14543 


44911 


A 


14629 


1 


3985 


MENDFDELREEGFRRSNYSEL 

WEDIQTKGKEVENFEKNLEECI 

TRITNTEKCLKELM ELKTKARE 

LHEECRSLRSRCDQLEERVSAM 

EDEMNEMKGEGKFREKRIKRN 

EQSLQEIWDYVKRPNLHLIGVP 

ESDGENGTKLENTLQDI1QENFP 

NLARQANVQIQEIQRMPQRYSS 

RRATPRHHVRFTKVEMKEKILK 

AAREKDRSTRQKVNKDTQELN 

SALHQADL1DIYRTLHPKSTEYT 

FFSAPHHTYSKID 



a one 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
O9/540\2l7 


Nucleotide 
location of First 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


I4S44 


4491? 


p 
i_> 


14610 

I tUJV 


64 






14545 


44913 


B 


14631 


891 


6894 




14546 


44914 


A 


14632 


33 


476 




14547 


44915 


A 


14633 


1 


360 


GQGEPKQLGRHPGVLRPHVVS 
AKTGDAC/IWTQVRNLFPERPK 
VQWKEGCA\LQSGNSQESVTEQ 

fl^KV^A VQI *J^PI Tl QI^AnVFW 
VJoIV V ort T OLOdrL I L/OlVrY \j y crw 

HKLYACEVTHQGLSSPVTKSFN 
RGEIIEGEVPPCI 


14548 


44916 


A 


14634 


40 


508 


LPGECHRAGQQGQRLQPQLLG 
LLMLWVPGSGGEIVMTQTPLSS 
SVTLGQPAS1SCRSSQSLVHSDG 
NTYLTWLQQRPGQPPRPL1YHV 

r IVISXoVJ V r L/txr OvJoVJ/WJ 1 Ur 1 L» 

E/1SGRVEA*\DVGVYYCMQG\T 
QFPCSFGQGTKLETKRTVAAPS 


14549 


44917 


A 


14635 


<■> 
J 


652 


AWWNSETPAQLLFLLLLWLPY 

TSGEIVLTQAPGTLSLSPGERAT 

LSCRASQTIGSTYLAWYQQRPG 

Q APRFL 1 YG ASSRATG 1 PDSSSSS 

SSSSSSSSSSSSSSSSSSSSSSSQQ 

YNNWPPGGTFGP\GTKVEIKRT 

VGCTHLFFIFPAHLMSQLKIWE 

r pCAPVPVr'MMPWPRPVnQVQr. 
IS. V L/IN/ V r oIN K V 1 r ISJOO V 1 CVcL'^ 

KDSTLQPSAATLDA 


14550 


44918 


A 


14636 


3 


440 




14551 


44919 

r 


A 


14637 


457 


1270 


SRRVSFPPSA*QAVSDPSRQQLP 

SLRLRWGPEGRSFPAENLGRGV 

RWVGGRDPLAA\LP*SSGPLNA 

GRLFARPQESGAPRIGNVRDVP 

RAREDVGTQAGRREREFPRLFG 

PAAVVGCERHLSPFPRAAGAG 

GRAGAAGRRSAPPGGLGSCRSC 

RISAGPHGNDVPTLGGRGW/PL 

*NSGAEKL*EQ*G*/TGTGSWSL 

AAILGGVPREP\GFRGAGRETLG 

PRGWI VMI <iRAVI I H^VI I CT 
r ivVJ w Li v ivi L*orvAV v l^i^no v l-l<v^ i 

CI-K^WVI 1 H^DI AfHAriMMPn 
lO^PI FPN/KKV 


14552 


44920 


c 


14638 


90 


465 




14553 


44921 


A 


14639 


116 


439 




14554 


44922 


C 


14640 


278 


364 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* I =Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


14555 


44923 


A 


14641 


116 


687 


E1KDAALQLPLWRAQDRERAM 

KERREKRREREKERDREKKRK 

EKMFCKRSCHTIMEPTPELSCV 

LPCLAP1VLAPPPLPLAPVLPLPY 

ATR* LPQQN RQSTLTE AHG LATR 

GPITLATNRCMPSTTRDRRRLT 

PPSTLPNTTNLSWGVREGPNQD 

PEPSLSPCVPHDPFDYNAESLFS 

YWLVSVTPMTAHTP 


14556 


44924 


A 


14642 


474 


1166 


H PN RQG LRAP ATA PG H PGREQ 

ALCEAPQGPGQKCGPPRAQEA 

Q/GTEPRRASRAAGACRHHWP 

QVAVRPGAGAPAGAARLGGV*E 

PGRAA/APRLPLPSQCCHR*GTS 

PAHLSASRSSSATCPWRRTAGR 

SGPSPCMTLVKQRQGHPRDGWI 

RAPSCDVTNRGLSSLLNLGGSA 

QQLLLASRPLGSGSGALEALEH 

GKSRAPWEPWLHGTHNPVHGK 

DPAGSTSHWPRPPAPRT 


14557 


44925 


A 


14643 


283 


806 


PRGSFSSTGRTRNAAGSTSNCSL 

RSLS ARJ EERK VSR VCG VPN H R 

HLRLGALTTTRPSWNGAIPTLA 

KLPAKRC*RRSGRRSKTWSFPG 

ST*LGNFAEEM1CAASARPAGV 

PGPAL\PTPLRAPLPGVPWTSSR 

GRMCARLSCC/HAGRPVPARPG 

AARARRAAAGERHRPPALRV 


14558 


44926 


A 


14644 


1 


338 




14559 


44927 


A 


14645 


1 


1091 


MSNDGRSRNRDRRYDEVPSDL 

P YQDTTI RTH PTLHDS ERA VS A 

DPLPPPPLPLQPPFGPDFYSSDT 

EEPAIAPDLKPVRRFVPDSWKN 

FFRGKKKDPEWDKPVSDIRYIS 

DGVECSPPASPARPNHRSPLNS 

CKDPYGGSEGTFSSRKEADAVF 

PRDPYGSLDRHTQTVRTYSEKV 

EEYNLRYSYMKSWAGLLRILG 

VVELLLGAGVFACVTAYIHKDS 

EWYNLFGYSQPYGMGGVGGL 

GSMYGGYYYTGPKTPFVLWA 

GLAWITTJ1ILVLGMSMYYRTIL 

L DSN W WPLTEFG IN V AL F I L YM 

AAAISLM*MIPTRGGLCYYPLF 

NTPVNA\GSAG*KEDR*LQ*SSC 

LSP**FISLVLWFA 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, i. • 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


14560 


44928 


A 


14646 


398 


1107 


SPGLVCGLLIFCKVTVPICAGPY 
RCPFGGLRH *S A R* QPPSGLREN 
GARPPGGEWLCPC*FPP*PLNSR 
WKLPPRLVT*GEPWAAGEKFP 
RLGAGTGPAAGEGLPRARDWE 
PGRAGPERWAPGRGPAGTPAK 
TAAVKRSAPLPGSVGDY ANGER 
KPPPSPFCQVKSGNL»VLCG*RL 
<\i pa A'lfp^if A*RRr.Run<;pr;^ 

JLrnn IvrrvIVM IVIvVJ IvIvyorON 

TGYQVQQTRPKNDPKSS\GPSP 
KN RQSLCLQPL WSFL 1 Q 


14561 


44929 


A 


14647 


1 


540 


MGVRDPLEEAVCALAELQHCA 

GRFAALFRASRQERLSLLKLCP 

QLPLPPRALSQGYKPLIGVLLAF 

FQRCTAQRGG I * RGSL ATVTLAS 

CGGLCPV*TSQRRC1APVRGKLP 

TQASVMANAPPRTRLQHLRSTS 

l^v^V^M.vJOI_.lNr rvr V ULrOL/LvJO V \J V 

GSTELDHLAPWLQPAFQGSEW 
FYLTF 


14562 


44930 


A 


14648 


169 


487 


EVCYYPPSETYFCQFVK.LILCPV 

LFPCWQGVVIQPKLSCMRCLST 
\i i r n VQO*n VMnvp npi ppav 

\LL,I\AJ V ov<f U T IV1U V KUr L tcA V 
PPI API PHPAr.RQA AI FRAr.Rn 
PBI ^1 I T<T I PPOT PI CPQA 


14563 


44931 


A 


14649 


1 


210 




14564 


44932 


B 


14650 


1 


1683 




14565 


44933 


A 


14651 


1 


529 


MDSEVQADDEVSDENGELIGN 
WGKGGMGVSDPLEEAVCPLAE 
LERSAGRSAALFRASRQECLSL 
LKLT/LTAAPSPRGTAFRSPFKS 
PAQRRSIIC*Q/LYSCKTFRSTVA 
PMPRT C\ POASGKVC^FN+^WA 
IPA*0(TT < \PMP < \I f^HAPHOPr. 
API VI PT PPPVNRI RRFT OPWI 


14566 


44934 


C 


14652 


295 


430 




14567 


44935 


A 


14653 


452 


637 




14568 


44936 


A 


14654 


151 


446 


MVLSHWHSRCHWGMKKNYLQ 
LARCLPKWLPSFVFETQGPCDV 

R*HHPSQHGPSQLPLARGGSSP 
TPC A S RMRQHPT 


14569 


44937 


A 


14655 


2 


335 


EDRSAFRPRQPHTLHPLHARSL 

APRSPTPPSPPSPDTQLGLSGPTS 

GPESAPTA/PGNPSWRSSRWGSS 

^ PC A A ^ ^T* V <IP V P * JC^PTtC A PP 

SPRLPFCRSAYOPAAGAGRGK 


14570 


44938 


B 


14656 


373 


502 
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SEQ ID, 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in VSSt< 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


I457I 


44939 


A 


14657 


1 


400 


GSPAPAAMDEERALYIVRAGE 

AGAIERVLRDYSDKVKSPGPGR 

AVSHPRAALRACTSHPSPPPSFR 

GCALAPPPKTFPAWACVFVPPAF 

SIHAS/SHPTTPTVAPTPLIPGPA 

A*PPVLLSSVQVTPPESVDVHL 


14572 


44940 


A 


14658 


659 


1177 


ARKGSALLRLYLSNAWCVCVK 

VLRIFSTASAYITRRDSSLGPVW 

TFLNFSFG SPGE 1 PTPFFFFP VFP 

LPLVAWFCPASFCLPQCP\LVPS 

EPSPPPHSGDAHCSPPKTFPAW 

ACVFVPPAFSIHAS/SHPTTPTV 

APTPLIPGPAA*PPVLLSSVQVT 

PPESVDVHLCPVPHS 


14573 


44941 


B 


14659 


1 


318 




14574 


44942 


A 


14660 


2 


131 




14575 


44943 


A 


14661 


354 


762 


CPEIRPPS*THGTK/SHFPPTASG 

THSVLEAL/PDTQRQPSPRVHQ 

DPSPAI/PALLPSPHEHGPQHLL 

QLPSHRCHPDTAPFNCDAVKAC 

PGHATAALEHPYLSGRQSPPSP 

THLPKLPAGRGYTVCALPKGPG 

ERSAV 


14576 


44944 


A 


14662 


157 


413 


ALVCS/SSLAIREMQIKTTMRYH 
LTPVRMAIIKKSGNNRCWRGC 
GEIGTLLHCWLDCKLVQPLWK 
SVW*FLRNLELEIPFDPAIPLL 


14577 


44945 


A 


14663 


1926 


2448 


DFIAVITTRKQLKTKYNAHHSK 

QAITKHFSPKISDLILCLKKKIM 

NRHFSKJEDIYAAKKHMKKCSP 

SLAIREMQIKTTMRYHLTPVRM 

AIIKKSGKNRCRRGCGEIGTLLH 

CWWDCKLVQPLCKSMWRFLR 

DLADPAIPLLGIYPKDYKSCCYK 

DTCTRMFIAALFT1AKTWNQP 


14578 


44946 


A 


14664 


1 


1584 




14579 


44947 


A 


14665 


1 


4729 




14580 


44948 


A 


14666 


1 


1566 




14581 


44949 


A 


14667 


1 


1424 




14582 


44950 


A 


14668 


1 


576 




14583 


44951 


A 


14669 


1 


3325 




14584 


44952 


A 


14670 


1 


2195 




14585 


44953 


A 


14671 




3162 




14586 


44954 


B 


14672 


287 


2018 




14587 


44955 


A 


14673 


1 


1073 
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SEOID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14588 


44956 


A 


14674 


1 


3335 


MVKGSIQQEELT1LN1YAPNTG 

APRFIKQVLSDLQRDLDSHTL1 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRJ KN LTQSRSTT WK LN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQN L WDAFKA VC 

RGKFIALNVYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITK1RAELKEIETQ 


14589 


44957 


A 


14675 


1 


1838 


MIIPIDAEKAFDKJQQPFMLKTL 

NKLGIHGMYLKIIRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LPPLLFNIVLEILARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIIYLE 

NP1VSAQNLLKLISNFSKVSGYK 

IN VQ KSQ AFL YTNN RQTESQI LS 

ELPFTI ASKRJ K YLG IQLTRD VK 

DLFKENYKPLLNEIKEDTNKW 

KNIPCLSIGKINIMKMAILPKVIY 

RFNAIPIKLPMTFFTELEKTTLK 

FIWNQKRARIAKTILSQKNKJDG 

G1TLPDFKLYYKATVTKTAWY 

QYQNRDIDQWNRTEPSEIIPHV 

YMHLIFDKPDKNKKWGKDSLF 

N K WC WEN WL A 1 CGKLKLDPFL 

TPYTKJNSRWIKDLNVRPKTIKT 

LEENLGNT1QDIGMGKDFMSK1 

PKAMATKAKIDKWNLIELKSFC 

TAKETTISVNRQPTEWEK1FAIC 

LSDKGLISR1YKELKQRHKKKT 

NNP1KKWAKDMNRHFSKEDIY 

AANRHMKKCSSSLAIREMP1KT 

TMRYHLTPVRMAIIKKSGNNRC 

WRGCGEIGTLSHCWWDCNLVQ 

PI WTV A \/ WTR PI VV\\ PI CTDPHDA 

ISLLG/IYPKDYKSCCYKDTCTQ 
STFTCRQHLPL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=S(op codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14590 


44958 


A 


14676 


1 


2354 


mgdfntllsaldrstrqkvnk 

diqelnsalhqadl1diyrtlhp 

ksteytffsaphrtyskidh.lv 

gskallrkckrtei itnclsdhs 

aiklelrikkltqnhsttwqln 

nlllndy wvhnemkaei kmff 

etnenkdttyqnlwyvkdtrj 

sgmlwyvkavcrgkfialnah 

krkqerskidtltsqlkelekq 

eqthsktsrrqeitkiraelkei 

etqktlqkjnecrswffek1nki 

drplarlikkkreknqidaikn 

dkgd1itdpteiqttireyykhl 

ygnklenleemdkfldtytlp 

rlnqeeveslnrpitgseieaiin 

slptkkspgpdgftaefyqryk 

eelrikylgiqltrdvkdlfke 

nykpllneikedtnkwknipcs 

wvgrinimkmailpkviyrfna 

ipiklpmtfftelekttlkfiwn 

qkrariaksilsqknkaggitlp 

dfklyykatvtktawywyqn 

rdtdq wnrtepseim lh 1 ynhl 

ifdkpdknkqwgkdslfnkwc 

wenwlaicrklkldpflipytk 

insrwikdlnvrpktiksleedl 

gntiqdigmgkdfmsktpkam 

atkakjdkwdliklksfctake 

ttirvnrqptewekffaiyssdk 

uL15>KKYNbLNVJI Y KKK* 1 N5>P1K. 
1S.W 1 KDMNKJirbKhUlYAAKKH 

li/H^fi^CCCI A FDCMHII/'TTNyiD V1J 

IWIvNCo3oLAIt^iViyii\. I lIvlKYn 


14591 


44959 


A 


14677 


1 


3144 




14592 


44960 


A 


14678 


1 


2745 




14593 


44961 


A 


14679 


1 


2742 




14594 


44962 


A 


14680 


1 . 


3264 




14595 


44963 


A 


14681 


1 


2982 




14596 


44964 


A 


14682 


1 


3102 




14597 


44965 


A 


14683 




1443 




14598 


44966 


A 


14684 




3723 




14599 


44967 


A 


14685 


2 


1841 




14600 


44968 


A 


14686 


572 


744 


DLLTTIRMPTDVKKCSSSLA1RE 
MQIKTTVM * YHLTPVRMP1 1 KKS 
GNNRCWRGCGE1 


1 A ZTA t 

14601 


A At\£t\ 

44969 


A 


14687 


1 


on 




14602 


44970 


A 


14688 


1 


5569 




14603 


44971 


A 


14689 


1 


3992 





A OOO 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


14604 


44972 


A 


14690 


755 


2415 


QELRVSGWSPASAPANT*CPPA 

QPCPTRRSGGQRAPARTRSRPG 

SRPRTASALPRPAAQKAASRSA 

RASRTNPYTAPKPLPSVESALQ 

EAAIGEAHAQQRVSCTCAAPA 

APPSPAWPWSAARSAAPPPRT* 

ASAPA*SPL/PVRLKKSPGSSNC 

EARGEGWKT/PALPVQLGAHGP 

PQPAAVPCASPGSGAGPRWSRS 

ARJRTPRGPLQRGRTWVSPDPGR 

EATPSGTQWPQKTRGSLPGS*C 

APETPCSAA*SSGTSPPRGAGGC 

CPGTVPPALEGHN*PQRWGSHS 

AGRVEYTRAEGPQCQQGAPAGC 

SLGVGGQRGPPGLPPIPVPGLC* 

TCRSS*MEAATGSVEKCKRMA 

SLMQASRWSFLRVAPVSGQVK 

YTPGTARWAEPSSLGSDTTLVP 

GAS/RAPADGGFGLKFLSHLVS 

DGVLRCGGPRPGTASAPAGLR 

AAAAVPSVPSLVGPWRGGLGAG 

WLGFSLWAFSPTDSLSF*PGPA 

LLNLMSALNS*KNFFMVAARS 

r^r.nTDr.Drr.TrDCDrorDDD 
Luuu I KuKuO 1 UroKOKuKKK. 

r A 1 OKJV NJVN.IV NKKJVT 1 orrtV 

PPSPGLPRDNRL 


14605 


44973 


B 


14691 


1 


822 




14606 


44974 


A 


14692 


1 


2789 


MAAVRKQLPRGVLGYGGSGAL 

LSTAAADTSLLLGSLQERKSAS 

AGPGYLRSSVAAWSGLWLTGA 

SEAHSVVLACFSRKDVEASLSV 

GLPVHPDASCARRLDAADGVA 

GGSPRLPQSTDGWRLTAHSLPQ 

STDGWRLTAHSLPPPTDGWRL 

TAHSLPQSTDGWRLTAHSLPPP 

TDGWRLTTHSLPQSTDGWRLT 

HS1 POPMDGW^rR^ADWrV 


14607 


44975 


A 


14693 


176 


440 




14608 


44976 


A 


14694 


114 


253 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs 1 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14609 


44977 


A 


14695 


124 


890 


GSRAWRDPRLEVAAATTTLFY 

GYGFVSAELKKASKRMTCHKR 

YKIQK\KAPEHHRK1RGEAKKR 

GHNKPRKDPGVPNSAP\FKEAL 

L\REAELRKQRLEELKQQQKLD 

RQKELEKKRKLET*SWIFKPSN 

V\DPMEK\EFGLCKTEVNKA\RSG 

KQNSKKLYCQELKKVIEASDV 

VLEVLDARDPLGCRCPQVXEEAl 

V\QSGQKKLVL/1YLNKSDL\VP 

KEDL\ESWLKLF*RKDLPNSGCF 

RASTKTQRVKGKITKVSFIS 


14610 


44978 


A 


14696 


553 


997 


EVTACWQSSQPSLTLGASSAW 

APTLAALEEPFSPPLHCGSPFLG 

WPRLEPAPSAPPWAPVRPEPPQ 

QGPPSAPGRPIPSTTQGLRSADA 

GRRTGTQLHRQPAKVCSF/IS*S 

QRDHEPTRRNEQLQTRRLKSCN 

THREDLQLHSRRKKL 


14611 


44979 


A 


14697 


1410 


2036 




14612 


44980 


A 


14698 


-> 

.> 


630 


RYKGSPRPHQTQEPSWLHLVDP 

APGLQVELPASPAPCAR1RQPL 

GGRWDWAPWSRGWCSSGRJLG 

QH RSP WSG WE AQ A WRA A G PK 

PCPAGRQLRPGEKSSTAPVGRH 

CWGIQYTLRSHWPGC*VPHSSG 

PAGLAGCSGTPAGPQAPHAAP 

VPARA/CSLHTSLQAEGVGSSL 

GQPRKGLPQCRWGLKGSSNAA 

KVGAQAGEVQARALRTAS 


14613 


44981 


A 


14699 


190 


383 


ASHPLRGLRSGRSLPDERHRLL 
HSAQSHRPPKG*GVRAQGAGL 
T/WQLHL* PQCGIH WVKPAGLL 


14614 


44982 


A 


14700 


1 


1095 




14615 


44983 


A 


14701 


1 


777 




14616 


44984 


A 


14702 


1 


933 




14617 


44985 


B 


14703 


1 


996 




14618 


44986 


A 


14704 


978 


1207 


ASLPLRGLLCCPSLPEERRPLLH 
GAQSHRPPKG*GVRAHGAGLA/ 
WQLHLRPRCG 1 H wVKPAGLLS 
LGPHQQSSKSA 


14619 


44987 


A 


14705 


111 


558 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X-Unknown, 
*=Slop codon, /= possible nucleotide 
deletion, \=possibte nucleotide insertion) 


14620 


44988 


A 


14706 


1 


1103 


MKPWALKVSVTALKVARLEFV 

PPDVRMCSEFLPCGVKLQTFAV 

SVTALKAARLELFVSPGGLVVS 

LASGVKLQTFPVSVTAHKSSVD 

PRSEQQQDLLQRAKEQTFHTVE 

GDRSGSPPDSGAQLASPSGSRT 

RAAGGAACQSRALRPHSSALG 

WSMGLGAVEQGAVLIREARAA 

HEPMERVGGSGMAGCRSRALP 

REKA A KA RRETEG S A A VSG WL 

SGIAQWPKIDHEGFRAVKMPQ 

A A WLLKA VTFI DLTTLSGDDTS 

SNIQRLCYKAKYP1REDLLKAL 

NMHDKVAAGFPAGQTHLKTRL 
ppirt a vprin ATPir^witjpci \/ 

CC>livLr/\ VULKjA 1 JdIL/V VllNKoLV 
L> 1 vJv/ " CfVJ/JL Tor V V ToALrLMJ 

HSRLFLPSGNALLLWLWCLHS 


14621 


44989 


A 


14707 


2 


2300 




14622 


44990 


A 


14708 


2 


1058 


arsnirmvtafrslpagssgaa 

raxmsahnrgteldlswiskiq 

vnhpavl\rraeqiqarriavk: 

kd wq a a wllka vtfidlttls 

gddtsfni*rlcykagypiredl 

lkalnmhdkgitvtaavcvyyp 

arvxcdavkgtsrpag/cvnipv 

gisraagf\pag\qth\lktrlee 

1\rlavedgslqkidv\vinrslg 

a*qaqwe\alydeirqf\rkac 

ge avhlktl l avtgelgtltn v y 

kasmiammagsdfmktstgkje 

tvnatfpvaivmlrairdffwk 

tgnkigfipaggirsakdslaw 

i vkppi nnpwi i^ppi pdiha 

v rvCCLVJL/C w L»N.r CL*rI\JlJ f\ 

STLLSDIERQIYHHVTGRYAAY 
HDLPMS 


14623 


44991 


A 


14709 


576 


998 


VLQFLFCAACPEFVPSGVPMCSE 
Y LPSGGFV VSL ASG VKLQTFP V 
SVTALNALRLELFVPPGGLMVS 
LASG\GSCRSSR*VLQLIKAVWT 

yiU^LUUi\WUWArWol\UKJ\orvJ 

EARAAQKPMEGVGGSGMAGC 
RSRSPAPREGS 


14624 


44992 


A 


14710 


2 


589 


RHHPRHAVQARPFPAGPLAGA 

QRGSGAE*RGPQGS\PGPAGLS 

GGESL/PGETDRGADKEERGRQ 

RWQRALGRLSAGADPLPAELR 

GRRQRRGR*AGQRAAQEAACE 

AP1QGSGARNGRRG*GRRL*GC 

YO*V*FPGLTRGWGRGSRPSAV 

HCGWEPP*AGKPSGQTPRHSG* 

PAGWDGLPPKVTGPPPGTPQPR 
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SEO Il> 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, V=possible nucleotide insertion) 


14625 


44993 


A 


14711 


1 


1596 


MRLTRCQAALAAA1TLNLLVLF 

YVSWLQHQPRNSRARGPRRAS 

AAGPRVSLPPHPLTCVWRCSRP 

AMDRPPAASRPETTVATEFVAL 

VLDGARAEAHALLERMVEALR 

A V S A RL V A APV ATAN PA RCL A 

LNVSLREWTARYGAAPAAPRC 

DALDGDAVVLLRARDLFNLSA 

PLARPVGTSLFLQTALRGWAV 

QLL DLTF A A A RQPPL ATA HA R 

WKAEREGRARRSALLRALGIRI 

VS WEGG RLE WFACN KKNQRC 


14626 


44994 


A 


14712 


225 


980 


VPSRTWAEYRTRFVPHSLGQPR 

SSH1PQSPQTDQTAQGQQALAP 

PAGRSGQ*GRPGRRARLGPGER 

HS*APPPLSQLLLQTFPHLQALP 

SAHARPSGQPHADRGHSRSPSG 

/DLSTSSVLKVVRPQAGGPKQA 

RCPQAGRVCHCPRGGRRGPE/Q 

Q/GG*RPEAPQASPEKGSTGLRP 

SAKDSrCNQGTGIFLRCQVAPRP 

EALCCPPPRGADTPVSPCLWVA 

GAGIPLQPPEGAEGAVLGSLCT 

LCPGSPDSPPTS 


14627 


44995 


B 


14713 


405 


893 




14628 


44996 


A 


14714 


178 


499 




14629 


44997 


A 


14715 


231 


436 




14630 


44998 


A 


14716 


141 


393 




14631 


44999 


C 


14717 


97 


351 




14632 


45000 


A 


14718 


119 


358 




14633 


45001 


A 


14719 


21 


614 


PPCTSLRPLHAFSGKMTHLNRG 

TLSLLDSQLHNLIALQMTCFKD 

VEIPNFFWEPSVTPSHRNFNMYF 

PAAVFGFLPISGTLFSYCK1VSSI 

LRVSSSGGKYK/AFTTCGSHLS 

VVC*FYGTGFGGYLSSDVSSSP 

RKAAVASVMYTVITSMLNPF1Y 

SLRNRDI KG VLRQ PHG STVQFQ 

YLLICSIPFVVWVKKGSKVK 


14634 


45002 


B 


14720 


162 


1263 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V= possible nucleotide insertion) 


14635 


45003 


A 


14721 


696 


1791 


VWIALKSEN1TCELLLFKMQTQ 

CQVLVYLFPIFQPSFLGKRCP1S 

TDPQNLTDVSiFLLLEVSGDPEL 

QPSPCWAVPCPCAWVTVLGNL 

LHLA1SPDSHLHTPMYFFLSNLS 

L A\DI G FTSTTVPKVM 1 V DI\QSHS 

RVISYAGCLTQMSLFAIFGGME 

EXDMLLSVMAYDWFVAICHPL 

YHSAIMNLCSVGFLVLLSFFFIA 

LSLSDSQLHNLIALQMTCFKDV 

EIPNFFWEPSQLSHLACCDTFTN 

NIIMYFPTAIFGFLPISGTLFSYY 

K1VSSILRVSSSGGKYKAFSTCG 

SHLS V VC* FYGRG VGG YLSSDD 

VSbSrRKGAVASVMYTVVTPM 

LNPFIYSLRNRDIKSVLRRPTEH 

CLISKK 


14636 


45004 


A 


14722 


1 


1971 


MTRKVTLLLRTWRGGCGRLA 

MGMEATPQGSLHPLFQEHWIR 

AEDFGVLSPMHPNSVQGVDDM 

IRLGDLNEAGMVHNLLIRYQQ 

HKI Y VSLPSPVSTG EPLTG ANLL 

DREKKMMHRGHCPIALTEGVS 

GPDNPEGRARAKAKA KARAEL 

PLPGAEGTDHLLPSQTYTGSILV 

AVNPFQVLPLYTLEQVQLYYSR 

HMGELPPHVFAIANNCYFSMK 

RNKRDQCCI ISPQNRVGAQTDT 

VLKVFQHLLISLICKTTLQACCI 

PSHPYLSSAPGPPPLTTQCRSYS 

DSLLGPQLFGDVCYNCSHVIEG 

DGEALCSLPHPTCSPGAWVLQL 

VSPLN KA WCVSCFSCSTCNSKL 

TLKNKFVEFDMKPVCKRCYEK 

FPLELKKRLKKLSELTSRKAQP 

KATDLNSAEGPLAQLGAVGA/V 

TGITHEPHIPQVENGSQQLDDV 

PALGV\ENWRIFMAERMEAQG 

GQRLLLSTMHEEYEFVSPSSVAI 

AELVALFLEGLKERSIFAMALQ 

DRKATEGGPVGLTKKQGLLAS 

ENWTLGQNDRTGKTGLVPWH 

CLYTJHTVTKHSDSCCTAVPTL 

LEASSGCI FMS YKKHITLTPKSA 

ILTNCQPYFIRCIKPNEYKKPLG 
FSDSFML1KLIRJDKVQYDSFSYI 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,21? 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14637 


45005 


A 


14723 


1 


1197 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTiKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSRKTLMTHQSTCPKH 

RASRVGPSNSLQNKQTVKKGD 

QTSVRRKRNDLKVEERHKNHH 

LARELTSSAAAASPTGHAAATA 

QAPQRHVEVGRAAAPAGDLGE 

G1VGEQVLGAERLVGPDASRAR 

ALCVLGDRREAGHTAEMTAAP 

PAQVPGPGGPTALRRPSSYLGL 

GVDEQNPMSVDGDEDDVRVQ 

HQELRDCLIKHT1LIRGEFVTRS 

LNIAQAADRRDAFVKG1YGALF 

L WI V KKIN A A IFTPP AQDPKN V 

RRA1/GLLDIFGFENFENNRJ1RT 

LCWRYREARC 


14638 


45006 


C 


14724 


1 


1032 




14639 


45007 


A 


14725 


1 


4960 


MSTTSIFQQLNLLLSHSHKQKQ 

QIQLPNGRSRYSCLMAAFRMQ 

YFLSLPMKSLILVGFERLQAIAR 

SQPLARQYQAMRQRTVQLQAL 

CRGYLVRQQVQAKRRAVVVIQ 

AHGQGMAARRNFQQRKANAP 

LVIPAEGQKSQGALPAKKRRSI 

YDTVTDTEMVEKVFGFLPAMI 

GGQEGQASPHFEDLESKTQKLL 

EVDLDTVPMAEEPEEDVDGLA 

EYTFPKFAVTYFQKSASHTHIR 

RPLRYPLLYHEDDTDCLAA 


14640 


45008 


A 


14726 


86 


370 


RTWMTHVWRRRRVQAAPTAY 

SSFRPGTSPCPAQPRAGARA*TR 

SGTS1MPTGFSSHTSCLTVP\PFT 

ASSAGQHRQRHRKTTAAGHPT 

TTGAASF 


14641 


45009 


A 


14727 


3 


455 


MQSVLPAHGVSSTRASSRSVTL 
SSPSTSTNCRGRKSSRVT\SPVG 
SGPGGGGGGPGSGRFGIDPPRK 
FAAAGSFSTGAPSSVMVVRVSG 

STISLSSLWA/VQPIAAPPYPELA 
TQLPISCR*SPSPCAPS 



A OOO 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoo Tor peptide 
sequence 


Nucleotide location of las! 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14642 


45010 


A 


14728 


338 


1782 


NQLSK* KA H SI RT* TA LQQSSG R 

SQICIVQSSADALPSSRCTNPSST 

FTPTPLPPRPH PRTCSTLGCRSR 

SSST1SLSSLWAASR*QPLRTPN 

SRTQLPRS WPLKSTA LSPPPPGQ 

ATRLC WWMVSSK* RTWMTH V 

WRRRRVQAAPTAYSSFRPGTSP 

CPAQPRAGARA*TRSGTSIMPT 

GFSSHTSCLTVPRLHCVLCWTA 

SSTPQESSPGGWTRPWPSWRRC 

CTCTGAGRYLQNSTAS/T/PVPS 

TSVSQTAPSPKEDYRCWPSYHH 

GSLPPFS VQPG *GCGMS VRAMP 

S VGPL WSPTRPPGQIKRQN Y LL 

NYWSCWKMTLLAGIIPSST/GS 

RPADLDYFLGSSQCPRDERTLK 

GHVSCDPTSSISITGEKLKQKLE 

S/SSTLADTKSAFLQDSWT/SSLP 

TLGASAI\RTTSAS*TDQCPPAP 

urLnvdr/OLiioi ■ rul\LLod 1 vo 

TVDSFQI IPMPN*M PFSTCGAFC 
WCLWFSAITALYFVM 


14643 


45011 


A 


14729 


148 


1040 


WCTGSQFSKGTWEI LLRKKPSL 

GNVGALPCVATACLTTVEKRA 

PRGHPLAPVLGDICPKVGSMSS 

STSEL/CTWGNFEFWGRNKYNH 

WF*WGWALLHQFKMGKGAQG 

LQEASFYRKDTY*A\TMP*NP1G 

ISEFGT\LALPGPCKNVFERFMS 

RFELPGKAAAMTDNTNVNYVR 

YKGDYYLCTETNFMNKVDIET 

LEKTEKMWKPRFRG1CPQLQG 

CSVTEQGFEFSDDAKSWALQH 

r IN. IVi r\\^\^U Yr f\ IVI orVvj IN V^^J W f\ IN 

LGLKIIRGEAVTTRAKEVSVVL 
KVLEVTDGKVWAREKKLRDSR 


14644 


45012 


A 


14730 


189 


507 


AAGADTSQGPGGGPPPSQSQR\ 
PKSPSAG RKGSQLSPQPQKKGL 
PSPOGTR K <? A PVsK ATPOA SFPV 

TTQLLGQPPTQEEGSKAQGMR* 
PPQRLGASTQQQTNQEAA 


1464S 


45013 


A 


14731 


2 


356 


DGVSLCHPGWSAVARSQLTAT 

SASWAVCWQGCGETGILLPCW 

WECEKVQPLWKQYGRLSCEDH 

LNS*VQV1LTTQPPILFPKWLHL 

FTFPPTGQKDSSFSTTLPTHCPG 

GRGCSELRSRHCTPAWVTE 



WO 01/075067 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14646 


45014 


A 


14732 


1 


408 


FFFFFYTTFFLFFYFYFFEMESH 

SVTQAGVQWYNLSSLQPPPPRF 

RRFSCLSLPSS*DYRCPPPHPAN 

FLCF**RQGFTLLAKMVS1S*PH 

DPPTSASQSAGHVLTSKWELNI 

EYTWVIKMGTADTGEHKNGEG 

WE 


14647 


45015 


C 


14733 


262 


536 




14648 


45016 


A 


14734 


179 


745 


TDCLHN RC H RSPRSPPPG PPG * R 

SRADWWRRGRCWGSWCASSR 

RVC*RCPAPSASFSCCRSPRGRQ 

GRTFPPSPCPAPD*TQ\PVSPGDS 

TRPCPPPSSPPAHRAT/GCCGRR 

RLPGNASYLASPGKEAGEFPAS 

QGDS* PGQYG YIGDSSS/RPTRG 

TWMAKASTPRHPIAPQ1CGA*G 

FGEHQEVPVREK 


14649 


45017 


B 


14735 


1 


1164 




14650 


45018 


A 


14736 


35 


542 


VRPPSHVTADSGRSPLSLTYLPL 
QEPGDMAAAVPRAAFLSPLLPL 
LLGFLLLSAPHGGSGLHTKGAL 
PLDTVTFY/KDYGDKLNMELSE 
KYKLDKESYPVFYLFRDGDFEN 
PVPYTGAVKVGA1QRWLKGQG 
V\YLGMPGCLPVYDALPGEF\IR 
ASGVEARQALLKQGQDN 


14651 


45019 


A 


14737 


11 


908 


VRPPSHVTADSGRSPLSLTYLPL 

QEPGDMAAAVPRAAFLSPLLPL 

LLGFLLLSAPHGGSG\LHTKGA 

LPLDTVTFYKVIPKSKFVLVKF 

DTQYPYGEKQDEFKRLAENSA 

SSNDDLLWAEVGISDYGDKLNM 

\ELS\EKYKL\DKESYPVF\YLFR 

EGDF\EEPSSHYTGGS*RLGAIQ 

RWLKGGKG VYLGDG LEL VCT 

V*LTPWSGEFIRA\SGVKARQAL 

LKQGQDNLSSVKETQKKWA EQ 

YLKIMGKILDQGEDFPASEMTR 

IARLIEKNKMSDGKKEELQKSL 

NILTAFQKKG\AEKEEL 


14652 


45020 


A 


14738 


3 


227 




14653 


45021 


A 


14739 


1 


424 




1 A £. C A 

14654 


45022 


A 


14740 


1 


207 




14655 


45023 


A 


14741 


2 


352 




14656 


45024 


A 


14742 


1 


441 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14657 


45025 


A 


14743 


1 


461 


MT VD YRK FNQ V VTPMA A/A V P 

DAVSLLEQINTFPGTWYAAIDL 

ANAFFSIPVHEAHQKQFAFVLPQ 

GYINFPALCHNLIRRELDFFLLL 

QDITLVHYIDDILLIGSSEQEVV 

NTLDLLIHKRSKEAEHTAASRIR 

VSCLPEQKSHEQTLPWEQVP 


14658 


45026 


A 


14744 


1 


928 




14659 


45027 


A 


14745 


283 


1074 




14660 


45028 


A 


14746 


450 


1970 


VRVLSPVEKELKLWKNTHKLL 

SYPTVGAAVTQLQNLTAMGVI 

GSHGARGQVVALNRQRQGDL 

QPFTRVTVHWGKGYDRTFWGL 

LDTGSELTLTPGDPKHHCGPPV 

KVGAYGGQVINGVLAQVQ1TV 

GPQTHPVVISPVPECIIGID1LSS 

WQNPHIGSLTGIMVGKAKWKQ 

LELPLPRKIVNQKPYCIPGGTVE 

ISATIKDLKDAGVVIFTTSLFNS 

PIWPVQKTDGSWRMTVGYRRL 

NQVVTTPTAAAAPDV/VVSLLE 

QINTSPGTWYAAIDLANAFFSIP 

VHKPHQKQFAFSWQGQQYAFT 

VLPQGYINNPALCHNL1QRNLD 

HFPLLQD1TLVHYLNDIVLIGSA 

IKWVMHSS/DSIIKWKWHVHDR 

AQADPEGTS*PGYGHF\WCP1C 

QQQRPTLSSQYDTIPWAISQLPG 

DRLIIGPLPLWKGQKFVFTGIDT 

loUYUrAYr'AONAbAK.l llMbb 

QNTLSTLMVFHTA LPLTKALTS 

WLKKCSSGLMLMEFTGLTMFSI 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14661 


45029 


A 


14747 


1 


2589 


MGPPYKPPTTWPPQTLSYHSTT 

PVKLQSLSLPPTAARGATEPCH 

LQAPASSVQQMTPPAPGLKHL 

GGKSQMCLEQDGRSGSVRGSP 

CHAGHWVAGAGFGKGTTRTW 

GHVNL1VPPNCPTASSSAARDS 

APNQPLLGVVTAQIVPPTCPPA 

MTVQELIAPLTLPPAAGCRRGV 

RPFQTRVWLLAQLLRARLGGP 

G EG V VTCHS WRLER V A PRLAS 

LWWALAAETAARLDWAAKRP 

SAWGSIKAAEFSSKATPRJLEGA 

SSRTLWVSYIQAKETTTGKNGP 

VEPSHLWEAYCRATAPHPAVH 

SPSAEVTYTCG1VNLLLQGLVP 

KSHLETHTGCHVVVELIICSVV 

LPLISRLSDPDWIHLVLMV1FSK 

ARDPTPCPASGPEQPSVPTSLPL 

IAEVQQLPEGRAPSPVAAPGFLS 

KQIQDALCALEGSQALEPKGGE 

GSEGVEAEGPGTETETVLPVST 

LNFCPEIQIDIADKEIEQGEVTTS 

VTALLEGLEKTCSSRPSCLEKD 

LTN D VTYLDPT1 FSFEPLSSPDG 

P V V IQNLH ITGT1TAQELSGTG L 

QPCTRYTVKCETSLDGENSSLQ 

QLAYHTVNHRYWEFLNLQ/SH 

QEKKPDL*KFIKN\1 EKMVVSAI 

VDNLKTAFPCSESQGPTEELSE 

Ab TESKSQ I EuKKARKSRLRFS 

SSKISPALSVTEAQDTILYCLQE 

GN VESKTLSMSGMESFJ EKQTK 


14662 


45030 


A 


14748 


478 


3507 


SKILRAVIWGSHLVRSAMKTET 

VPPFQETPAGSSCHLNNLLSSR 

KLMAVGVLLGWLLVIHLLVNV 

WLLCLLSALLVVLGGWLGSSL 

AGVASGRLHLERFIPLATCPPCP 

EAERQLEREINRT1QMIIRDFVL 

SWYRSVSQEPAFEEEMEAAMK 

GLVQELRRRMSVMDSHAVAQS 

VLTLCGCHLQSYIQAKEATAGK 

NGPVEPSHLWEAYCRATAPHP 

AVHSPSAEVTYTRGVVNLLLQ 

GLVPKPHLETRTGRHVV 


14663 


45031 


A 


14749 


1 


417 




14664 


45032 


A 


14750 


34 


350 


RERGQEGGVAGRVEMDVSVVE 
RGAYADQIWGRPKGGESRGEK 

RKG R WVQR VRALRA R VTPAG L 
GECKWGRGRGD*VRRVKPRAL 
RERWGDGSTVSDSTPMKPGLE 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


14665 


45033 


A 


14751 


1 


1604 


MASKRCIRDFRSRGGKLKSFQL 

YATFRKEGCGPVLANGNPGGG 

RGQEVSATQDLRRG w'GlASSAS 

RFPWRQSWPGRPRLGNYDSGA 

PGEAKMPSKGKDKKKGKSKGK 

DTKJCLIKTDESVVDRAKANASL 

WEARLEVTELSRJKYRDTSRIL 

AKSNEDLKKKQCKMEKD1MSV 

LSYLKKQDQEKDNMIEKLKQQ 

LNETKEKAQEEKDKLEQKYTR 

QIMELEGQFHQKAKEIGMIHTE 

LKAVRQFQKRKJQVERELDDE1 

NDLLVKEKIMQLVQQRSQIQTL 

QKKVVNLETALSYMTKEFESE 

VLKLQQHAMIENQAGQVEIDK 

LQHLLQMKDREMNRVKKLAK 

NILDERTEVERFFLDALHQVKQ 

Q1LISRKHYKQIAQAAFNLKMR\ 

EHVQEEQN1PKSEHLMAESTAPI 

V*IRIFWRPKNGHILKEMWILEI 

*PGSRRKKYCDCSLQK*MAVLL 

GNTTQSSRPSSSRTMLFLDSGET 

fccrncci/i rvrwiriTAAr a icrv 
KJ:rUDbi>KLvJUKJr 1 1 QQIAlbD 

Vrw*buA 1 HYbKK 1 SGV*HSGK 

O C O L< r IV VJ V< IV-L* 1 


14666 


45034 


A 


14752 


95 


473 




14667 


45035 


A 


14753 


168 


449 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


14668 


45036 


A 


14754 


1 


2000 


MAFEQAKQVVKLALDLWPIGD 

GPVELQVTVLDQHANWSLRQE 

QHGKRGPLQFTDVAIEFSLEEW 

HCLDTAQRNLYRNVMLENYRH 

L VFLGI VLSKPELITCLEQG KKP 

LTVKRHEMIAKPPGQKNWEKQ 

ALPLTGCLTKYPSWAKNIDIIVT 

CSHFARDLWPEQSIKDSFQKVT 

LRRYENYGHDNLQFKKGCESV 

DECKVHKRGYNGLNQYLTTTQ 

SK1FQCDKYVKVIHKFSNSNRH 

KIRHTGKKPFKCIECGKAFNQS 

STLTTHKKIHTGEKPFKCEECG 

KAFNWSSHLTTHKRIHTGEKRY 

KCEDCGKAFSRFSYLTAHKIIHS 

GEKPYKCEECGKAFKRSSNLTT 

HKIIHTGEKPYKCEECGKAFKR 

SSILTAHKIIHSGEKPYKCEECG 

KAFKHPSVLTTHKRIHTGEKPY 

KCEECGRAFKYFSSLTTHKIIHS 

GEKPYKCEECGKAFNWSSHLT 

THKR1HTGEKPYKCEECG\KGF 

KYSSSLTTHKIIHTGQQPFKCEE 

CGKAFKCFSILTTHKR1HTGEKP 

YKCEECGKAFNSSSHLTAHKRI 

HTGEKPYKCERCGKAFKRSFIL 

TRHKRIHTGEKPYKCEECGKGF 

KCPSTLTTHKlLXEIHAGKKPNK 

* E/ECSKAF KDTS A LTRHKIIRTG 

EKPCEFDECRKAFNQLSTFTKY 


14669 


45037 


B 


14755 


269 


1131 




14670 


45038 


A 

A 


14756 


*> 
2 


149 


ALFRAGRQECLSLLKLCPQPPL 
orlLrvrUK ur iLnrr^KLAA 

QRGGI 


14671 


45039 


A 


14757 


2 


175 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


14672 


45040 


A 


14758 


1523 


2667 


PLLVIHRQTGSGEDLQQTPADL 

QQRDLLERKLTNRNE*HQHQQ 

KRHPLKNPlQMSP/CiKDQRYlN 

PRSTIKJLELG1KKLTENCTTTWK 

LNNLLLNDCWEKQERSKTDTL 

TSQLKELEKPEKTNSKASRRQEI 

TK1RAELKEIGTRKTLQKJNKCG 

SWFFEKINKIDRSLARLIKJCKRE 

KNQIDTIKNDEADITTDPMEIQT 

TNREYYKHLYANKLENLEEMD 

KFLDTYTLPRLNQEEVESLNRP1 

TSSE1EAVINSLPT/KKRSPGSDR 

FTAEFYQRYKEELWPFLLKLFQ 

TIEKEGLLPNSFYEDSHLIPKPG 

KDTTKKENFRPISLMNIDAKILN 

K1LANRIQQH1KKLIHHNQIDFIP 

GMQG\WFN1HKSINVIRHLNR 


14673 


45041 


A 


14759 


640 


1771 


APVARMTA/PLFYTALLVFSAL 

GNILALCLTCQMCRRKINCTGIY 

LVHLAVSDLLFTVALPGRVVC 

YVLGSSWPFGKGLCRLTAFVL 

YTDTYGGVYLMACVSVDHYPT 

WVCAHWGPCLRTAGRARLVC 

VAIWTLVLLQTMPLLLMPMTK 

PLVGKLACMEYSSMESVLGLPL 

MVLVAFAIGFCGPVGHLSCYM 

KITWKLCSTAGRTQ*PAGKDTT 

GGASPGGPSDQPEKTPPAGAAQ 

EDPVTPRERTPPAGQPERTQ*PA 

GKDATGGTAREDPVTSRKGRH 

WRGCLLTLLMLVAVVVCFSPY 

HLNIKQFMARGMLHLPSCAER 

KAr LLS>LQA 1 VALMNMNCGJ/D 

PIIYFFASTHYRKWLLGILKLKG 

SSSSSSSSSTLY 


14674 


45042 


A 


14760 


1 


401 


MVLVQWLTAITSAFWETQNKG 
SLQFEDKWDFMRPIVLKLLRQE 
SVTKQQWFDLFSLGATLQDSSG 
PLLTGKLKKKRK.VSGTKY/IEAS 
bA 1 SLKA J I L> I HHLLLYNPFWI 
PL 1 LI*HLL WLQKFA'SCDTDPH 

n 

r 


14675 


45043 


A 


14761 


184 


2720 




14676 


45044 


A 


14762 


34 


251 




14677 


45045 


A 


14763 


2 


452 


LQIEI1*ALEELAAKEKANEDAV 
PVCLAADFPSAGMGSSCDGQE 
DELDIKSRAAYNVTLL/NFMDP 
PKI PH LKEKPY FG MRKM A VR W 

GRDLDTWHVGVKISWDVKTPG 
LATPQGDCYFMLGNLWRTKIIL 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


14678 


45046 


A 


14764 


1 


1701 


MPFKCKKQHTFNKTSPKEGAII 

FTHGCLCTSPFNSELSEHLGNL 

KLSSWEHLHHRSQQTLSVRLH 

VPTPQPVEHEFIQLIYIHTOAKL 

QASKVIIATKDGKRRKSPLWQL 

KYPKLILREASSVSEELHKEVQ 

EAFLTLHKHGCLFRDLVRJQGK 

DLLTPVSRILIGNPGCTYKYLNT 

QLFTGP\FPVKGSNIKHTEA*I\A 

AVCETFLKLNDYLQIETIQALEE 

LAAKEKANEDAVPLCMSADFP 

RVGMGSSYNGQDEVD1KSRAA 

YNVTLLNFMDPQKMPYLKEEP 

YFGMGKMAVSWVHHDENLVD 

RIQLQLWDPVDGTTASSAVPKQ 

GRDKRREVPNTLSQPNSQEGLl 

SAFHSRCVHAVFYKLTSAPKTT 

SLPDVPSDLLAEGLAASRAGQA 

LWRCDKKSLLTLVRKINLQGK 

RDGGRSATNQQSQPHLDNTGL 

ERQLEQKVGRCRSPWRGLGHL 

EGNAQKGHLLHGVNKNGQHL 

LRRHGVS1RAGRAPHLAAADT 

APGRISCLGHSEALKPRIQAGGL 

GAESIWQVLWEGGSNSSVFCR 

HDEEPAAELPLPGKQASGGHM 


14679 


45047 


B 


14765 


16 


1462 




14680 


45048 


A 


14766 


89 


566 


MEQGSIITQAWREDALVLTKQ 

GLVSK\SSPKRPHVCHILK\APFC 

CSCTQHVGQSSSPR*ANPHIRRE 

STPIAMSDQLQRLQYQFYQIPG 

TCLLPEVTEKNQGRICMVTDLD 

ETLVHSSFKPISNADCLVPVELE 

GTMHQ1HVLMRPYMDEFLT*M 

EEMF 


14681 


45049 


A 


14767 


1 


305 


LSGLEMFQAGAGAPSSPGY*GS 
CWAISWSGPPDKHSNRGASCG 
Lb 1 WAG AAA 1 ul AGPHPAAGR 
C*A*AGSGGDQGTGSTAPLPAT 
P*PLQSLV*AAALPA 



1 CMC 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14682 


45050 


A 


14768 


1070 


2653 


SLKPCMACL*HS*EKTLSDSSG 
RSWICAVSFXGSPGPAAAPLPEL 

SGAGRKLGPMLPSTAELCPGTR 

ARWSEGYRDLGRQAQDLQAG 

RKS V VTWALEGH PREEERA A A 

KVQQCQRMWEGCSDPQELIPR 

PGRNPDPVPDSAVALLPWGPSR 

VPDLGPDSEHR/PAHSRVQYWL 

HKAPAPPSPSPQLAEPATPPTRP 

SSPGSRSPSSWHRLRSWSLNAD 

PW\RPRPADLPPGNPAPPSRGGA 

HGTWGKDVRPLGRGSRLFSVV 

CGRREVQRAARRVGTTGPGWR 

APGREREAASR*QPPGTG/PASP 

MGRASSSGSRVSPGP1RRTAPW 

EGCSCRSRHHWGKGLGPPDGE 

PG\PGSS*VAQPTVGGRRSLGPG 

GAAPARDAAAATPPGDAAARE 

GSGRHLRAPASRPQHQPRSPRS 

HPPASATTASLQKFRSASSEPPS 

EDRPFDFSPTAPPQCPRVAPSAG 

AR*R/AGGRLPE/PR/RPGPWGG 

GSRTNLTIPTSLHGPTPAAARTS 

PHRKSR 


14683 


45051 


A 


14769 


748 


1073 


SQHFGRPRWVDRLRSGVRDQP 
GQHDKTPSLLEMQKMAGRAGG 
CL*SQLLRRLRQENPLNPGGGG 
CSELRSGLCTSVWATGRDSI*K 
KKKKKKKRKPWSLLSL1VLVQF 


14684 


45052 


B 


14770 


59 


466 




14685 


45053 


A 


14771 


2 


3184 


HRTGIPGSTISSPGGETVPEVMTA 

AMRERFDRFLHEKNCMSDLLA 

KLEAKTGVNRSFIALAGVIGLVA 

LVLVV\GYG\ASLPLQPLLGFCY 

PAYVISIKAIGE/SPNKEDDTQW/ 

V*TYWVV\YGVFS\IAE\FFSDI\F 

LS W\FPF*LHG* KCGFLVG WCN 

GPEAPSKWGLKLL*QAASSGPF 

LSLEATKSOIGOVLVKDXLKDO 

GPKETADAIH*KKPKKSLP*ILL 

G*KKKKK 


14686 


45054 


A 


14772 


14 


455 


PQFPCRRFRALSEEELDNEDYY 

SLLNVRREASSEELKAAYRRLC 

MLYHPDKHRVPELKSQAERLF 

NLVHQAYEWVERRRTPAEIRE 

EFERLOREREERRLOORTNPKG 

TISVGVDATDLFDRYDEEYEDV 

SGSSFPQIEINKMHISQ 


14687 


45055 . 


A 


14773 


328 


479 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14688 


45056 


A 


14774 


15 


1095 


KVAKMATALSEEELDNEDYYS 

LLNVRREASSEELKAAYRRLC 

MLYHPDKHRDPELKSQAERLF 

NLVHQAYEVLSDPQTRAIYDIY 

GKRGLEMEGWEVVERRRTPA\ 

EIREEFERLLREREERRLQQRTN 

PKGTISVGVDATDLFDRYDEEY 

EDVSGSSFPQIE1NKMHISQSIEA 

PLTATDTAILSGSLSTQNGNGG 

GSJN FALRRVTS AKG WGELEFG 

AGDLQGPLFGLKLFRNLTPRCF 

VTTNCALQFSSRGIRPGLTTVL 

ARNLDKNTVGYLQWHCSSPLL 

QVQRPHRNTRACAPEPSFRPFL 

H VPT WD AECSG ARTPST A WTS 

AAVKLREACLSGPGSGSHQLLL 

LTPRSKRRTGGG 


14689 


45057 


B 


14775 


508 


1765 




14690 


45058 


A 


14776 


2 


639 


GRRRHRRRHRDCSRG DCYLPT 

GTNTQQPLPPPREPLPELPARTP 

DLSMQN SEGGADSPAS VALRPS 

AAAPPVPASPQRVLVQAASSNP 

KGAQMQP1SLPRVQQVPQQVQ 

PVQHVYPAQVQYVEGGDAVY 

TNGAIRTAYTYNPEPQMYAPSS 

TASYrbAPOGAQVTVAAS/SPP 

AVPFHSMVG1TMDVGGSPIVFS 

AG A YLIHGGM DRPELLANL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14691 


45059 


A 


14777 


1 


2091 


MKPDDNSTQNEGGQSFEERHE 

TLQRVKFRGGPKTAPGRKL1AF 

LGQMNSGTSGGQRVPGEEELM 

AGGATCLPNTEAHQPIRMKNL 

HTPAFRLCPLTLQDNEADAFW 

HQ A F V D WG M PTG KKPQTLG LT 

YKTTHDLSMQNS/EGGADSPAS 

VALRPSAA/APPVPASPQMLPLE 

L V I LG VV/PLDKCI PAQ WSKEG 

QTNSYTYNPEPQMYAPSST/AS 

YFEAPGGAQ\MVGITMDV/GGS 

PIVSSAGAYL1HGG/MDSTRHSL 

AHTSRSSPARSFRSNSKAPSSRK 

FCC*LPTLSSKTL/SLFSKNLLRK 

LPLGfCHSPDSVQWPWIYGLLV 

AGSESLASLLFPKASSSGETLGF 

ATGQLAGESRLPSLLAFILVPID 

VAWGKEQLVTQTTVYRVQGS 

GQHLNKAWQEPALVNICGMGE 

K V D VQ VG LCQHRA H LDG WN S 

SRAASVWPGETLTHHQDQCQA 

NLPPGIETSILGTKGARYPSPQE 

QGGGRVWLERLDPRG/AVSGT 

DL*CLPQSDVPPGRA*SGGTGD 

KSISTHDKSGRGNSKYHY/YGIR 

LKPDSPLNRLQED/TQYMAMR 

QQPMHQKPRWCRAELGGAGSP 

L\GMEDVSHVFPEFPAPD/LGSF 

LLQDGVTLHDVKAL/QLVYRR 

HC/EDVV/MNLQFHYIEKLWLS 

FWN/SKASSSDGPTSLPASDEDP 

EGAVLP/KDKLISLCQCDPILRW 


14692 


45060 


A 


14778 


94 


3006 


RTRSLTRKAMAEHAPRRCCLG 

WDFSTQQVKVVAVDAELNVFY 

EESVHFDRDLPEFGHVLDVHG 

VHVHKDGLTVTSPVLMWVQA 

LDIILEKMKASGFEFSQVLALSG 

AGQQHGSIYWKAGAQQALTSL 

SPDLRLHQQLQDCFSISDCPVW 

MDSSTTAQCRQLEAAVGGAQA 

LSCLTGSRAYEFNLVCDRKHLK 

DTTQSVFMAGLLVGTLMFGPL 

CDR1GRKAT1LAQLLLFTLIGLA 

TAFVPSFELYMALRFA\GL [ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


14693 


45061 


A 


14779 


i 


710 


MG PA AG A PTSRASRG PRA PA LR 

AAVGRRCPRPEMPCQCHPLAR 

CGLDPAWTQLPQETAGAPRQD 

PRCTNQL1CEHLPLEGLGFGYL 

GNKDSLRHVKVVAVDAELNVF 

YEESVHFDRDLPEFGGLASSAV 

TQSSS/DDLQQVP*SLQSLHAA* 

SLQTNASPFTFEHSFLGKRHPK 

G A GQKRA ESPTRPPLRLQE A A P 

GELQRPLPYGTQVPAGLCPSVS 

GLRLRARALLPYRTHSLSV 


14694 


45062 


B 


14780 


i 


252 




14695 


45063 


A 


14781 


73 


198 




14696 


45064 


A 


14782 


762 


1080 


AGRAEMQQERESHEEAKDPSP 

LSPREGSQKQQQNVNTSTPSHC 

PR/PPLRMPPPAPRRPVP/CDHPR 

AEECERKAQHWQAAPPAAPVR 

DPLGEASWAPESGGDVESLYI 


14697 


45065 


A 


14783 


1 


309 


MTKTEREQNEQLDGGGYGERL 

GE YSLFLLC VPSELNQG KCERV 

SSYFGMNLSGVLKKLPFPPTRE 

SWPPPHFTGTPHNHHGGVSNG 

ALGCAQRCSLHHATNAGGWER 

GGVSNSRLFFFLLSASFSDAKIK 

PAPSPIDHLRAEECVPPPLSQPP 

ALVAWCREHLWAHPKAPLLTP 


14698 


45066 


B 


14784 


1 


471 




14699 


45067 


B 


14785 


1 


1143 




14700 


45068 


A 


14786 


1992 


2205 


WRSMSGLRKRQLASQISYCPC 
WS\CP*EESHCRRVSPAPLA*LL 
SPCPA PQQRSHTDPPPFPFKHFP 
LPFSG 


14701 


45069 


B 


14787 


389 


973 




14702 


45070 


A 


14788 


287 


525 


TNPFNLLQH*KKP*CYTY1SITD 
PTDACHKNKAFSSPAVSQLT/CI 
FSSTAGSFFVLSGHSCGHLAVFS 
LWPRSPQLPGTR 


14703 


45071 


A 


14789 


475 


616 




14704 


45072 


A 


14790 


1 


704 


MTKWKSNPQIHMELQRTLSNP 

NNLEKSNVKTYYKAKIFDDNLI 

QLTFQQHRQDRDTEQEKKKEE 

EREKRKQQQEPLRKKAKMQTV 

RPGFDLTQGPNCLTPHGKTWSR 

LPPKNHRRPYTSRPEGPRVKA* 

NHGPEGRRGTRLPPEAAKRAQ 

AEEAAQ* WPTRSTLRLEVTPRA 

MPP\SPSEDPRVAGVHPAPPRGP 

RSDS/APLRPQLRPPRSLFSLASE 

PAAAGNARGRHSVLALY 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, Impossible nucleotide 
deletion, V=possible nucleotide insertion) 


14705 


45073 


A 


14791 


200 


408 


SPHLMSINLITFANFLFPCE*RNS 

LDTCHCRHGTCKDSiCPGLEES 
PLP 


14706 


45074 


A 


14792 


240 


771 


GRGMQSPAQVDPAAKRGNIAG 
HTAHLWPKGGTLPLCF/YHLLI 
MQ1REQP*SSLEYPTF/RILSLVS 
GTKLNKIL AN Rl RQH I KKL 1 H HN 
QVGFIPGMQGGLPTPGSEQGHL 
RVSPS^PS^TVTI Kl FNFMPPFP 
NLNl SKGKA^VHTITOFl\nrn<il 
KVQGSQFSQGHEKRTLDLKVS 


14707 


45075 


B 


14793 


1 


1557 




14708 


45076 


A 


14794 


150 


1668 


ESDARQGPFPLENTRPHPSCMQ 

NHGICRSLHPGLCGCPPTARDA 

APATAGGVPAY/GPLTGAPPG* 

LPGAGIGSKQSSTMGPSGAGSC 

LGL*APSQPAD/PGSIQGVLVIA 

DTE*PLVGGDGGLEAEHQWQ* 

EAGP/GGLIPKHMNPQSRQQSLF 

GRRGYRDSSLRSVLGRTGQQT* 

HAELGAGVMGPGGNGR*GH/G 

PRGLPCLVQGRRGPGVAAVAA 

GVSVAVPSGMLSENGPGCSK/P 

HSGDAGQRRGLRENL*GVRALI 

WGAASSFLLTEQDLQELADCL 

HSGRKTCFFYFQGRGDVAPGPV 

A P AHHRL AG I STV VPEG PG LC V 

GEDRQLPG/GNQRAEPPP*LVRS 

VSSLTGLPALGPRQMPNAGAG 

NGSGK*RGVRGSGPDWDCTGT 

HGGAGTGKLLWAGLSLFPLSG 

KSEAHQQRAAGHGYGRGLGSP 

GRPPRSRKGRVLGSESAPA*GSP 

OPLRSAROfCPESSCPROfiOPVO 

RGPGAPLEAGHCSFPRPLGPAR 
SLHPDFPQGLQA 


14709 


45077 


A 


14795 


3 


374 


RRPPSWG*RGCSQLPECAADGS 

LEDHGPLPPMVSCFSRHPAGRF 

LRVFPPSPLLAVDCCWHNNSYV 

VAVDCCSATSCSLLLYPSQEFPP 

HKFLVYLVLSWHQLLGGLELIC 

TQQPVNPVVSDG 



WO 01/075067 



PCT/USO 1/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14710 


45078 


A 


14796 


73 


890 


MSLVRTDGKVSFPHSRAASSPP 

PRFAGSLPWTPKGHGFTSFPRL 

EGYCPS/REGPSDWGRNSFRVSS 

WAWRPSQGVSHHTPGQGP/PSP 

GNRDK*VATRKSPGQPGSSPEP 

GWSLQSTSSPGATRTKGNLNTL 

KG*KQVVD*WVGVGTGWEGS 

GAPQSPQPSREWRLSPRGVGVV 

KETWPSPWSGR*APPCPGQPQG 

QQTHMERGGR*G*QVGACGLG 

P*GQWSSVTNGKDTRAPWSPPP 

RQRNGRWPAPPPFTFHYYYYY 

YYYYYYYYFFFFGE 


14711 


45079 


A 


14797 


273 


678 


TEESTS VLS VPNQTG AG A ARIG I 

VSLRLCGLYVTSPPRAARMHIR 

PHGPWPGGSHHENGEAGPES/E 

GAPASASGRGAPEGQAWPPRD 

AVLSSLMLALFRTKSARHLVLG 

TRQTAASPFPFFSQPSWYCSLG 

VDGG 


14712 


45080 


A 


14798 


551 


743 


PTRITRSAGSSSWGSCRPRAPAP 

FSWSRPCLQGPRG*CRGLHSRF 

YAAP*VQGHPVH1LPYSKF\RRG 

RAALRPRGQWGLDSVLGTAVC 

GCGP/RSESDICSGR*GPE/WYIS 

PPVPPHVHRGFQQL\NCARQVG 

KGGGG PGCPMLGNH\SSQ VGL 

GLGGQDQDSLESPGRVSSPSGP 

SAASDPGG*GFQGNPDPVHPAP 

APPDW 



wo 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14713 


45081 


A 


14799 


705 


2299 


K RE WRPRH H PLG PPPRC A GRS A 

PLSGPASPFS* WLPPGHGPCGR 

MCSRAARGGDVTYRTHMTRAP 

SC PS LH WVG ERG * DA HTRTPSC 

PSLHWVGERG*DAHTRTPSCPS 

LHWVGERGVGCPHSGLQLSFP 

PRSAGCCKALFEAEKSKGDTGL 

GKRGWAGGGAGGAARPCICNP 

TVPCPQSTQSPPV/PPGTR*QLG 

SSASHSRAASSPPPRFAGSLPWT 

PKG HG FTSFPR/RGG VLPFPEG P 

SDWGRNSFR\GPAGPSMW*PAP 

PSDAQVGHGPG RAG LQRCRGR 

GGHTPFVLAAAAIDSAYFS*VD 

P*VFGSNFPHLSCFPG\GCGEGN 

Q*ARRRPLAGAAALPGPNLES 

WVCELSVAGPAVWDPVPSP/GD 

PTTGPESP/RNSAGACGAQGSM 

R*T*GTPATWSL/GPPPELPGSR 

HQRQCECGPAHVQRERMPGW 

ACMLKSVAQRGFQRR*QLSKA 

QAAAWRV\PGGR\GAGKD*GW 

RRWGVSRGGGGLCCARGGGGS 

SVRRGEVEGS/GCARGGGGCAG 

WRALSPSSLPISGAQELGS 


14714 


45082 


A 


14800 


1 


267 


CSAGGPWRAPQPRRFHRRRRP 
AQLPPPLPLPPLPASPRIHNRTFX 
PRPSQRTPPPAALGCPEPGS/RS 
QGRGHARPPGSGEGDPTVSSPG 


14715 


45083 


A 


14801 


218 


430 




14716 


45084 


A 


14802 


9 


201 




14717 


45085 


A 


14803 


1453 


1936 


EVEKHLCQG*ELLRAQHN*AA 

ACRRPRPPAPGPQCSAGGPMAR 

APAPQVPPPPPPCSA\PPPLPLPP 

LPAS/HAHPQPHFRHGRRSALLP 

RPPWAVRSRGALAGPRTRAAA 

ULRGCjACjAAPAPADARFPASSP 

AE*PKFPQNSARALTGFPRCTD 

PTVSSPGY 


14718 


45086 


A 


14804 


1 


580 


TSGCSHSLHKPAGVSTRPPTVA 
SICAPRPRTSPLRRGSLTLWPFP 
GGHLTLLETPVGFDSCPEEVEGP 
RFSTFKTS*ARGGRRQRCAPRG 
RREVGPPSAAESGRARGEPPRC 
RLLCRGGK/DPQPRAGEGEAAA 

PGNSSGRSRPEAGANPKGAPRR 
CVWGEPGGRRTRLFPDE 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14719 


45087 


A 


14805 


279 


1148 


ALHEFAMSRSLHASLH*S**STC 

P*QQPAPAPAGEPRARFPGKSSS 

ASSGPG/WPRNHGKQLHLPAQP 

Q/QQGRISSPRVAGGSGCTGRA 

LLLAAGLQNSTRSLNPRDPPTIL 

SHRPLQGM/PDAP/RGCSHSLHK 

P/SRS/TPLSGQL*PPSAPHAPAQ 

APSVAGPLPCGLSPGDT*RYWR 

LLRFDSCPEEVEGPRFSTFKTS* 

ARGGWRQSRVWASARGASTL 

QAS VQG R*NPQPRAGEGEA A A 

GTPEGSRAGASGSEGALPSAAS 

PGNSSGRSRPEAGANPKGAPRR 

FLGGCLL 


14720 


45088 


A 


14806 


765 


4270 


SQDTPGD LQC HG DLL* DG A VLS 

EAPGGERVPRDD*GGVCPEGVP 

HVSLLRDSVAEALQPRGEAGG 

DQVPEAHARPPSAQR'PAGAGL 

RLHPPAAGGVPGQSGGHLPKIQ 

DDLTSKS*TNSITKTLFPNKVTL 

SDSGRA*ILEGHRSTQGSLGLEA 

DPGTVSHHQHPCPPNAATHHF 

HRTARPGVQQGPGPASVQQPES 

DGDGALLRSPCSLLPQGADEVL 

LQPDGDKQGGRPRGDSESD*G 

YSERR*AQDEYQGH 


14721 


45089 


B 


14807 


133 


2943 




14722 


45090 


A 


14808 


1 


814 


MEEELLRELLYSENWWSIPYND 

T1QELCCWAVLKRTFINGNTSR 

KPGMKMVTGLKKQERRSKQW 

GCEKE AKF VPDM WI VLEVGRP 

EERGIDGKRWGKSCSVEQSVW 

AFQNPIWSKAQTLLNSMK/AYE 

KGKEGVEEKFEARRSWFMRKK 

AISHLHNMEMQGEAASADVEA 

AVSYPEDLAKJIDESDYTKQWIS 

NVDKTVFYWKKMPSRTFIATE 

EKSMPGFKASKDSLTPLLGTNA 

AGGF*LKPLLTYHSQTSRALKN 

YAKLTLLMLYKWNK 


14723 


45091 


A 


14809 


123 


515 


PKQS AKTI WTSTARPED V VTCS 

FKEEFLPGNTHHDFSIKNRSDPE 

LE VSRPL A RPENFPAN RSHSLLE 

IvRPCRGRWAAHWTGCSSLLD 

ASSAPRTDQPSLWRNLPTASLG 

GPWSHNQPGIVFQNTYLMKWP 



wo 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14724 


45092 


A 


14810 


279 


1136 


VDVDLACVRGLLCSCDEFLSW 

LALNRTVLATPALPSCLSQMAS 

SLPGLCARTRRGERADSQRGTC 

AFFSPARTASQAPLVASSVRKQ 

RVWAPNPLNCHTLPPSRGSQRG 

GY1GEEGVFGSRVVGIWVPGPN 

GSPWPLGVQR/PECVLLGVGSG 

S/SSHELFSEADF1SRLLAPSPSP 

APAS/MGNAIEEEAPELGPLGRV 

FVDDFHYDYNFIHLHEDLCYGP 

LEGPDLDLAGTGDRTPPLHSRP 

RASLSPSALRCP*ALGF/WSTLA 

WGSPNSSSRVPEAQPPAPSLAE 


14725 


45093 


A 


14811 


1 


1597 


GGRKAAVGVETRPQGSAQPTW 

LPVHGDTCTTLLLPCRAWWRL 

GGLPWAASVVGAKCVWTPPER 

GLLMLHKPMPGWSSGYRVVLP 

AVAFFRLRAQVTKLGEEVSLRF 

LKREAKLCGFLQKSFLALEKR 

MKASESSRLKLEGSLRGELESR 

WEKLRGLMEERLRALQGQHEE 

SHLLEQCQGLDAAVAQLTKFV 

QQNQASLNRVLLAEEKAWDA 

KGRLEESRAGELAAYVQENLE 

AAQLAGELARQEMHGELVLLR 


14726 


45094 


A 


14812 


150 


1625 


CLGKAFSCRELNAYLRLPTFFIV 

FSLRQPSLRMHSRAWVKTCGA 

MPCSCCRIRHCSSVTDMAVRSL 

ALLQLVNRTPLRRRQISAACQR 

MSTFLFFRACTF*PRNRSSSGRH 

/DLTARPRQAILRQNFLK/RAQS 

RNLTAPNSPR* *LL VKTYRQTS 

RPVSAAH*CPR*RGRAALAAAC 

HSGSPGARRQTAGPAEGPAR*T 

RRDFL* *RAACLRRRWK WPE* L 

*RSRSSSP*SQGSCPPALPAPPRR 

CSAGSRTGPAARWCRAGAGSR 

RHAGSSSA***SRR*GRSASGRR 

PRHGGTAGSGRWLWWARCPA 

*AGIPWPSWPCHSSWP/PQSVRV 

VSSG*RASLHSPGLDSSGGGLQ 

SFLLVQLPAQGKTSSQPXRHAA 

APSAAACPHAE*CTLGSCPRSA 

TLSPTPPRASPPAG\RSAVSPCPP 

GHEGVLVISKHHLLLLSRSGRG 

LOOIN V VKrUov^r \vMJ\j VLiV^tL 

A VADRDQLPCLVCQDG ECPLK 
ASGRPVLGCP 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14727 


45095 


A 


14813 


921 


1446 


ACCISHGNLWHHLDQKHGLQS 

♦GEKSRLFSRPNLQVPVHTGLD 

H RA R Y LTGPRJCQGHL WPTG PS 

SVFDNENFCKLSVGM*TGRASA 

RQQIQSPFAESGKAFSDICSVSL 

RLCVLPHPWNSRLRSPALRNSL 

KYSVTSSAAARRKLLPLASGPL 

RLGPRSLPTRLQVLRWEKVASA 


14728 


45096 


A 


14814 


1 


675 




14729 


45097 


A 


14815 


1 


2341 


M A SDL VN RCEACDLPQGP1 S V H 

QFPRLSNEVTTTVGRNSESPNQ 

RSVSGPWTPREVRRGVAAAAH 

G FSGQN AK W A A HI PATAMSFA 

LPYSVLHSPHALTTHPLNPGDA 

VTMPSWTSTVSAANASKGRSFS 

QCFQSTEEGQERRRPRTSQAKV 

QQGSTAGKVNELITLAGHIKSQ 

APHGKRKPPPRDSHVICSMLRK 

RKPDETPSPSSDAQFSGMLAVA 

VSSLLCPRSSPSQQWHCHSPSTT 

ILGSSDVSDTSFQPSTKLGPVHG 

FPPQSRDCI LDFELIRK VTG A WS 

SLTAGSWETKIQEFSEEDILAPH 

R1TPGPHSSKSPVHFLASLWGR 

KTKLYHHTIQDKEPRSVPEAGS 

SGRRDGGGAAHSMLCMAPEPD 

HPGSNPNCRSPATLHADADGN 

LQREAAKCQGDGTQVSTHVDH 

TSAPRQAETGPATGENEKMESH 

GRSKRGLVGADQCPAETLDSY 

TLLVGHKKRDKDRQTPGPAPQ 

VNSFVPENYLLRGPLAPLGSAIS 

MKTAGAVHIRPSGDLGRAPAP 

AVRPRPRPPRRPRRLLPGPAHLP 

GAPRPPAPAPLSRRAARQSPAA 

AAA PPPGCE/RRG/PAG P ASG AG 

PPAPAHGARPGGKPAANPPRAP 

QP* P/RRRR S RRRA QPRPG PA PL 

CD \AV> A TtrZTi A D A 1 D DDDUVADC1 

O KJVl KA fc, kj r A KA L Krr r rf T Vjr fc. JL. 

GPPSETVGPVTELLAPIPTARFP 
TRSHPYPVTASPARSS*TSGLD* 


14730 


45098 


A 


14816 


44 


455 


HLRNRTR/PSQITPHIYNHLIFDK 
/PLFNIWWWENWLAICRKLKLD 
PFLTPYTKINSRWIKD*NIRPKSI 
KNLEENLGNTIQHLG/IGKDFM 

TKTPKAMAT1CAICID1 WDLIKLK 

SFCTAKETIIRVNRLPT*WEKIF 

AIYP 
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SEQID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14731 


45099 


A 


14817 


1 


279 


IQDIGMGKDFMTKTPKAMATK 
AEIDKWDLIQLKSFCTLKEJTIR 
VJNK^i l ctN\y rot-*MJL,ic>f<jviLr 

XII?* D I CD A C*I/ VDDI CRIPI/TCI/ 
1 N TO 




A ^ 1 flA 


t> 


1 AQ 1 ft 


I 






14733 


45101 


B 


14819 


I 


3570 




14734 


45102 


B 


14820 


1 


1380 




14735 


45103 


A 


14821 


1391 


2742 


KKRESSLTHVMRPASF*YQSQA 

ETQQKKR1LDQYP**TLMQKSSI 

KA'LAKRJQQHIKKLIHHDQVGF 

1 PGMQG WFN IRKSIN V IQH INRA 

KDKNHM1ISIDAEKAFDKIQQPF 

MLKTLNKLELEETTVKFIWNQ 

KRAHIAKSILSQKNKAGGITLR 

DFK L Y Y KATVTKTA WY WYQN 

RD1 DQ WNRTEPS E1TLHI YN YL1 

FDKPEKNKQWGTDSLFNKWC 

WEMWLAICRKLKLDPFLTPYTK 

INSRW1KDLNVRPKTIKTLEENL 

G ITIQD1G MG KDFMSKTPKAM A 

TKAKIDKWDLIKLKSFCTAKJET 

TIRVNRQPTKWEKIFTTYSSDK 

GLISRIYNELKQIYKKKTNNP1K 

KWAKDMNRHFSEEDIYAAKKH 

MKKCSSSLAIREMQIKTTMRYH 

I TPVRMA Hlflf^rVNNRH APPCfU 
l i r v rvivLrviirvixovj iNiNtvri/\i r oi n 

THIMFGSLYLQIQKDLSILGFW 

YPRG1LEPIY 
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SEQ ll> 

NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14736 


45104 


A 


14822 


1 


1698 


MEDEMNEMKQEGKFREKRJKR 

NEQSLQE1WDYVKRPNLRLIGV 

PESDGENGTKLENTLQDIIQENF 

PNLARQTNIQIQEIQRMPQRYSS 

RRATPRHIIVRFTKVEMKEKMS 

RA AREKEIQTT1 REY YKHL Y AN 

KLENLEEMDKFLDTCTLPRLNQ 

EEVESLNRTVTGSEIVAIINSLPT 

KKSPGPDGFTAEFYQRQSESQI 

MSEFPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKNIPCSWVGRINIVKMAILPK 

VIYTFNAIPIKLPMTFFTELEKTT 

FKFIWNQKRAHVAKSILSQKNK 

AGG I TLPDFKL YY KATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHIYSYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAICRKLKLDP 

FLTPYTKINSRWIKDLNIRPKTIE 

TLEENLGITIQD1GMGKDFMSK 

TSKAMSTKAK1DKWDLIKLKSF 

CTAKETTI K VN RQPTK WEK I FA 

TYSSDKGLISRIYNELKQIYKKK 

\TNNPIKKWVKDMNRHFSKEDI 

YAAKRHMKJCCSSSLA1REMQIK 

TTMRYHLTPV 


14737 


45105 


B 


14823 


91 


1596 




14738 


45106 


A 


14824 


1 


2757 
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SEQ ID 

NO: 


SEQ ID NO: 
of pepride 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


14739 


45107 


A 


14825 


1 


2677 


MGKKQSGKTGNSKKQSASPPP 

KEHSSSPAMEQSWMENDFDEI 

NKIDRLLARLiKKKGEKNQiDT 

TKND1GD1TTNPTEIQTTIREYY 

KHLYTNKLENLEEMDKFLDTY 

TLPTINQEEIESLNRTITGSEILA! 

INSLPTKKSPGPDGFTAEFYQRY 

KEELVPFLLKLFQSIEKEG1LLN 

SFYEASI1LIPKPGRDTTKKENFR 

PISLMN1DAKIFNKILANRJQQHI 

KKLIHHDQVGFIPGMQGWFNIR 

KSINVIQH VNRTKDKNRM 1 ISID 

AEKAFDKIQQPFMLKTLNKLGI 

DGTYLKIIRAIYDKHTAN1ILNG 

QKLEAFPLKTGTRQGCPLSPLL 

FN1VLEVLARAIRQEKEIKGIQL 

GKEEVKLSLFADDMI1YLENPIV 

SAQNLLKLISNFSKVSRYKISVQ 

IPQAFLYTNNRQTESQI MSELPF 

TIASKRJKYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTKKWKNIPC 

SWAGRINIVKMAILPKNWKKT 

TLKFIWNQKRARIAKSILSQKN 

KAGGITLPDFKLYYKATATKTA 

WYWYQNRDLDQWNRTEPSEIT 

PHIYNYLIFDKPDKNKQWGKDS 

LFNKWCWENWLAICRKLKLDP 

FLTPYTKINSRWI KDLNIRPKTI 

KTLEENLGITIQDIGMGKDFMS 

i/TDI/ A \A A TV A 1/ \T\IS \\IV\1 TV/^r? 

K 1 rKAMA 1 K7\KJUK WULIKQh 

brCIAKfcl HKVNKyP IK.WbKlr 
ATVCcni/n fODTVOci u r\\yj \s \s 


14740 


45108 


B 


14826 


1 


1186 




14741 


45109 


A 


14827 


1 


2304 




14742 


451 10 


B 


14828 


1 


2995 




14743 


451 1 1 


A 


14829 


1 


3095 




14744 


451 12 


A 


14830 


1 


3654 




t A1 AC 

14745 


451 13 


A 


14831 


1 


3189 




1 A 7 AH 


A <. 1 1 A 


A 

A 


i /ion 
l4oJZ 




zUo4 




14747 


45115 


B 


14833 




3031 




14748 


45116 


A 


14834 




3192 
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SEQID 

NO: 


SLQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* s Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


14749 


45117 


A 


14835 


1 


3210 


MVKGSIQQEELTILNJYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFS A PHHTYSK 1 DH 1 VGS K 

A LLSKCK RTEI ITNCLSDH S A I K 

LELRIKNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQE1TKIR 

AELKEIETQ 


14750 


45118 


A 


14836 


1 


3144 




14751 


45119 


A 


14837 


113 


1336 


PTLAGTGNQETSHLGFNAIPIKL 

RMTFFTEL/EKTTLKFIWNQKR 

AR1TKSILSQKNKAGGITLPDFK 

L YYKA1 VTKTV WY WYQNRD1D 

QWNRTEPSEIMPHIYNYLIFDKP 

DKNKKWGKDSLFNKWCWEN 

WLAIYRKLKLDPFLTSYTKINS 

RWIKDLNVRPKTIKTLEENLGN 

TIQDIGMGKDFMSKTPKAMAT 

ICDKIDKWDLIELKSFCTAKETT1 

RVNRQPTEWEK1FATYSSDKGL 

ISR1YNELKQIYKKKTNNPIKKW 

VKDMNRHFSKEDI YAAKRHM K 

KRSSSLAIREMQI KATMRYHLT 

PVRMAIIKKSGNSSRSN1VHSVT 

QANALESSWIPLFLIPHIQYISKP 

QASSFKM YH VTDPI LPPSSQHL 

DQAA I INLCLQWPLL WFECMCP 

SKIHMLKLTPQ 


14752 


45120 


B 


14838 


1 


3127 




14753 


45121 


A 


14839 


! 


2742 




14754 


45122 


A 


14840 


1 


1998 




14755 


45123 


A 


14841 




3030 




14756 


45124 


B 


14842 




2558 




14757 


45125 


A 


14843 




3828 




14758 


45126 


A 


14844 


1 


4134 


MRKKQSRKTGNSKKQSTSPPPK 

ERSSSPAMEQSWTENDFDELRE 

EGFRRSNYSKLQEEIETKGQEV 

ENLEKNLDKCITRITNIEKCLKE 

LMELKAKARELHEECRSLRSRC 

DQLEERVSVMEDEMNEMKQE 

GKFREKRJKRNEQSLQE1WDYV 

KRPNLPPI D VPESDRENGTKLE 

NTLQDVIQENFPNLARQANIQI 

QE1QRMPQRYSSRRATPRHHVR 

FTKVEMKEKMLRAAREKAFKQ 

ASRREDDIAKVTSG 


14759 


45127 


B 


14845 


i 


3555 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possibte nucleotide insertion) 


14760 


45128 


A 


14846 


1 


3345 




14761 


45129 


A 


14847 


I 


3451 


HTKNPSVHHHRQRPKVDKTTK 
MG KKQN RKTG KS KTQS A FPPP 
KERSSSPAMEQSWMENDFDEL 
REEGFRRSNYSELREDIQTKGK 
EVENFEKNLEECITR1TNTEKCL 
KELMELKTKARELREECRSLRM 
WI KSQ DPSLCCIQETH LMC RDT 
HRLKIKGRRKIYQANGKQKKA 
GVAILVSDKTDFKPTK1KRDKE 
OHYJIVIVK.OolvvttL HLMYAr 
NTGSPRFMKQVLSDLQRDLDS 
HTL I MGDFNTPLSTLD 


14762 


45130 


A 


14848 


1 


2606 


MVASRSSRVGVFYGGQNSVDG 

VSRRSDGSLNELCLYRPPTGAY 

LAYDTLDVLPSGQFTVNTPP1D 

VMGKSLLALLWEHTSLLTSMG 

GGRWAMQPLGQLGQLEHLGD 

RRDQVLDRSGRSRRLDAAQHL 

RHRPDRRPQGMVGVLTNQKEP 

RTRWIHSRILPEVQGGTGTVPSE 

TIP1DRKEGILPNLFDEASIILIPK 

RGRDTTKKENFRP1SLMNIDAKI 

LNKILANRNQQHIKKLIHHDQV 

GFIPGMQGWFNICKSINVIQHIN 

RTKDKNHMIISIDAEKAFDKIQ 

QPFMLKTLNKLGIDGTYLKIIRA 

IYDKPTANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEI KGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSAYKINVQKSQAFLYTN 

NRQTESQIMSVFPFTIASKRIKY 

LGIQLARNAKDLFKENYKPLLN 

EIKEDTKKWKNIPCSWVGRINI 

VKMAILPKVIYRFNAIPIKLPMT 

FFTELEKTTLKFIWNQKRARIA 

KSILSQKNKAGGITLPDFKLHY 

KITVTKTAWYWYQNRDIDQW 

NRTEPSEITPHIYNYL1FDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTK1HPRWIK 

GMGKDFMSKTPKAMAAKAKI 
DKWDLIQLKSFCTAKETTIRVN 


14763 


45131 


A 


14849 


1 


2862 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=t)nkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14764 


45132 


A 


14850 


1 


3724 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELM ELKTKARELH EECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKR1KRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDI IQ EN FPNL ARQAN VQI 

QE1QRMPQR YSSRRATPRH 1 1 VR 

FTKVEMKEKMLRAARQKAPH 

HTYSKIDH1VGSKAL 


14765 


45133 


A 


14851 


2 


2375 




14766 


45134 


A 


14852 


1 


2376 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKGREIITNCLSDHS 

AIKLELRIKNLTQNRSTTWKLS 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDTFKAVC 

RGKF1ALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQK1NESR 

SWFFERINKIDRPLTRL1KKKRE 

TNQIDAIKNDKGDITADPTDRQ 

TT1REYYICHLYANKLENLEEM 

D1FLDTYTLPRLNQEEFESLNRP 

ITRSEIVAI1NSLPTKKSPGPDGF 

TAEFYQRYKEELRIKYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSWVGRINIVKMAIL 

PKVIYRFNAIPIKLPMTFFTELE 

KTTLKFIWNQKRAR1AKSILSQ 

KNKAGGITLPDFKLYYKATVT 

KTAWYWYQNRDIDQWYRTEP 

LEITPHIYNYLIFDKPEKNKQW 

GKDSLFNLWCWENWLAICRKL 

KLDPFLTP YTK1N SR W1KDLN V 

RPKTIKTLEENLGITIQDIGMGK 

DFMSKTPKAM ATKDKI DKWDL 

I KLKSFCTAKETT1RVNRQPTK 

WEKIFTTYSSDKGL1SRIYMELK 

QJYKKKTNNPIKKWAKDMNRH 

FSKEDIYAAKKHMKKCSSSLAI 

REMQIKTTMRYHLTPVRMA11K 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
bod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14767 


45135 


A 


14853 


1 


1576 


MDKFLDTYTLPRLNQEEVESLN 

RPITGAEIVAIINSLPTKKSPGPD 

GFTAEFYQRLISNFSKVSGYRIN 

VQES\Q A FL YT1N RQTESQI M SA 

LPLTIASKRJKYLGIQLTRDVKD 

LFKENYKPLLNEIKEDTNKWK 

NIPCSWVGRINIVKMA1LP/KEL 

EETTLKFIWNQKRARIAKSILSQ 

KNKAGG ITLPDFKL Y Y KATVT 

KTAWYWYQNRDRDQWNRTEP 

SEIMPH1 YN Y LI FDKPEKN KQ W 

GKDSLFNKWCWENWLAICRKL 

KLDPFLTPYTRINSRWIKDLHV 

RRKTIKTLEENLGNT1QDIGMG 

KDFMSKTPKAMATKAKIDKW 

DLIKLKSFCTAKETTIRVNRQPT 

KWEKIFATYSSDKGLISRJYNEL 

KQ1YKKKTNNPIKKWAKDMNR 

HFSKEDIYAAKKHMKKCSSSLA 

1REMQIKTTMRYHLTPVRMA1I 

KKSGNN/R/CAPGTPERQNHSLS 

WKGS*SQEPSGLAQWIPLPWSP 

AS* DPLA*NSCCQHSCLKSTWD 

AQACARKLRTLIKGYRNCQLE 


14768 


45136 


B 


14854 


328 


1467 




14769 


45137 


A 


14855 


3 


3412 




14770 


45138 


A 


14856 


1 


2907 


MDKFLNTNTLPRLNQEEVDSL 

NRPITGSEIVAIVNSLPTKKSPGP 

DGFTAEFYQRYKEELR1KYLG1 

QLTKDVKDLFKENYKPLLKEIK 

EDKNKWKN1PCSWVGRINIMK 

MAILPKVIYRFNAIPIKLPMTFFI 

ELEKTTLKF1 WNQKRALI AKS 1 L 

SQMNRAGGIMLPDFKLYYMAT 

VTKTAWYWYQNRDIDQWNRT 

FPQPITPHIVWVI TPHK" PPIrf XIIVV 
CrOLI I rrlJ I IN I L.1T L/fvr CNIN N.lv 

WGKDSLFNKWCWENWLAICR 
KLKLDPFLTPYTK1 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

«*u|i LlnlUHf /— puaall/tc IIUCICOIIUC 

deletion, \=possible nucleotide insertion) 


14771 


45139 


A 


14857 


1402 


3004 


TEPKTKTT* LSA* MQKGPLTKF 

NNPSC*KLL1N/IVLEVLARAIRQ 

EKEIKGIQVGKEEVKLSLFADD 

MIVYLENPIVSAQNLLKLISNFS 

K VSG Y KIN VQKSQ A FL YTNNR 

QTESQI MSELPFTI ASKRIK YLG 1 

QLTRDVKDLFKEN YKPLLNEI K 

EDTNKWKNILCSWVGRJNIVK 

MAILPKVIYRFNAIPIKLPMPFFT 

ELEETTLKFIWNQKRARJAKAIL 

SQKKKAGGITLPDFKLYYKATV 

TKTA WY WYQNTDIEQ WN RTEP 

SEIMLH 1 YN YLIFDQPEKN KQ W 

GKDSLFNKWCWENWLAICRKL 

KLDPFLTPYTK1NSRWIKDLNV 

RPKTIKTLEEN LG ITIQDISMGK 

DFMSKTPKAKATKAKIDKWDL 

IKLKSFCTAKETTI R VNRQPTK 

WEKIFATYSSDKGLISRIYNELK 

QIYKIKTNNPIEKWVKDMNRHF 

SKEDIYAAKKHMKKCSSSLAIR 

EMQIKTTMRYHLTAVRMAIIKK 

SGNNSLIVGASMDTSLLSGPIPY 

DIQHFDRFGSVTVRRGCA IEFY. 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14772 


45140 


A 


14858 


884 


2925 


GIKYLGIQLTRDVKDLFKERS/Y 

EPLLNEIKEDTNKWKNIPCSWV 

GRINIVKMAILPKVIYRFNA1P1K 

LPMTFFTELEKTTLKF1WNQKR 

ALIAKS1LSQKNKAGG1TLPDFK 

L Y YK AT VTKTA W Y WYQNRDI 

DQWNRTEPSEITLHIYNYLIFDK 

PEKNKQWGKDSLFNKWCWEN 

W L A I CRKLKLDPFLTP YTKIN SR 

WIKDLNVRPKTIKTLEENLG1TI 

QD1GMGKDYMSKTPKAMATK 

AKIDKWDL1KLKSFCTAKJETTIR 

VNRQPTKWEKIFATYSSDKGL1 

SRJYNELKQIYKKKTNNPIKKW 

VKDMNRHFSKEDIYAAKKHM 

KKCSPSLAIREMQIKTTMRYHL 

TPVRMAIIKKSGNNSPTCVSQD 

WICLTQAVGLWSAEAEAPKSAQ 

RRPLAEGHRAAVQRDGSGLQL 

LCTVKLQVLPC1 1 AQGNGGRKA 

TSSLEAELTSWRPLCLEDGTGF 

RGEDTLETVNAEGRENRRKAG 

HRAAGSSASRRCRNTGRSVQRL 

RPQKTQAFPTHCHFCLILVVKA 

TQLNPKSRVRKVPFAPMKHGK 

ALAGPWAN1CAGKSSNEIRTCD 

RHGCGQYSAQRSQRPHQGVDI 

LCSAGSTVYAPFTGM1VGQEKP 

YQNKNAINNGVRISGRGFCVK 

MFYIKPIKYKGPIKKGEKLGTLL 

PLQKVYPGIQSHVHIENCDSSDP 


14773 


45)41 


A 


14859 


1 


2577 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=>Unknown, 
* = Stop codon, /—possible nucleotide 
deletion, \= possible nucleotide insertion) 


14774 


45142 


A 


14860 


3019 


5574 


RETRGEVKNSKNQSTSAPPKDC 

SSLADPKKIQTTIREYYKHLYPN 

KLENQEEMDKFLDTYTLPRLN 

QEEVESLNRPITGSE1VAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VPFLLKLFQSIEKEGILPNSFYE 

A S 1 1 LI PKLG RDTTK KEN FRPI S V 

MNIDVKILNKILANRJQQHIKKL 

IHHDQVGFJPGMQGWFNIHKSI 

N V IQH1N RTKDKN H M 1 1 S I H AEK 

AFDKJQQH FMLKTLNKLG I DGT 

YLK1IRA1YDKPTANIILNGQKL 

EAFPLK1GTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLGKEV 

VKLSLFADDMIVYLENPIVSAQ 

NLLKL1SNFGKVSGYK1NVQKS 

QAFLYTNNRQTESQIMSELPFTI 

ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLNE1KEDTNKWKNIPCS 

WVGRJNIVKMAVLPKLPMTFFT 

ELEKVTTLKFIWNQKRARJAKSf 

LSQKNKAGG1TLPDFKLYYKAT 

ATKTAWYWYQNRDLDQWNRT 

EPSEITPHJYNYL1FDKPDKNKQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKINSRWIKDL 

NIRPKT1KTLEENLGIT1QDIGMG 

KDFMSKTPKAMATKAKIDKW 

DLIKQESFCTAKETTIRVNRQPT 

KWEKIFATYSSDKGLISRJYSEL 

KQ1YKKKTNNPIKKWAKDMNR 

HFSKEDIYAAKKHMKKCPSSLA 


14775 


45143 


A 


14861 


1895 


6140 




14776 


45144 


A 


14862 


1 


2875 


M 1CA E I K VFFETN ENKDTTYQN L 

WDTFKAVCRGKF1ALNAHKRK 

QERSKIDTLTSQLKELEKQEQT 

HSKASRRQEITKIRAELKEIQTQ 

KTLQKINESRSWFFERINKIDRS 

LARLIKKKREKNQIDT1KNDKG 

DITTDPTEIQTTIREYYKHLYAN 

KLENLEEMDKFLDTYTLPRLNQ 

EEVESLNRPITGAEIVAUNSLPT 

KKSPGPDGFTAEFYQSWAETQP 

KKENFRPISLMNIDAKILNKILA 

KRJQQHJK 
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SEQ ID 

NO: 


SEQ IP NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14777 


45145 


A 


14863 


2843 


4460 


HQHQQKPHPHRNPIQKSPTSKT 

KVLEVLARA1RQEKQS/GIQIGS 

QE V KLSLLEDDM i V H LEN Pi i S A 

KNLLQLISNFTKVSGYKINVQK 

SQAFPYTNKTQIENQ1MSELPFT 

IATKR1KYLGIKLTRDVKDLFK 

NNYKPLFKEIREDTNKWKNIPC 

SWVGRJNIVKMAILPKVIYRFN 

A I P1KLPMTFFTELEETTLKFI W 

NQKRARIAKSILSQKNKAGGIT 

LPDFKLYYKATVTKTAWYWY 

QNRDRDQWNRTEPSEIMPHIYN 

YLIFDKPEKNKQWGKDS\LFNK 

WC*ENWLT1CKRLKLDPFLTPY 

TKINSRWIKDLNVRPKTIKTLEE 

NLGITIQDIGIGKDFMCKTPKA 

MATKAKIDKWDLIKLKSFCTA 

KETT1RVNRQPTKWEKIFATYS 

SDKGLISRIYNELKQIYKKKTN 

NPIKKWAKDMNRHFSKEDIYA 

AKKHMKKCSSSLAIREMQ1KTT 

MRYHLTPVRMAIIKKSGNNRC 

WRRCGEIGTLLHCWWDCKPVQ 

PL WKS V WRFLRDLELEI PFDP Al 

PLLGIYPKGYKSC 


14778 


45146 


A 


14864 


I 


8335 


MGKKQNRKTGNSKMQSASPPP 

KERSSSPATDQSWMENDFDEL 

REEGFRRSNYSELREDIQTKGK 

EVENFEKNLEEC1TRITNTEKCL 

KELMELKTKARELREECRSLRS 

RCDQLEERVSAMEDEMNEMK 

QEGKIKRDKEGHY1MVKGS1QQ 

EELTILNIYAPNTGAPRF1KQVL 

SDLQRDLDSHTLIMGDFNTSLL 

TLDRSMRQKVNKDTQELNSSL 

HQADLIDI YRTLH PKSIE YTFFS 

APHHTYSKIDHIVGS 


14779 


45147 


A 


14865 


1 


3166 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSMRQKNTNK 

DTQELNSALHQADLIDISRTLHP 

KSTEYTFFSAPHHTYSKIDHIVG 

SKALLSKCKRTEIITNYLSDHSA 

1KLELRIKNLTQSRSTTWKLNN 

LLLNDYWVffNEMKAEIKMFFE 

TNENKDTTYQNLWDAFKAVCR 

EKF1ALNAYKRKQERSKIDTLTS 

QLKELEKQEQTHSKASRRQE1T 

KIRAELKEIETQ 


14780 


45148 - 


A 


14866 


1 


3912 




14781 


45149 


B 


14867 


1 


2832 





WO 01/075067 



PCT/USO 1/08631 



SEQII> 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


14782 


45150 


A 


14868 


1944 


3531 


LRDCK.RINQHPVKTDQSAFCK 

M/APJ/MQDVVLEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENPIVSAQNLLKLISNFSKV 

SGYKINAQKSQAFLYTNNRQTE 

SQIMSELPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLKEITEDT 

NKWKNIPCSWVGRINIVKMAIL 

PK.VIYRFNAIPIKLPMTFFTELE 

KTTLKFIWNQKRARMAKSILSQ 

KNKAGGITLPDFKLYYKATVT 

KTAWYWYQNRDVDQWNRTEP 

SEITPHIYNYLIFDKPDKNKQW 

GKDSLFNKWGWENWLAICRKL 

KLDPFLTPYTRINSRWI KDLNV 

RPKTIKTLEENLD1TIQDIG MGK 

DFMSKTPKAMATKAKIDKWDL 

IKLKSFCIAKETTIRVNRQPTKW 

EKIFATYSPDKGLISRIYNELKQI 

YKKKTNNPIKKWAKDMNRHFS 

KED1YAAKKHMKRCSSSLAIRE 

IQIKTTMRYHLTPVRMAUKKSG 

NN/R/CF* WQKPGPSG* ALRS WK 

EDIAGTSYVGMNQCQMRKNTK 

TLI 


14783 


45151 


A 


14869 


1182 


3891 


KMIKG1STTDLTEIQTTIREYYK 

HLYANKLENLEEMDKFLDTYT 

LPRLNQEEVESLNRP1TGAE1VA 

I IN SLPTKRS AGPDGFTAEF YQR 

YKEELVPFLLKLFQSIEKEGILP 

NSFCEASIILIPKPGRDTTKKENF 

RPISLMNIDAKILNKILAKRJQQ 

HIKKLI HHDQVGFIPGMQG WFN 

IRKSINVIQHINRAKDKNHMIISI 

DAEKAFDKIQQHFMLKTLNRL 

G I DGTYFKII RAI YDKPTAN I ILN 

GQKL 


14784 


45152 


A 


14870 


997 


1161 


CTSTVIMSICTKLQNKEHVIEAL 
RRAKFKFPGHPKMH ISKK* DFT 
KFNADEFED 


14785 


45153 


A 


14871 


1 


1458 




14786 


45154 


B 


14872 


53 


1468 




14787 


45155 


A 


14873 


1819 


2235 | 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=posstble nucleotide 
deletion, \=possible nucleotide insertion) 


14788 


45156 


A 


14874 


707 


1613 


VRARAGERARVVRENGKAELP 

VALVLPSRALSHTFTCTDLKVQ 

FHQRLRLQEKGSKFiGSNMSQE 

SDNNKRLVALVPMPSDPPFNTR 

RAYTSEDEAWKSYLENPLTAA 

TKAMMS1NGDEDSAAA/HRPAL 

*LLQENQSEPIPREGVGWG*GE 

ER\ERMTEEEQEGEGGGGGRGG 

GEGEEEEEEEEDVEEEEEEEEEE 

EKEEEEKGGEKEEENEEKEKQR 

EGRRGKETSNGQMVRPRLLPP 

HQEHSRNYLVF1MDSNMIE1CF 

REASISPKAQAYVLIPDFKNCIY 

GWEEDSIE1LWGLPGSHVL 


14789 


45157 


A 


14875 


3 


346 


QRSKSCKVPGLGKPLTLPPKPE 

K\PQGQKDRRPTGFKP*N*RRRR 

SEKSLRFFPPGS/PQAVPIPVGFS 

FDTNL*HFL*KPLIFIMGGTVSL 

PHPRSPS A PPGTPQRPMTFCHLK 

Q 


14790 


45158 


A 


14876 


1868 


2666 


G LLLSPFQGLQG VAPRKTRSN L 

HPGSLAHLSHQPPAPWPPRGLW 

PPGQETSCHCASGRALGTGSPR 

PPH A P WLHLEPQRAPHSG APSP 

GSSPSAPLHIPVAPENLQSLGHR 

SPPNPSGPDCYPSPSGP/PPSSLD 

SPG LQT A PG AM FLSPRSG VQS A 

CPTPRSLDLRNSPASTPDQSVCP 

TPLSL A W L WPPPSPTS A KS LLFT 

LTSEVQSFSPTPIPPGSSDPPLSK 

QP\SGSCLSSSGHLTSPSVPRHSP 

WPRSSPQNPHSWTLPSS 


14791 


45159 


A 


14877 


762 


1528 


AIPGGAAWPFRAEGAQGPGKR 

LTFKPLGAQRQSVSGGSEVPPL 

PLHLKMAPEMPVAL*SPGTGV 

HPSLLPPT/GPKVPPGRIDRGPVP 

TLAPQVGTAPIQWHCRGSRCPS 

G/SRPPGGWR/RPCQAPAPPLGQ 

HLPRLLPPPTGPQGPRPLTPSEP 

PPWSCWLPASPPAGPGSRRVGG 

GPGTCQGLLRS*GLLLSPFQGL 

QG VAPRKTRSN LHPGSL AH LSH 

QPPAPWPPRGLWPPGQETSCHC 

ASGRAVGTGSRRPRA 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Slop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


14792 


45160 


A 


14878 


1 


963 


MARKDCCSPPGDSSPGRLPLVL 

PAQCLVLLRLQITAFSS1HVAAN 

DMMSFFLMAKQDSIAYKYRJFF 

IHSSVDGHARPLSPSLVVENGC 

GKQVFLLCSDNASPEVSTVALA 

SCPGTFPRHCGAAESTH1CATG 

LGELTPQG HG H I PNKLC ACC AT 

GLEELVPRDHGfCLGISWFGFIA 

GAYLNLARVVGECQGSYGYLS 

LHHYCYCHYYHYCHYHYHVAA 

TY*NHYYHYYH/HHNNSYHHH 

S Y YH YS YH FYH Y Y YNC YHH H 

YHCRHYYHPHDYYHYHA/RHY 

SLYYCHYLCHYYYRCYHDHSS 

HQHNHHECLP*VRHSAEHLQY 


14793 


45161 


A 


14879 


105 


1448 


CHQPPASPFSRREPGGSEKPPER 

GCPAWEPAAQGPVQPLGEDGP 

RLCQPPPPSPDHALG\PYGHQRS 

GRPTLPGPRK\PAKKRGR*PSSS 

TGQ*SHRPTTGTPGGQAGGSG* 

VTAGGQ*PPQNL*AKISCPEMP 

GPSPGMQQGVKHPSLFSHQTV 

AKGFTTRWNCRQVCPHRGERK 

WISSVRPCGGALAPSCA/DGLR 

GRRTLSGSQPLW/PPAAVSAVG 

QLQPPCHTLTPHPLQNSTQHAE 

PQRG S V YSL * EGTSPVL A A VPFA 

P H 1 EKRPFSTFP AG DA * PSE AH A/ 

PGPACCHSPGGLEGPVSRAGPG 

TSAGR\PGNGRERAWPPHSGPS 

TPPDTSCG/SPGPQLARAGSRRA 

NGSTLPPTRQGFLPGRKDSAGA 

CGQP\*AEGAAAGPSRSPAAER 

AVLPLPR\GRRKCRGGGPGVET 

GVSGARRGGDRSGCSPAALDA 

E A PA SLAG VSI R EG 


14794 


45162 


A 


14880 


1 


2421 





wo 



01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


J 4795 


45163 


A 


14881 


1080 


2571 


VHCRFWILALCQMSRLQKSPLL 

FNIVLEVLAKAIKQEKEIKGIQL 

GKEEVKLSLFADDmIVYLENPI 

V/SAQNLLNLISNFSRVSGYKJM 

VQKSQAFLYTNNRQTESQIMSE 

LPFTl ASKR I K YLG IQLTRD VKD 

LFKENYKPLLNE1KEDTKKWK 

N1PCSWVGGRIN1MKMAILPKV! 

YRFTMAIPIKLPLTFFTDLERTTL 

NFICNQKRAPTLPQVQSLS\QKN 

KAG\G ITVLPDFKL Y LQG LQ* PK 

TAWYWYXQNRD1DQWNRTEPS 

E1MPHIYNYLIFDKPWEK/HKQ 

WGKDSLFNKWCWEVNWLAICR 

KLKLDPFLTPYTKINSRWIN DL 

NVR\PKTIK\TLEENLGmiQD\1G 

MGKDFMSMKTPKA\MA\TKAK! 

DKWDLI\KLKSF\CTAKETTIRV 

NRVQPTKWKKIFTTYSSDKGLIS 

RIYNELKQIYKKKTNNPIKKWA 

KDMNRHFSKEDIYAAKJCHMK 

KCSTVSL A I REMQI KTTMR Y HLT 

PVRMAIIKKSENSRCWR 


14796 


45164 


A 


14882 


136 


420 


RESRNLSRGEESEDPAEPSVRNG 
* EHPLCYLQ* EFLQVLTM LQAE 
GTMHHFRSICQVNRNFLERGH/ 
SPPSPAPPPETHTGSPRPPSGRSR 
IRAYLH 


14797 


45165 


B 


14883 


I 


1197 




14798 


45166 


A 


14884 


3 


538 


GAGTDGGRTPAPRAFPDPLGEA 
RTSAPTGPARPGGSASAARPAA 
VRPAEPAAEETQEQPRAGKRA1 
HEYRYVYVQQRRKTDPQPAVA 
VFGIPADGD*VSRTAYHAHQPL 

AWSGR/E*MCLSMAMWNT*ST 

fc/v^#iciD\/icDr , cr , D\/tiDTvi*r\i 
MKK'lblKVlaKUMjrVHK. 1 N*QI 

PEPVRAWRFLICRCICFSPGRWI 

KT 



WO 01/075067 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


14799 


45167 


A 


14885 


1208 


2765 


KMAPTWDKMVSSAQMGFNLQ 

ALLEQLSQDELSKFKYLITTFSL 

A HELQK 1 PH KE VDKA DG KQL V 

EILTTHCDSYWVEMASLQVFEK 

MHRMDLSERAKDEVREAALKS 

FNKRKPLSLGITRKERPPLDVDE 

MLERFKTEAQAFTETKGNVJCL 

GKEVFKGKKPDKDNRCRYILK 

TKFREMWKSWPGDSKEV/RGY 

G * EIQDADPIQQPQGASRAL\PY 

TVVLYGPAGLGKTTLAQKLML 

DWAEDNLIHKFKYAFYLSCREL 

SRLGPCSFAELVFRDWPELQDD 

IPH 1 L AQARKILF VI DGFDELG A 

APGALIEDICGDWEKKKPVPVL 

LGSLLNRVPLCIENKLGVGGED 

WGDQLRVYWWNPSKREGGSG 

WSHGSEDANQSLKHLRLSANV 

LLDEGAMLLYKTMTRPKHFLQ 

MLSPWETTLAQIIMLDWAEETS 

SDKLKYAFYCSCRELSRLCPCN 

FEELVFRDWPELQDDIPHILAQ 

ARKILFV1EK3FDPLGGRTLWTL 

TRGHLRELGNRRKRCPSSWGV 


14800 


45168 


A 


14886 


213 


625 


EPGIDTSCLCAGRCSRPGKGRA 

CGGSSPCSWPGQPPAPPAAAAV 

PACPSGGRGAGPIQSGTCCSRS 

ADSRCTSWTAW/WPPGLGAAT 

VQTVMS*TV/WPMPHVPQAGW 

LALGQGAAAAKHPLTSATTRS 

WCLGVGPGPWM 


14801 


45169 


A 


14887 


1 


375 


MCNAQVLEYMGKSSSLLTSDL 

QLVRDALRSLRNSFSGHDPQHH 

TIDSLEQGISSLMERLHVMETQ 

KKQERKPPLVIPRQT/WVWSGP 

PANSNRPAAEGPDC*K£N*RDA 

LRSLRNSFSGHDPQHHTI DSLEQ 

G 1 SSLMERLH VMETQKKQ ERKP 

rL V IrKA^ 1 UoU V UL,\J\{ I r 1 L/LAJ 

lrdltvrrktneqkgiasastk: 
rtstpkphl 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQIl>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


14802 


45170 


A 


14888 


1 


750 


MGELNQGSWRQGHLPLDAAN 

G1AIRVPRRRKDESRXNPTRKPH 

SWKPTKNFEDDVEVMKRSMSI 

RIEDTHSGPSAAGVLEFAGGPL 

QTLFAWVSPAEAAEQQRLLPVP 

/CLWKLCPRGAPARC\RQNSPSK 

LPSGFVYTVRGKLPTQASVVVD 

APPATKLECPRSTSDCCAGSKN 

FKPVDLSLLASVGPRVNLQQES 

SHYGKISVTVAGHCPTHATGRl 

LGKQALRWSPMCSMFIGRALG 

LVPVEGGLLQIA . 


14803 


45171 


A 


14889 


81 


164 


VGKQGLEWTPANSSRPAAEGP 
DC* KEN 


14804 


45172 


A 


14890 


1 


674 


MVVYACSPSYLEAEVGGSLSLE 

VEATNPKNSSKKFLDL1SEFCK 

VSGYKISVHKSVALLYTKNDQ 

AATQIKNL1PFTTAAKQFKYFGI 

YLTKEEERLKPSRKKITKKHTK 

KRTASLILHAMICSQ1PKQQQNE 

KYQVPQFDQST1KNIESAKGLD 

VWDSWPLQNADGTPPLVIPRQ 

T/wVWSGPPANSNRPAAEGPDC 

QKEN*QTERNSINIKKKDIHTKT 

PLCI 


14805 


45173 


A 


14891 


619 


931 


YLLMDFPLLHSWLVSLGDKVP 
HEFWRGCPSCSFGPRFWVAGV 
LVL*APKL*LRQVRSAGKRCGQ 
KW* 1KVSD1UX. VD*NK/WSDSD 
LKPATSCSLIVTCHSLLGF 


14806 


45174 


B 


14892 


1 


658 




14807 


45175 


A 


14893 


48 


288 


LCSIKKPEKSLLCW*YPGNRVW 
SG PPAK SN RPA AEGPDC * KEN * 
QTERNSIN IN KKDIHTKTPSEGH 
QHQRPKTKPGR1 


14808 


45176 


A 


14894 


801 


1157 


QSGPSAAGLLDFAGGPLQTLFA 

RVSPAEAAEQQRLLPFPSSGKL 

RPRGAPARCQPELSCMRC\R*SL 

LOVj V ovfovj I MO V KJJrr t C AAL, 

PLSELECSAGRSAALLRMVRQG 

HLGLLKLRP 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


14809 


45177 


A 


14895 


1 


1891 


MPVWVTVVKSWNTQIGRPGH 

VSALGFELTKNPWPLTYESGDG 

RSLGKPGAVSRRGGRHGPHPQ 

QAECDLPAGRIAGPCERGLERQ 

EJCLPPAPQGGAWHLRLSRERFK 

SEDAPKIHVALGGSLFLLNLAF 

LVNVGSGSKGSDAACWARGA 

VFHYFLLCAFTWMGLEAFHLY 

LLAVRVFNTYFGHYFLKLSLVG 

WGLPALMVIGTGSANSYGLYTI 

RDRENRTSLELCWFREGTTMY 

ALYITVHGYFL1TFLFGMVVLA 

LVVWKIFTLSRATAVKERGKN 

RKKVLTLLGLSSLVGVTWGLAI 

FTPLGLSTVYIFALFNSLQAHKQ 

LKDRKVGPHFMQGAVFLEGKF 

WGVDIASFEPQEQFWWTNLGK 

EDEDKSFDMPHSWVEQIEISPEE 

EAMGSAQMVRGVSGPERGSKK 

RPQLTVSTAFETRCPNGKKVIQ 

YKRAKLEKWAPYLNSNGLVSR 

LTTYEDLQCTN1LEIKEWYQNR 

EDMLELKHINKTTDLKTDYFKP 

GHPQALRVHSYKSMQPEMDRV 

IEFYETARVDGLMKREETPRTM 

TEYYQGRPDFLSYRHASFG/RPS 

QEAHSEQCRVKPPAHCA1CPAE 

DDV/RKSACFWSRRSASSCATT 

AVRTTSRPPSASSCGAPRWTAK 


14810 


45178 


A 


14897 


1 


425 


HVQQTE1SRTVSTGSPI1LSCSVP 

VTLPNGP V L WFKGN/AG PN RKL 

1YNFKQGNFPRVKEIGDTTKPG 

NTDFSTRIREISLADAGTYYCV 

KF1KGRAIKEYQSGRGTQVFVT 

VSYSSRSQKSEIC1SGLKSRHQQ 

NCSFWRF 


14811 


45179 


A 


14898 


1 


393 


RQGNFPRAKQ1GDTTKPGNTDF 

STRIREISLADVGTYYCVKF1KG 

RA 1 KE YQ\SGRGTQV FVTEQN P 

RPPKNRPAGRAGSRAHHDAHT 

CLSALPERNSTNYFVQPCCCLR 

LLGLTGFAVKIIQTGKERTSK 



WO 01/075067 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14812 


45180 


A 


14899 


1 


753 


MGSSLSPVLYVALPVRQPLLRS 

VVEERSTKMRVGSPGFQAKFRF 

YSQGLS WSA RGEEGL VPA F WL 

QPYPRPLNFKAEMTEQKENQT 

Y V DGG FRP YI HRRKN LTEG H K 

AEKEMEPWDGFSDESCRTHCQ 

VHDYAKGHGEVQRERVDEQK 

EHLGGRRQDCQQQHLNRRLHC 

/TVSGEAPSEASGSVRGHGRAH 

HI An^FRHfiHnHAAPPUni 1 O 
\j Lt r\ vj o c ivn sj n u n /\ /\ r tsri v^llv<j 

SVDADHVVPVAWYQFWDDEG 

RG1LSPGDHKPDRRGAALY 


14813 


45181 


A 


14900 


6 


726 


V EG 1 S RTG IQAEQ A PG FTTM PI P 

VSVNPGDVLTLACNMSALSPE 

GPVLWFKSIGPGQQLIFSCNGS 

HFPRVTPVENTMVDQTDYSHLS 

CSVPNTLPNGPVLWFKGTGPNR 

KLIYMFKQGNFPRVKEIGDTTK 

PGNTDFSTRIREISLADAGTYYC 

VKFIKGRAIKEYQSGRGTQVFV 

l kJlj I Vol Irl rL V T INo\rLWL/C 

ASRGRSRQQSLLFCSLHW*YPR 
KQDLEWTSSKLQQTCRRVA 


14814 


45182 


A 


14901 


760 


978 


KKLLLLLLCGIEWHGFSSDSGS 

Uuw VrLU IV 0^crlcL»L.r t,LI V r 
OviU W /\ l_,V_, W JL» V i\J\ 1 LrLrn T V 
FT rYQFHPi 


14815 


45183 


B 


14902 


772 


1165 




14816 


45184 


A 


14903 


1 


2133 




14817 


45185 


A 


14904 


1 


1311 


MATTPGRALGSLLPTLLLGLTA 

GQPFISLTGPSHRTSPGDSVPFN 

CTAVPFNSQDFSRDFNVTWLK 

DSDEHPASAQRLVPDNGGNDFI 

TSKAWVTLTRQDVSSEITCEVT 

HRALAEPLKTTMNLSQATRNP 

DGTYSLEHTWQAEATLEEREF 

ACWVVHDEQPPLKANVTLQAQ 

VRRQGKGQSVQPYKLQGPLQR 

SEPGTRIRLTYASSGFSTHQVTV 

TWLKNKHELPNPQTSVQYSGH 

TYNVTSSVLVPLMDDDVFSHV 

VCHVEHKLTWFFQKTTGLDQY 

L/QG/DP*QLCGGHLTLPSSPRAP 

PQLPGLQHP/VVFHSQVLLFSCL 

V A VTCL VQRFYPQN VHL A WLE 

DCHTLKGTEQPTLKKNNDRSY 

TLEKLLLVNASVQGPERVLTC 

M M EH EGQPPKRAN L VLSTA AH 

TAYKPIGSTESIMVTMHTISQM 



A 07C 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown f 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


14818 


45186 


A 


14905 


3 


341 


RRATRPGN*GGRHNAGRSSARL 
ETG RPA MAPQG RPRPLGCRTPQ 
HPGHWPSAPGLLPPAPGPVAG 
MTQAQRWCPEPDAHFLQYTLY 
FVRH 1 PQLPKQTPH HYIATRLPC 
ATQ 


i a o i rv 

14819 


45187 


A 


14906 


154 


679 


GVCCPLLGGVSS*ATWGSGTT* 
GGNTHLI 


14820 


45188 


B 


14907 


1 


2554 




14821 


45189 


A 


14908 


387 


826 


ARAACLPRGSARGTAGAGEEPP 

DPAPLHLRGEGPAP/HRPRSPRG 

MG WPA APSTRSPPST* RRCPLPP 

RPRWSP*SHPGPRASARRLP*LS 

* RASRSSE A PSPGSLGSV AGQD 

CSRTGTGFSPPAFPSDGQQTPPP 

APSSVPTLNSLG 


14822 


45190 


A 


14909 


86 


2223 


GQEPQVREQKACHHLGSSPPPS 

WEL* EQRPAGP* N * * PSTLTTGT 

GSTTT*QIRM K VN * MGN/DSPQ 

GKNTPKMYSGEFSPVRVHVPFS 

LSDLKQIKJDLGKFSDDPDGYID 

VLQGEDILAKAGAIRHLNIGEG 

THVCCPLLEEGINPEVWATEGK 

YGRAKNAHPIQVKLKDSASFPY 

QRQYPLRPEAQQGLQK1VKDL 

KAQGLVKPCSSPCNTPILGVQK 

PNGQWRLVQDLRIINEAIVPLY 

PAVPNPYTPLSQJLEEAEWFTVL 

DLRDAFFCIPVHPDSQFLFAFED 

PLNPMSQLTWTVLPQGFRDSPY 

LFGQALAQDLSQFSYLDTHVL 

WYMDDLLLAARSETLCHQATQ 

ALLNFLATCGYKVSKPKAQLC 

LQQVKHLRLKLSKGTRALSEER 

IQPISAYPHPKTLKQLRMFLGIT 

GFCQIWTNRYGKIARPLYTLIKE 

TQKANTHLVRRTSLQPVAYLS 

KETGTS LQPV A YLS K E ID V V AK 

RWPHCLRVVAA1AVLVSKAVK 

M IQGRALTV WTSHDVNSI LTAK 

GDLWLSDNHNEEKIEHNWQQV 

IAQTYAAQGDLLEVPLTDPDLN 

LYTDGSSFVEKGLRKAAYAVFS 

DNGILESNPLTPGTSTQLAELIA 

VTQALELEGKREPENPADNASY 

^PFPT PHI PI T PRPOPlPAVkTI Ci 

MVLQMEPQMQSMTKIYRGPLD 
WPASPCSNVDD1EGTPPKEISTA 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14823 


45191 


A 


14910 


929 


1324 


RRYQVQRPSEGTLVYLFWPVV 
PVVGVDPWLPTGPDWSLLVPIP 
PPKARTPRWA*A*MKGCRRSAT 
A*WCMC*SCRVPCPSCTPMFHS 
rCbAM 1 A V 1 rbLARr* I HGSPP 

is a r~\f~* A DAr\/I/PDOCn IT a nnu/ 

KAyOAryO V KOroouLcArr W 
A 


14824 


45192 


A 


14911 


2 


286 




14825 


45193 


A 


14912 


220 


249 


P*N * * PSTLTTGTG STTT* QI RM 
K.VN*MON/L)I»PC^vjKN 1 PK.M YS 
GEFSPVRVHVPFSLSDLKQIKID 
LGKFSDDPDGYIDVLQ 


14826 


45194 


A 


14913 


1 


163 


EPENPADNASYSCEPLEDLRLL 
FR RQP1EA VKLQM VLQMEPQM 

C^SMi KJYRGPLDWPASPCS'DF 
LGRGAFNV1N1GAWASRPVQGS 

A \/TM OI_I/"*I UT /"*¥ Lit l/XIUl 

AVDLSHGLHLuLHLlCNHL 


14527 


A C 1 flC 


A 

A 


1 AC\ 1 A 

14914 


1 


OCT 

25/ 




14828 


AC X t\£. 

45196 


A 

A 


1 Af\ i C 

14915 


2498 


2788 




14829 


ac x m 

45197 


A 


14916 


1 12 


333 




14830 


45198 


A 


14917 


329 


1666 




14831 


45199 


A 


14918 


1 


756 




14832 


45200 


A 


14919 


1256 


1651 


RRYQVQRPSEGTLVYLFWPV*/ 

PVVGVDPWLPTGPDWSLLVPIP 

PPRARTPRWA*A*MKGCRRSAT 

A*WCMC*SCRVPCPSCTPMFHS 

PCSAMI AVlrbLAKJ" 1HOSPP 

KAQGAPQGVKGPSSGLEAPPW 

A 


14833 


45201 


A 


14920 


1 


987 


MLVLGYNRKNTEGTQKQKGT 
NASDFHFLSQVLEQVVSPKGSK 
EAQCCVLRHLGCESSESAPGIPP 
N LG 1QLLTWA VM WDPFPTTLA 
RAPSLALELMTQYFNNWNWV 
YNN ITDQGESKMSKLKGKERR 
QREG ERRERKREREKRERESQR 
KERKREKKGKKREREKDRSDL 
KQIK1DLGKFSDTPDGYIDVLQ 
GLGQPYYLTWRDIMLLLDQTL 
TPNERSAA1TAVREFGDLWYLS 
QVN DRKITEEREQFPTGQQAVP 

C \/PkDLI\l/PVT'C > CtriJ^r\\l//^ , IJ D \/I T 

oVUrnWUI bobHUUWUHKYLL 

Trv\/1 cr*l D l/TD W I/"D\TXT* C \A\ CTF 

1 UVLLOLKK 1 KKKjUN olvllo 1 1 

TT\(~* V C CXIDT A CI CD1 DC Al Dl/LI 


14834 


45202 


A 


14921 


473 


1015 




1 A 01 < 

I4S35 


45203 


A 


1 /IQOI 

14V22 










/I CO A/! 


A 


\A i 






1 HAI^VPPl 1 RW/PA1I Rri*MYfiP 

RGVPH 


14837 


45205 


A 


14924 


101 


430 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
bod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-l)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14838 


45206 


A 


14925 


1 


1587 


MAALTLRGVRELLKRVDLATV 

PRRHRYKKKWAATEPKFPAVR 

LALQN FDMTYSVQFG DLWPSIR 

VSLLSEQKYGALVNNFAAWDH 

PGD1VLDLCAAPGGKTLALLQT 

GCCLT WSRKRC A A LSMFSRPA 

RCLCRARTTAPRAVRRPDQRR 

ATAAATKQQARATPEAPGSAA 

HSSYCTM1PSACCCLPRQLKPPH 

AQPARSAAKPGLDQPGSHARL 

RGRGGEARQSLEAIRGGPSGIA 

PSDIPLPAKPSRRVIAQTYAARG 

NLLEVPLTDPDLNLY1DGSSFVE 

KRLRKAG IKA V K LQI VLQMEPQ 

MQPMTK1YCGPLDQPASPRSNV 

DD1EGTNASDFPFLSQVLEQVV 

SPKGSKEAQCCVLRPLGCESNL 

KQ1KIDLGKFSDTPDGYIDVLQ 

GLGQPYYLTWRDIMLLLDQTL 

TPNERSAAITAVREFGDLWYLS 

QVNDRKITEEREQFPTGQQAVP 

SVDPHWDTESEHGDWCHRYLL 

TDVLEGLRKTRKKP\1N*SMISTI 

TQGKEENPTAFLERLREALRKH 


14839 


45207 


B 


14926 


1 


939 




14840 


45208 


A 


14927 


1 


4317 


MQSMTKMYCGPLDQPASPCSN 

VDDIEVKLE1MLLTERDDGKEV 

LDVGEERRYEIEEYDSKWTRK 

YNCLAVLRVHSGSQ1TTMKLIL 

WYLVVALWCFFKDGKIAASRS 

GGFS YGSSSSG DLDRKKPLFSL 

EFGSPGETEDKSRQRQDAGSPK 

SEDTPAGGFFNSSSSSGDSDRTK 

PFFSLGLGAPGKAEDKSGDSQD 

AGGSKSEDTPPGGFFYGSSSSG 

DSDKKK PLFSFEFG ATG EDEDK 

SRERWDAGNSRSEDS 


14841 


45209 


B 


14928 


110 


269 




14842 


45210 


A 


14929 


1 


561 


EV FPACSQLV Y WGKPIT1 YPLCE 

NNVYMLSPNASVCLYSPVLAEQ 

FSHQFPSHDLPSVLAKFSLPVSL 

SEFRNPLAPAVQETQLIQMVV 

WMLQRRLL1QLHT\YVCLMASP 

SEEEPR PREDDVPFTA RVGG RS 

Lb 1 rNALarUar 1 obUDivi 1 L 1 sr 

SMDNSSAELLPSGDSPLNQRMT 

ENLLASLSEH 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Ammo acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14843 


45211 


A 


14930 


1891 


2522 


GLSNQNQQPGRCIPDAHPVQDL 

VQDLVHTWCRVPCTSYVPCV* 

VPGAYLVHTRClPGAGPGAYPV 

HTWCRTWCIPGAGFPAL/RPYH 

ALLLLSDEKSLLGELPIDCSPAL 

VRVIKTTSAVKNLQQLAQDAD 

L ALLQ AMGSA VA\L VM WA WP 

KA 1 GrLKYCLR VGAGGACGWR 

rKLVAVSRALLLVWRCGSPWG 

PALAWQKSPEYSTKVLEKQ 


14844 


45212 


C 


14931 


113 


274 




14845 


45213 


A 


14932 


1 


1634 


MEJPAVILTVAP1LHLTSCGFPV 

TGDGLKQAEGKCAPEEWNPTK 

FIKLTDNQACFACGLWPLSEIQ 

RRTSRTVTIISR1SALREKGNGR 

KPTS1SGSVNEMRQVLVKDQVS 

MPRVLPTI1FVPDEAGFSAGAV 

WPCAAPLWGSSWTPLKVENCS 

FYIRLSFAISVGGDELKIAKLVS 

AFPERAYDLVGHQHQRPKVDK 

TTKMGRNQSRKAENSKNQNMS 

SPPKEHNSSPAREQNWMENEF 

DELRE VGFRRSVITNFSELK EH 

VLTHHKEAKNLEKRLDEWLTR 

INSVEKSLNDLMELKTTLRELR 

EAY1SFNSQFDQAEERVSVIEDQ 

FSEIKQEVKFREKRVKRNEQSL 

QEIWDYVKRP\NLRLIGIPESDE 

ENGTKLENTLQDIIQENFPNIAR 

QANIQI/QGKLQRTPTKVASSRT 

ATPRHIISVGSPKLNMKVEKILR 

AAQRERSGLPTKGKPFRLTAAD 

LSAETSTSQKTEWGPIFNILKEK 

TDQAKCLRDFWTTRAFSCLP* K 
STRPALKELLKGST 



wo 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


r Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15459 


45827 


A 


15549 


1 


1214 


MEEE1AALVIDNGSGMCKAGF 

AGDDAPRAVFPS1VGRPRHQGV 

MVGMGQKDSYVGDEAQSKRG 

ILTLKYPIEHGIVTNWDDMEKI 

WHHTFYNELRVAPEEHPVLLTE 

APLNPKANREKMTQIMFETFNT 

PAMYVAIQAVLSLYASGRTTGI 

VMDSGDGVTHTVPIYEG\YALP 

HA 1 LRLDL AGRDLTDYLMKILT 

ERGYSFTTTAEREIVRD1KEKLC 

YVALDFEQE\MATAA\SSSSLEK 

SYELPDSPRSSTNWQLSGFRLPL 

RHSFQPSFLG\MESCG\IHETTF\ 

NSIMK\CDVDIRKDLY\ANTVLS 

GRTPPCTLGIADRMQKEITALA 

PSTMKIKIIAPPERKYSVWIGGF 

un\w a tin cut cci/X/iiiri r /~°\s~\ a r» r* 

H P W A WLS HLSS KM W VQQ A RS 
MTESGPLHSSTANGFLGGLLTL 
VAFTPFLWTKP 


15460 


45828 


A 


15550 


1 


2355 


MKQITFAPRNHLLTNTNTWTPD 

SQWLVFDMRTSGASFTGETIER 

VNIPTGYVEKPNKQCRHSVTRY 

GHGGHSDHTPSLTVATVATQIT 

PRHSGHGSHCDRNLSLATATA 

ATLITPHHLLWPRWPLGSHSVT 

WCGHGGHSDHTPSPTTATAVT 

RJTSRHPLRPQQSLGSHPVTHYS 

HGSHSDCIPVTRYAHGGHSDHT 

PSLAMATAATQMALCHSLWPR 

QPLGYLVNKIRRKRCTDGVSPS 

GKAPVFDTGIPWFESRYPSHLL 

RVSGSPPGYWGIAKRHQILNVS 

NMFGKFKTNLLGYRQAVRHRI 

LIPAFRGSNPRTPANLFKTLTLIS 

NMRALENDFFNSPPRKTVQFG 

GTVTE V LLKYKTA I EKRLEKL A 

VDPHRDRAQMLKVENVQQAW 

QQWINKLPPARREDEDVKE1R 

WMIEELRVSYFAQQLGKNSRA 

ESMLWSFHKAAIEAARTNIIQA 

QTR VE A AQATERRI A A DIDDSE 

LKAPRDGRVQYRVAKPGEVLA 

AGGRVLNMVDLSDVYMTFFLP 

TEQAGTLKLGGEARL1LDAAPD 

LRIPATISFVASVAQFTPKTVET 

SDERLKLMFRVKARIPPELLQQ 

HLEYVKTGLPGVAWSFLYSINQ 

TICLRLDSIEAKLQALEATCKSL 

EEKLDLVTNKOHSPIOVPMVA 

GSPLRTTQMCNKVR/CVNP*AT 

VVPPPVPQPTTQQYQGLDAGA 



■4 r^.—rr\ 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*— Stop codon, possible nucleotide 
deletion, \=possible nucleotide insertion) 


15454 


45822 


A 


15544 


85 


2249 


SAEAMSGDGATEQAAEYVPEK 

VKKAEKKLEENPYDLDAWS1LI 

REAQNQPIDKARKTYERLVAQF 

PSSGRFWKLYIEAEIKAKNYDK 

GEKLFQRCLMKVLHIDLWKCY 

LSYVRETKG\KLPSYKGKMAQ 

AYDFALDKIGMEIMSYQIWVD 

YINFLKGVEAVGSYAENQR1TA 

VRRVYQRGCVNPMINIEQLWR 

D YNK YE EG INIHL AKKM 1 EDRS 

RDYMNARRVAKEYETVMKGL 

DRNAPSVPPQNTPQEAQQVDM 

WKKY1QWEKSNPLRTEDQTLIT 

KRVMFAYEQCLLVLGHHPDIW 

YEAAQYLEQSSKLLAEKGDMN 

NAKLFSDEAANIYERAISTLLK 

KNMLLYFAYADYEESRMKYEK 

VHSIYNRLLAIEDIDPTLVYIQY 

MKFARRAEGIKSGRMIFKKARE 

DTRTRHHVYVTAALMEYYCSK 

DKSVAFKIFELGLKKYGD1PEY 

VLAYIDYLSHLNEDNNTRVLFE 

RVLTSGSLPPEKSGEIWARFLAF 

ESNIGDLASILKVEKRRFTAFKE 

EYEGKETALLVDRYKFMDLYP 

CSASELKALGYKDVSRAKLAAI 

IPDPVVAPSIVPVLKDEVDRKPE 

YPKPDTQQMIPFQPRHLAPPGL 

HPVPGGVFPVPPAAVVLMKLLP 

PPICFQGPFVQVDELMEIFRRCK 

IPNTVEEAVRIITGGAPELAVEG 

NGPVESNAVLTKAVKRPNEDS 


15455 


45823 


A 


15545 


12 


427 


SAEAMSGDGATEQAAEYVPEK 

VKKAEKKLEENPYDLDAWSI\L 

IREAQV**YRITFPSLWVQSHYL 

VLPVNMIFIILTL*MLFIGFQF*N 

QPVIDKARKTYERLVAQFPSSGR 

FWKLYIEAEVTILFYFFLYQYCS 

IHL 


15456 


45824 


A 


15546 


150 


469 


SAEAMSGDGATEQAAEYVPEK 
VKKAEKEVLEENPYDLDAWSILI 
REAQNQPIDKARKTYERLVAQF 
PSSGRFWKLYIEAEVTILFYFIFS 
YISIAAFTVVIENKLGT 


15457 


45825 


A 


15547 


1 


834 




15458 


45826 


A 


15548 


443 


732 


SFMRWQKGQLPQLCLHRESHC 

SPYPQPSFLGMEP/ADIHETTFN 

SIMKCDVDIHKGLYANAVLSSG 

TTMYPGIA\NRMQKEITALAPS 

MMKIKIIAPA 
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SEQID 

NO: 


SKQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15452 


45820 


A 


15542 


254 


883 


DLRKDSPWEHRQCDKREPGNS 
A PP A PH S WG F A V FN PRA G D VR 
QLCKRADTRTPSPRAPFGSAGA 
CRGCGRAGARSLASPKARTCIS 
SARRRAGGPLQLGAGSGQAKR 
PDR*TRREGANA*KTLHL/HSSL 
APSPGGVLAGFQEPPGRPQVAC 

/~~\ a a t a a z" 1 id a r? r> r> /r» a a a a a 

CAATAAGGIRAGbRK/PAAAAA 
AAPWAQKLRRLRLQRRGPPGC 
R**MVSFPRLFSGSTSR 


15453 


45821 


A 


15543 


1 


768 


MCDFGKSTSLPASPTSSSANGR 

DNSTYRLKEQGGFMHSVASRD 

SCAESARYTDAHYAKSGYGAY 

TPSSYGANLAASLLEKEKLGFK 

PVPTSSFLTRPRTYGPSSLLDYD 

RGRPLLRPDITGGGKRAESQTR 

GTERPLGSGLSGGSGFPYGVTN 

NCLSYLPINAYDQGVTLTQKLD 

SQSDL A RDFSSLRTSDS YRI DPR 

YQTASCPEYLVDYLENYGRKG 
SASQVPSQAPVPSRVP 



WO 01/075067 



PCT/US01/08631 



StQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15449 


45817 


A 


15539 


1 


3102 


MYSHVITVCRHVKNGDILLLNR 

QPTLHRPS1QAHRARILPEEKVL 

RLHYANCKAYNADFDGDEMN 

AHFPQSELGRAEAYVLACTDQ 

QYLVPK.DGQPLAGLIQDHMVS 

G ASMTTRGCFFTREH YM EL V Y 

RGLTDKVGRVKLLSPSILKPFPL 

WTGKQHfNRTKDKNHMIISIDA 

EKAFDKIQQPFMLKTLNKLGID 

GTY LKU RAI YDKPTASIILNGQK 

LEAFPLKTGTRQGCPLSPLLFNI 

VLEVLARAIRQEK 


15450 


45818 


A 


15540 


1 


779 


IPMKDHDA1KLFIGQIPRNLDEK 

DLK.PLFEEFGK.IYELTVLKDRFT 

GMHKGCAFLTYCERESALKAQ 

SALHEQKTLPGMNRPIQVKPAD 

SESRGEDFCKLFVGMLNKQQSE 

DDVRRVLFEAFGNIEECTILRGP 

ERQTAKGCAFVKYSSXHAEAAG 

RPSTRLHGSQTMPGAFVPVWV 

GQVSADTDKERTMR\RMQQMA 

GQMGMFNPMAIPFGAYGAYA 

QALMQQQAALMASVAQGGYL 

NPMAAFAAAQMQQMAALNM 

NGLAA 


15451 


45819 


A 


15541 


1 


1413 


MEYYAAIKKDEFISFVGTWMK 

LETIILSKLSQMQKTKHRIFSLIV 

LCDITDILKEFTVAEAGGFALNE 

IMKEICKSRFSAKVSLHWKMW 

HSTASLGYHRVNVTNPDPLNLC 

LGHCWLGLRDTGQKQACGGP 

GVCPGMFRRACGGNAPCKEAP 

SVTEASSPDGSVLCLGSHVPITP 

APLSSAQMVCHMVEDRRTVEL 

ILGATHNLFFSTSPLTWSLRA1P 

GNCVLFLKDYVTEPVRSQSILHI 

AGPTFKQTPNLPFLKFPEATKA 

HGPNVYQNDSTCPEFTAQVSH 

WSSVSSTLIASPVPGPEDRKLFV 

GMLNKQQSEDDVRRLFEAFGN 

IEECTI LRGPDGNSKARPLASSQ 

GAPSVKYSSHAEAQAAINALH 

GSQTMPLMQQQAALMASVAQ 

GGYLNPMAAFAAAQMQQMAA 

LN\PNGLAAAPMTPT\QANGQP 

AAEEIVFANGIHPYPAQSPTAAD 

PLQQAYAGVQQYAGR 



A r\-7c 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15441 


45809 


A 


15531 


5459 


6324 


LLANVSQLLADISQLLANFTQL 

FSHFSQLLTYLSKLFTHLPQLLT 

HFPKLLTHQPELFSNQSQLHPN1 

TVRYSPTSPSYSPTSPNYTPTSPN 

YSPTSPSYSPTSPSYS/RDLTKLL 

PFQPTIHTTVSNLYPKLTQLQPQ 

FAQLQPNLTQV\PPTSPSYSPSSP 

EYTPTSPKYSPTSPKYSPTSPKY 

SPTSPTYSPTTPKYSPTSPTYS\Q 

PLQSTPQPLPSTHLLAPLTRPLP 

PSTRPPAPPTRPPPPKAQPTLPLP 

LVTRPPAPPTVSQARLSARMTV 

TRRTEGTWGAAAG 


15442 


45810 


A 


15532 


13 


941 


SVVLRPLLVVAAATATTPVAA 

AAATNTAKKTATVMVGEMVA 

GERGVLQMGHDITRFFYSNIQT 

VINNWLLIEGHTIGIGDS1ADSK 

TYQDIQNTIKKAKQDVIETFEN 

QVPR1LNDARDKTGSSAQKSLS 

EYNNFKSMVVSGAKGSK1NISQ 

GGGSQGGRGGPPISMWLLALC 

LVGLAGAQRGGGGPGGGAPGN 

GPGLGLGSLGEERFPVVNTAYG 

RVRGVRRELNNEILGPVVQFLG 

VPYATPPLGARRFQPPEAPASW 

PG V RN ATTLPPACPQN LHG ALP 

AIMLPVWFTDNLEAAATYGGC 

FRVPKKA 


15443 


45811 


A 


15533 


207 


696 


TNLQEKNKQPHQKVGKRYKQT 

LLKRRHLCSQQAHEKMLIITGH 

QRNANQNHNEIPSHTS*NGDH* 

KVRKQQMLERMWRNRNAFTL 

WVGV*TSSTIVEDSMAIPQGSR 

TRNTI*LSHPITGYIPKGL*IMLL 

*RHMHTYAYCGSIHNSKDLEPT 

QRSINDRLD 


15444 


45812 


A 


15534 


1 


307 




15445 


45813 


A 


15535 


1 


381 


LPPPHDRLWCVMFPTLCPSVLI 
VQFPPMSENMRCLVFCPCNSLL 
RMMVSSFIHVPTKDMNSG1L*S 
RPA DIELFSINLVNKKiFLKGKF 
G DPLSLQRQLRN I VFSMPCCFPS 
FLLPWVFSQLSVKPH 


15446 


45814 


A 


15536 


134 


278 


DPAFLAPSPV/LMKQAPQATSG 
LM EPPG PSTPI VQRPRILL V I DD 
An 1 U 


15447 


45815 


B 


15537 


1 


840 




15448 


45816 


C 


15538 


1 


891 





WO 01/075067 



PCT/USOI/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop codon, /^possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


15428 


45796 


A 


15518 


3 


1263 


GRTIQTKGKEVXENFEKNLEECI 

TR1TNTEKCLKELMELKTKARE 

VREECRSLRSQCDQLEERVSAM 

EDEMNEMKQEGKFREKRIKRN 

EQSLQEIWDYVKRPNLRLIGVP 

ESDVENGTK.LENTLQDIIQENFP 

NLARQANVQIQERQRTPQRYSS 

RRATPRHIIVRFTKVEMKEKMG 

LLVPNWTNHSPLFRAILFDYKG 

FCRFGTTHQTGFSPAGANQRGP 

LAATLSGPGGEGQSAVARLTGL 

IGVPESDVEKETKLETTLQD1 IQ 

ENFPILARQANVQIQEIQRTPQR 

YSSRRATPRHI1VRFTKVEMKE 

KMLRAAREKGRVTLKGKPIRL 

TADLSAETLQARREWG P1FNIL 

KEKNFQPRISYPAKLSF1SEGEIK 

SFTDKQMLRDFVTTRPALKELL 

KEALNMERNNRYQPLQNHAK 


15429 


45797 


A 


15519 


1 


1137 




15430 


45798 


A 


15520 


1 


1578 




15431 


45799 


A 


15521 


1 


I6S6 




15432 


45800 


A 


15522 


1 


1120 




15433 


45801 


B 


15523 




1541 




15434 


45802 


B 


15524 




1632 




15435 


45803 


C 


15525 


53 


352 




15436 


45804 


A 


15526 


1 


973 


MGKKQNRKTGNSKMQSASPPP 

KERSSSPATEQS WMEN DFDELR 

EEGFRRSNYSELREDIQTKGKE 

VENFEKNLEEC1TR1TNTEKCLK 

ELMELKTKARELQRVSAMEDE 

MNEMKREGKFREKRIKRNEQS 

LQEIWDYVKRPNLRLIGVPESD 

GENGTKLENTLQDI1QENFPNL 

ARQANIQIQEILRIPQRYSSRRA 

TPRHIIVRFTKVEMKEKMLRAA 

REKGRVTLKGKPIRLTVDLSAE 

TLQ A RREWGPI FN ILKEKNFQP 

RISYPAKLSFISEGE1KYFTDKQ 

MLRDFWTTRPALQELLKEA LN 

MERNNRYQPLQNHAKM 


15437 


45805 


A 


15527 


1 


2896 




15438 


45806 


B 


15528 


50 


658 




15439 


45807 


A 


15529 


1065 


1260 


RSHALALDSAGSSSPESPH*RAS 
IPHTALGQNAGSWAGTAHSHH 
GPFLWSDPRHPQVVPHRTCCP 


15440 


45808 


A 


15530 


96 


219 


EFSTKPRLSGP*SSWEMLILEPL 
APDTTIDLKLLYSDRDF 



wo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inOSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion. \=possible nucleotide insertion) 


15414 


45782 


A 


15504 


2 


991 


RSAGVKAGSRPSPVLQQSASSF 

NMTDAAVSFAKDFLAGGVAA 

AISKTAVAPIERVKLL\LQVQ\H 

ASKQI A ADKQYKG 1 IGC V VRIP 

KEQG VLS F WRGN LAN V 1 R YFPT 

QALNFAFKDKYKQIFLGGVDK 

RTAQFWRYFARNLASGGAAGA 

TSLC F V YPLDF A RTRL A A D VG K 

AGAEREFRGLGDCLVKIYKSDG 

1KGLYQGFNVSVQGH1YRAAYF 

GIY\DTAKG\MLPDPK\NTHIVI\S 

W\M1AQTVHCCCPG*LPYPFDT 

RS/VRRNE*MQSGRK\GTVDIMY 

TGTLXDCWRKIARDEGGKAFFK 

GAWSNV\LRGMGGAF\VLVLYE 

*KSKKYT 


15415 


45783 


A 


15505 


1 


613 




15416 


45784 


A 


15506 


1 


1695 




15417 


45785 


A 


15507 


131 


723 


LLEGKLTNRKDIHTKNPSVRH/ 

RSSKTKERVSAMEDEINEMKRE 

EKFREKRVKRNEQSLQEIWDYL 

KRPN LRLIG V PESDG ENGTKLE 

NTLQDIIQENFPNLARQAN1QIQ 

E1QRMPQRYSLRRATPRHIIVRF 

TKVEMKEKMLRAAREKGRVT 

HKGKPIRLT/ADLSAETLQARRE 

WGPIFNILKEKNFQPRISYPAKL 


1 CA 1 © 

15418 


45 /So 


A 


1 CCAO 

15508 




3156 




■ CA * r\ 

J 54 19 


45787 


A 

A 


15509 




0*7A 

879 




1542U 


45755 


A 

A 


1 C C 1 A 

15510 




804 




1542 1 


45/89 


B 


1 C C 1 1 

1551 1 




1230 




15422 


4579U 


A 

A 


155 12 




827 




1 342 J 


A COO 1 

45 /9 1 


A 

A 


15513 




1 A 1 1 

101 1 




1 <A1A 

15424 


45 /92 


A 

A 


15514 




1 Til 

1722 








D 
D 






780 




15426 


45794 


A 


15516 




2712 




15427 


45795 


B 


15517 


1 |855 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop codon, possible nucleotide 
deletion, V=possihle nucleotide insertion) 


15409 


45777 


A 


15499 


1 


645 




15410 


45778 


A 


15500 




677 


SPPN PRA P YLFPAS LQNPAN WS 

PH FQ YLPi LSQPRSV LTAFRQQA 

QPRI SMPQ AQTPFRPQ M E RLDQ 

NIRRSNQPQHSLKPKLIQSKALT 

LFNSVKAEKDEEAAEEKFEVTR 

VVHIRGLIDGVVEADIVEALQE 

FGL1SYVMVMSKKRQALVEFE 

DVLEACNAVNYTADNQ1HIAG 

HPAFVNYSTSQKISRPGNSDDVR 

SVNSVLLFTILNPIYS1TTDVLYT 


15411 


45779 


A 


15501 


2 


1712 


DEQRRRSGAMVKMAAAGGGG 

GGGRYYGGGSEGGRAPKRLKT 

DNAGDQHGGGGGGGGGAGAA 

GGGGGGENYDDPHKTPASPVV 

HIRGLIDGVVEADLVEALQEFG 

PISYVVVMPKKRQ\SLV*FEDVL 

GAGNAVXNYAADNQIYIAGHPA 

\FVNYSTSQKISRPGDSDDSR\SV 

N\SVLLFTILNPIYSITTDVLYTI\ 

CNPCGPVQRIVIFRKNGVQAMV 

EFDSVQSAQRAKASLNGAD1YS 

GCCTLKIEYA1CPTRLNVFKNDQ 

DTWDYTNP\NLSGQGDPGSNPN 

KRQRQPPLLGDHPAEYGGPHG 

GYHSHYHDEGYGPPPPHYEGR 

RMGPPVGGHRRGPSRYGPQYG 

HPPPPPPPPEYGPHADSPVLMV 

YGLDQSKMNGDRVFNVFCLYG 

NVEKVKFMKSKPGAAMVEMA 

DGYAVDRA1THLNNNFMFGQK 

LNVCVSKQPA1MPGQSYGLED 

GSCSYKDFSESRNNRFSTPEQA 

AKNR1QHPSNVLHFFNAPLEVT 

EENFFEICDELGVKRPSSVKVFS 

GKSERSSSGLLEWESKSDALET 

LGFLNHYQMKNPNGPYPYTLK 


15412 


45780 


A 


15502 


1 


528 


NHQIRNDFTISPGVKADSRTSPI 

PQQPASSFDITEAAVSFAKDSLA 

GGVAAAISKMAVAPIERVK/RV 

PKEHGVLSWCGNLASVIRYFP\ 

TQALNFTFKDKYKQIFLDGVDK 

RSQFWRYFAGNLASGGATGAT 

SLCFVYPLDFAHTRVAADVGK 

AGAERJELRGFGDCLVK1YKSDG 

IK 


15413 


45781 


A 


15503 


I 


1452 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15407 


45775 


A 


15497 


89 


2490 


PKCCFFCLLSGETAAAQSCLCG 

KVVLRPLRPCRRYSTSGSSGLT 

TGKIAGAGLLFVGGGIGGTILY 

AKWDSHFRESVEKTIPYSDKLF 

EMVLGPAAYNVPLPKKS1QSGP 

L* ISSVSEVM\KESNRPASQ\LQK 

QK\GDTPASATAPTEAAQIISAA 

GDTLSVPAPAVQPEESLKTDHP 

E1GEG KPTPALSEEASSSSIRERP 

PEEVAARLAQQEKQEQVKIESL 

AKSLEDA LRQTASVTLQAIAAQ 

NAAVQAVNAHSNILKAAMDNS 

EIAGEKKSAQWRTVEGALKER 

RKAVDEAADALLKAK*LLMDF 

NKEELEKMKSVIENAKKKEVA 

GAKPH1TAAEGKLHNMIVDLD 

NVVKKVQAAQSEAKVVSQYH 

ELVVQARDDFKRELDSITPEVL 

PGWKGMSVSDLADKLSTDDLN 

SLIAHAHRR1DQLNRELAEQKA 

TEKQHITLAL\EKQKL\EEKRAF\ 

DSAVAKAFRNIHRKLKYRA*TG 

QKR*KEVRDAME\NEMRTQLR 

RQAAAHTDHLRDVLRVQEQEL 

KSEFEQNLSEKLSEQELQFRRLS 

QEQ VDNF1UDINTA YARLRG I E 

QAVQSHAVAEEEARKAHQLW 

LSVEALKYSMKTSSAETTSMPL 

GSAV\EAI\KANCSDNEFTQALT 

AAIPVPESLTRGVVTVKRPLGAR 

FVYAVQKLAARRVAM 1 DETRNSL 

YQYFLSYLQSLLLFPPQQLKPPP 


15408 


45776 


A 


15498 


1 


1212 


MPKKRQALVEFEDVLGACNAV 

NYAADNQIYIAGHPAFVNYSTS 

QKISRPGDSDDSRSVNSVLLFTI 

LNPIYSITTPTRLNVFKNDQDT 

WDYTNPNLSGQGDPGSNPNKR 

QRQPPLLGDHPAEYGGPHGGY 

HSHYHDEGYGPPPPHYEGRRM 

GPPVGEYGPHADSPVIMVYGL 

DQSKMNCDRVFNVFCLYGNVE 

KVKISLKKQSPGGRPMGEEWIA 

DGYAVDRA1THLNNNFMFGQK 

LNV/CVGAQAREGSRGTGERK 

GGEWGPAEEHSEAEVLTHTEM 

GCGSVSKQPAIMPGQSYGLEDG 

SCSYKDFSESRNNRFSTPEQAA 

KNR1QHPSNVLHFFNAPLEVTE 

ENFFEICDELGVKRPSSVKVFSG 

KSERSSSGLLEWESKSDALETL 

GFLNHYQMKNPSINLVT 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
bod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


15406 


45774 


A 


15496 


2 


1605 


WQLPHPPAAPSARQILRACQLS 

SVTAVAQSCLYGKQLC/GLTTG 

NiAGAGLLFFGGGIGGTiLYAK 

WASHFRERVEKTIPYSDKLFEV 

VLGSAPYNVPLPKKSTQSGPLK 

ISSVSEVTKEFKQPASQLQKQK 

GDTPASATAGDTVLVPGVQHE 

ESLKTDHPAIDEGKPTPALSEEA 

SSSSIRERPCEEIAACLAQEEKQ 

EQVKTESLAKSFEDALRQTANV 

TLQAIAAQNTVVQAVNAHSNIL 

KAAMDNSEIEGKXKSAKWHTV 

QGALKEHRKAVDEAANALLKA 

KEEVQAAQFESKLVSQYHELV 

GQAQDDFKRQLDSITPEVLPGW 

KGMSVSDPADKLSTDDLNSLIA 

RAHRHIDQLNRELAEQKATEK 

QHITLALEKQTLEEKVQEQELK 

YEFEQNLSEKLSEQELQFHHLS 

QEQVHNFTLDINTAYARLRGIE 

HAVQSHAVAEEEARKAYQLW 

LSVEALKYSMKTSSAEMPAVPL 

GSAVEAIKANCSDNEFTKALAT 

AIPPESLTHGVYSEETLRVRFYA 

VQKLARRVAMID 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15398 


45766 


A 


15488 


1370 


2243 


LGKLRLESCGLVAAVRPHSGGL 

AMPLPNATRPASGRSED/AELK 

LALEHGHRSESLQGRKHRGVH 

DNSDIPQAALVGGTTMIIGHVL 

PDKETSLVDAYEKCRGLADPK 

VCCDYALHVGITWWAPKVKA 

EMETLVREKGVNSFQMFMTYK 

DLYMLRDSELYQVLHACKD1G 

AIARVHAENGELVAEGAKEAL 

DLGITGPEG1EISRPEELEAEATH 

RVIT1ANRTHCP1YLVNVSSISA 

GDV1AAAKMQGKVVLAETTTA 

HATLTGLHYYHQDWSHAAAY 

VTVPPLRLGIPPH 


15399 


45767 


A 


15489 


307 


600 


VSRRASSGSPVPLGSLHLQHSA 

PA/PSAAPKPRSPPARLSRPHLR 

GESAAPSPLSPGPASLAAAAAA 

RVPAQPSPAPSTTPAPRTTLAPR 

VPHRLAPAP 


1>4UU 


4D/05 


A 




~\ 


222 




15401 


45769 


B 


15491 


1 


1131 




15402 


45770 


A 


15492 


136 


201 




15403 


45771 


A 


15493 


3 


556 


ELPRRLVCSKLRADPGRLTPDA 

CARPGMSRYLLPLSALGTVAG 

AAVLLKDYVTGGACPSKATIPG 

KTVI VTG ANTG IG KQTALELA R 

RGGN1ILACRDMEKCEAAAK\D 

IRGETLNHHVNARHLDLASLKS 

IREFAAKIIEEEERVDIL1NNAGV 

MRCPHWTTEDGFEMQFGVNHL 

GHFLLTTWC 


15404 


45772 


A 


15494 


11 


559 




15405 


45773 


A 


15495 


1 


312 


MAPAADREGYWGPTTSTLDW 
CEENYSVTWYIAEFVSWLMSGF 

SPAGRQPGPAEELPKASPCPWG 
KSLSRPFASFSASSGPS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, V= possible nucleotide insertion) 


15389 


45757 


A 


15479 


I 


1016 


MERRGPGAATARGRARPGGGP 

SVGLLATGSSLNPSFHGVARIVP 

G Fi Ri A RP RDG S FA Y ES V P WQQS 

ATQPAGSLSVVTTVWGVGNAT 

QSQVLG1MPMGPAGSPSGSSMM 

PGVAGGSSALTSPQCLGQQAFA 

EGGANKGYVQQGVYSRGGYP 

GAPGFTTGYAGGPGGLGLPSH 

AARPSTDFTQAAAAAAVAAAA 

ATATATAT/GHRGCSPGEAEPG 

AEP\DGAMGAGQSFNSQFLQHG 

GPRGPSVPAGMNPTGIGGVMG 

PSGLSPLAMNPTRAAGMTPLY 

AGQRLPQHGYPGPPQAQPLPRQ 

GVKRTYSEVYPGQQYLQGAYP 

VHSGLSQFPTWQETPRHP 


15390 


45758 


c 


15480 


1 


585 




15391 


45759 


B 


15481 


1 


885 




15392 


45760 


A 


15482 


3 


440 


GPWPRPVAYLSKQLYRVSKGW 

PPGLRALAEMALLAQEADKLT 

LRQ1MPN1/IGPHAVVTLMTTKG 

HH* FTN ARLTYVK1 PT*PLKF/G 

NTLNPTTLLPVSESPVEHNCVD 

VLDSVYSSRPNLRDHP*TSVDC 

ERYVDRSSFTNRCKVTR 


15393 


45761 


A 


15483 


3 


368 




15394 


45762 


C 


15484 


109 


276 




15395 


45763 


A 


15485 


1 


1710 




15396 


45764 


A 


15486 


221 


784 


QNSLRSMCQKEKJCMAAGVLT 

HTQGPWPRPVAYLSKQLDRIS 

KGWPPGLRALAATALLAQEAD 

KLTL\GKT*I*RPPHAVVTLMNT 

KGHHWLTNARLTKYQSLLCEN 

PHITTEVCNTLNPTTLLLVSESL 

VEHNCVEVLDSVYSSRLNLRD 

rlr* 1 aVUW*LHVUCjoor 1 NrCK 

VTLKKMTSAAPVTPRS 


15397 


45765 


B 


15487 


509 


661 





i nco 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


15385 


45753 


A 


15475 


1 


1115 


MKWLLLLGLVALSECIMYKVP 

L1RKKSLRRTLSERGLLKDFLK 

KHNLNPARKYFPQWEAPTLVD 

EQPLENYLDMEYFGTIGIGTPA 

QDFTVVFDTGSSNLWVPSVYCS 

SLACTNHNRFNPEDSSTYQSTS 

ETVSITYGTGSMTGILGYDTVQ 

SGYHHGNHRLNLKGLCSSKRSS 

TTPPLYDLGQVASPPSGSVSSC 

DDQSGSVVIFGGIYSSYYYTGGL 

NWVPVTVEGYWXQITVDSITMN 

GEAMACAEGCQAMVEPGTFFVT 

GP\TSPIA\NIQSD1EA\SEELDG\D 

SVLICSAISS\LPDI\VFTI\NGVQY 

PVPPS\AYILQSEGSCISGFQG\M 

NLPTES EEL WI LG D V FHPASTLT 

VRDRANNQ VG\L A PV A 


15386 


45754 


A 


15476 


1 


765 




15387 


45755 


A 


15477 


470 


479 


PRNPSSFLQVQVQHRFLQLFVP 

FHFVFFLASLYVMVTLTTWFR* 
DPCVSGMALNCSFLKIASSSGE 
YLRPTPSYLNQVVRVTMT 


15388 


45756 


A 


15478 


1 


896 


CLPFGGPKPNPWDKDGGCQGR 

PQPRHLPGPGTAAQRRQQCPSE 

KSLL/CRWPSLTASTCSRLFYIL 

LHVGAS/CNLLPPAVKDSSGKG 

VGQDTQVLSGSGAVYRVCAGT 

ATFHLLQAVLLVHLHSPTSPRA 

QLHNSFWLLKLLFLLGLCAIAF 

CIPDEHLFPAWHYIGICGGFAFI 

LLQLVLITAFAHSWNKNCNEAS 

YLAEVFGPLW1VKVYSYEFQKP 

SLCFCCPETVEADKGQRGGAA 

FCLPLRLLPWLTLCHGYPYQLV 
QASAGCGCKPFAPYSL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540\217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


15378 


45746 


A 


15468 


528 


1413 


QTERNSTSTSKTPSEGHQHQRP 

KVDKSTKMGRNQCKJCA*\NSK 

SQNACCPPKDHSSLPAREQTW 

MENEFDELTEVGFRRWVITNSS 

KLKEHVLTQCKEAKNLEKRLE 

ELLTR1TNLEKNINDLM ELKNT 

ARELREAYTSINSRIDQAKERM 

SEIVDQLNERNDRENGTKLENT 

LQDITQDNFPYLARQVNIQIQET 

QRMPQRYYSRRVTPRHIIVRFA 

KVEMKEKMLRAAREKDTSVK 

QKVNKDIQELNSALHQVDLIAI 

YRTLHPKSTEYTFFSAPHHTYS 

KTDH1VHSILCDSG 


15379 


45747 


A 


15469 


368 


679 


SSQLNKAPSLFNPVSEEFCLWL 
LLLQKELLTRJTSLEKNTNDLV 
DLKNTA* ELHEAHTSINS*IDQV 
EER1SECEDHLTEIRHSEKMKTA 
LLK* DMQTRREKKK 


15380 


45748 


A 


15470 


865 


2055 


QTERNSINIMKKDNYAKTPSKG 

HQQQRPKVDKSTKMRKNQHK 

KA*KFPKPGMPSSPPK\DHNCSP 

ARE\QNWMEN\EFNEFDELTGA 

GFRRWVITNSSELKEHVVTQCK 

EAKNLEKRL\QELLTRITSLEKN 

INDLMELKQDITQENFMKHTQ 

VSI AQA DQGRKER V\SEI ED PTL 

MDIKCEDK1REKK/IKKRNEQSL 

QEIWGYVKRPNLRLISVPESDG 

ENGNK*ENILQDIIQENF/PFPNL 

TRQANIQIQETQRTLQRYPLRR 

ATPRHIIIRFTICVEMKEKMLRA 

AREKGRVTHKGKPIRLTENLSA 

ETL * A RRE* * PILN1 LKE RNFQPR 

ISYRAKLSFISK/GKREIKSF1DK 

QTLRDFVTTRPALQELLKEAVN 

MERKNQYQPLQKHTKLKRPLT 


15381 


45749 


A 


15471 


1 


315 








A 




1 
1 


2775 




15383 


45751 


A 


15473 


1 


1017 




15384 


45752 


B 


15474 


I 


3105 
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SEQID 

NO: 


SCQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Ui«known, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 3 joy 


Hj 1 J 1 


A 
f\ 




1 


744 




1 ^7A 


HJ /Jo 


t> 


1 ^4Afi 




1 J J J 




15371 


45739 


A 


15461 


1 


1197 




15372 


45740 


A 


15462 


1 


714 




15373 


45741 


A 


15463 


142 


601 


HQRTKVYKFTKMRKNQPKKPE 
NSK/TQNPSSPSKDHNSLPAREE 
NWMENEFDKLTEVGFRRWVIT 
NSSELKEHVLTQCKEAKNPDK 

NTA*ELLEAYTN1NSQIDQVEEK 
1/S/SIEDQLNEIKLEDEIREKKKK 


15374 


45742 


A 


15464 


153 


474 


QTKSNNVNIKKQDVHTK.TPSEG 
HQHQRPK\DHNSLPAREQNW1E 

KJPPr*PI TPVnPRRUA/ITKJQQPI 

LTRJTSLEKNINDLMELKNTA 


15375 


45743 


A 


15465 


1 


2172 




15376 


45744 


A 


15466 


1 


1640 


MKLMETLNQCIN AG H EMTKA 1 

AIAQFNDDSPEARKITRRWRJG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHR1ETELMGKFDEGKL 

PTDPHLM LRL AI ETV AHDYDV 1 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGFEPDHLTPAGNC 

YVVRRNEDCIGFFSGFYNVISL 

GVYLVEQQKGWEDTHSKTPSK 

GHQHQRSKVDKSTKMRKNWS 

KNAENSKNQNALSPPNDRNSSP 

ARAQNWMENKFDKLTEVGFR 

RQVITNTSELKEH1LTQSKEAKN 

LDKRLQELLTR1TSLEKNINDL 

MELKNTARELREAFTSFCVNCE 

n V Obi 1 oLl\EL/jT1 w i_<CL/orvvj niv 

M/RRHOE* KCEYFH PPHPGLOF 
YQLPESDSHSDPLWPHGGSFLS 


15377 


45745 


B 


15467 


50 


1603 





wo 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possib)e nucleotide insertion) 


15357 


45725 


B 


15447 


707 


1826 




15358 


45726 


A 


15448 


108 


397 




15359 


45727 


A 


15449 


1726 


2464 


SICAVQLEAGGLLQLFCCKMAP 

DPNITDVFGRTALHYAVYNEDT 

SM1EKLLSYGANIEECSEDEYPP 

LFLAVSQRKVKMVEFLLKKKA 

NINAVDYLGRSALIHAVTLGEK 

DI V 1 LLLQHN 1 D VFSRD V YGKL 

AEDYASEAKMRVIFELIYEYER 

KKHEELS1NSNPVSSQKQPALK 

ATSGKEDSISNIATEIKDGQKSG 

TVSSQKQPALKDTSDKNDSVSN 

TATEIKDEQKSGTWSSQKQPAL 

KDTSDKNDSVSNTATEIKDEQK 

SGTSVFSETTGLEGYK 


15360 


45728 


A 


15450 


2 


675 




15361 


45729 


A 


15451 


1 


467 


DHSSSPAREQNWMENXEFDELT 

EVGFRRWVITNSSELKKHVLTQ 

CKE A KN LEKRLG ELLTR1TSLE 

KNINDLMELKNTARELHEAYTS 

IN S WINQAEERLSEI EDQLNEIK 

REDKITEKMKNSTTVRVAASM 

QSKLLQGVAEEGPLRLTRSASF 


I5j62 


45730 


A 


15452 


2 


632 




15363 


457j I 


B 


15453 


355 


894 




15364 


45732 


B 


15454 


99 


716 




15365 


45733 


A 


15455 


1 


1140 




15366 


45734 


A 


15456 


1 


1476 


MEVNREKQLNELEVIGSEEQNL 

EEEGLMIGGVAVRLVPDDIVIP 

GGVNATNGTEARDALRVKVA 

MSVTLLSGIIQYLLSALGWSYY 

TVDGVSQKNPRALGVTADQLH 

A1FTTMSDEQASFRFGFVAIYLT 

EPLVRGFTTAAAVHVFTSMLK 

YLFGVKTKRYSGIFSVVYSTVA 

VLQNVKNLNVCSLGVGLMVFG 

LLLGGKEFNERFKEKLPAPIPLE 

FFADHNSSPAREQKWMENEFD 

E WTE VSFRR WVITNSS ELKEHI 

LTQCKEAKNLEKRLEELLTR1TS 

LEK1M1NDLMELKNTAQEFHEA 

YTS1NS/RNQTEERVSEIEDQLN 

EI*CKDKIR\EKKRMKRNEQSLQ 

EIWDCVKRPNLRLTGVPESDGE 

NGTKLENTLQD1IQENFHNLAR 

QANSQIQEIQRTPQRYSSRRATP 

RHIIIRFTKVEMKEKMLRAARE 

KG R VTH KGN PI RL1 ADLS A DTL 

Q A RRQ WE PI FN I LKE N FQTRI SH 


15367 


45735 - 


A 


15457 


1 


1185 




15368 


45736 


A 


15458 


1 


2367 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon Tor lasl amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15347 


45715 


A 


15437 


2 


881 


HARCTGIAARAGLLDPRHTGEA 

LAARSR1DLARRPHWPRGCGTG 

GGGGGCAGLGGAWLRGNDVA 

VPARALVTAAPASSSMSPPIPA 

AARPVSSS\PAASPSPRCGLRAG 

PAELRCPRRLRQARAEEPPRAG 

PA PGRRRPTPG ICP APLSPRLRA 

GGTAPSLPGVTRGSRVGRRLRP 

SLGGAGCRVGKRPPRLLPPGRR 

CSTGLPPPAGTGAPAGVCWED 

GDPGHELAAALLRRLGGQIRAL 

APAARGTLLLRRSNSRRHLQNP 
ANFGGTLAT 


15348 


45716 


A 


15438 


3 


502 


GRRDSCLPGVVAPRACLHPRG 

QVPRLGSVGKMATPGMSWQQ 

HYYGGSAAKPAPSPATAQLAG 

HSMDYSQEMHLKMSKKIAQLT 

KVIYALNTKNDEHESAIQALKD 

Antttlv^nlLAb 1 KJcKJuLv^YKo 

KVTEELDLRRKIQVLESSLEDH1 

KMKQQALTEFEAYKHR 


i jo^y 


4^71 7 
HJ / I / 


A 
r\ 








DCYCRTWERPQILLPKWEGTR 
KPILVI*QNKAHQHAPQ1TLLHQ 


15350 


45718 


A 


15440 


73 


335 


FFWGGIEEPCFVILSGSVFWFLL 

1 WVUAoAorv VuL/VruKUUorr 
rl oJ VuAr 1 VLWuvoW VUsJvV 

CGSSWDC*FVLAINLELKFTM 


15351 


45719 


A 


15441 


373 


513 




15352 


45720 


A 


15442 


1585 


1649 


KNSNIQHSPKITLVHQQWFQTK 

k'k'FI IVT Y l^tdQfsrJT VHP*MVHT 

tri PAnwpnvrkPRAPi<rQuc*vk' 

l tvL/V^/\L/lN r ^ Y v^r iw\lvis.orlo vis. 


15353 


45721 


B 


15443 


1 


696 




15354 


45722 


B 


15444 


49 


525 




15355 


45723 


A 


15445 


113 


474 


SIPYKNKEEEEGKGGEYYIKGT 

CHGTKGSEQQPSALDLPSDRAY 

PNEKEPEN*LW*LI*QNKAL*HS 

Pk r Ts1WTQQP/l?'MnQk r PPk r k r QI iMI 
r JSJNrl 1 o3r/KP«OolS.r lYrvlS.i3L.lINL, 

KXNSGG*LLS*LGRHQRKVKPN 
ARKSKNQYKK 


15356 


45724 


A 


15446 


47 


614 


TGCPRCKQNSTCIAAVKMEGPL 

SVFGDRSTGET1RSQN\DVT1TN 

DGATILKLLEVEHPAAKVLCEL 

ADLQDKEVGDGTTSWIIAAEL 

LKNADELVKQKIHPTSVISGYR 

LACKEAVFYLTENLIVNTDELG 

FAN/MVVDAVLAIHARHRGQ/P 
RYPVTLLY*SHGES 



WO 01/075067 



PCT/US01/08631 



SKQID 

NO: 


SCQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
'-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15343 


45711 


A 


15433 


26 


963 


FMIWAGQNRKVQDFVIQLRML 

TPVVPPPQAAPNAQQPRAAASA 

PQTRVRAPRWPLGNVVVLGTE 

DAAGPSRPASEPPASPALPGPAL 

ELGLPNHPKQT/HRPRLAPRRSH 

PKDSCTI FK.LNSFLKN 1 KFNNS V 

GDQVNLDYKLISGTEYDILNFW 

NFRJLAKTGCSK.DGHRNPRSRP 

TQEEGSGKPKKSLVKERSGAQE 

DLPVPPEEKLELSGTSMGPCCFS 

KTSYGIPHIIYILSYKGTTATAG 

HRWPAAYPAPLNCSVPPPETTM 

PVSDLGSPLHWASRIATPPSMW 

LCCLLAAALRVLAVSNSSAEVY 

SQS 


15344 


45712 


A 


15434 


803 


1305 


RSKPCRSSHNVFSWWAHSRPC 

CPWSGYSSRLCCLSCCITLGPY 

QLKNRQQRNGSYKSFGNYLCV 

GNRLLFWVWI1FQGKGRS/WLP 

RSDWVTSYKVMVSNDSHTWV 

TVKNGSGDMIFEGNSEKEIPVL 

NELPVPMVARYIRINPQSWFDN 

G SICMRMEILGCPLPG WEH 


15345 


45713 


A 


15435 


2 


377 


ARELLKAVWRPHKVAVMHCR 
GHQRASTLVGLGNSRADSEAR 
KAPSAPFRASVTAPLLPQAPDL 
VPTYSKEENDFLQAKGGQVME 
EG * IRLPDGRV AA V VL A VHETT 
H RGQELLEKLLG WYFYISH 


15346 


45714 


A 


15436 


77 


679 


KMKTNQMGLKSKVVEMNATIS 

EIRLN INRKDVEYQQEILQLEA V 

WKLH K VAVMHCKGHQRASTL 

VGLGNSRTDSESPKAASAPLRA 

SVTAPLLPQAPDLVPTYSKEEK 

DFLQVEGGQVMEEGCIRLLDG 

RVAVPQLLGAAIVLAVHETTHL 

RS/ESSLGKLLGQLFSTISHFVSL 

CQNLTQRCVTCRQHNARQGPA 

VPPGMQ 



wo 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, A=possible nucleotide 
deletion, \-possible nucleotide insertion) 


15341 


45709 


A 


15431 


129 


444 


WGGPGRQPDGGRVPGRCGPRR 

PATWESPAACRPRPQSRHHSFE 

♦GGSRSGSSHKRPCPSSPAVLRA 

RDQVVLHTSFEATEGDSSHEDR 

STPLARRCLCSHRSGEA 


15342 


45710 


A 


15432 


1 


2446 


METSLMVQVCGGRDCNALLPG 

NLCSQPTQVLPLEVDGDDGPG 

GLPLNAAPPSSVPPVPPSEALPP 

PACPSAPAPWRS1ISRLFGTSPA 

AEAAHPPPGGALDFGALRTSSC 

LSQSHGH1PGGPGLGLGAVRVP 

VPSEEDPASLFTEPVPAAEAPAT 

VQSVEDFVANDRLDRSFLEDM 

TPARDEKKVGAKAAQQDSDTG 

RASRAPEQQI PHGG H WRG H SRS 

YERFRPPDMVSAGPGPSDGEAL 

GGNPIVAGFQDDVDLEDQPRGS 

PPPPAGPVPSQDITLSSEEE A E V 

ADPPKGPA PA PQQCSEPETK WS 

SIPASKPQRGTAPMTAAASPWP 

GGASVHTGLEKCSSTRPPAEIEP 

GKGEQASSSESDPEGPIAAQML 

SFVMDDPDFESEASDTQCRAVR 

RVLPAQRAENAYGSAFQPGAL 

KPECRPTLKGGPGPVPSKAGKK 

TEATSPRPTGGASPLAHGATVG 

AAWGLGMASWPIGSSLAPTRA 

RTREPRLQRRVGSELPGDPCSG 

SG A SCRQ VC A RGRATS VRLP A L 

ESLWPLSSDGSAAAREGLEGPR 

LRQAAAPGGPGPPLPPLSRPPSP 

ARRMRGGAAVAGRGAAAPLE 

GRVRLGVGFLAETAVRAGAGA 

LAAADAPPGSRTPRARPLVAAG 

SG A AGGRCP V PSRRORE A PSPL 

GGAGVDLQLECLTSEKAGVGA 

ATGGVLEALARAIRQKKEIEEIQ 



wo 



01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=possible nucleotide insertion) 


15337 


45705 


A 


15427 


1 


2658 


MIINTIHTll I JTUFIITIMSSSPIT 

1TNI1T1IQHHHHHMDQRPSLGK 

CRGLYIRVRKVPGERATANSRC 

P1NAQGIESCWNGVMALWLGP 

N STCS RLPELTDS EDCQP A DS P 

GDEDPKPWWDPPHEAPLTGYF 

HPYGAAFVPRHAGNFKDRREV 

PHQDTSFCSAGQFWILPSACKT 

GRVALTLTLLIGAYQTLTEADV 

KGLTAARAASPGAKWRTQFPC 

PAGTCSSQAGNGQLEDCLPYPP 

GPSAPVGSLSRSSANGEFIIGRV1 

KAN4NNSWHPECFRCDLCQEVL 

ADIGFVKNAGRHLCRPCHNRE 

KARGLGKY1CQKCHA1IDEQPL1 

FKNDPYHPDHFNCANCGIKLG 

VFLTDRKDLTADAQELKGELY 

CLPCHDKMGVPICGACRRPIEG 

RVVNAMGKQWHVEHFVCAKC 

EKPFLGHRHYERKGLAYCETH 

YNQLFGDVCFHCNRVIEGDDE 

GDGFAHRYSPYDSCEVDQSPLE 

GQQLKSIRKGPLAQSQPLPTPV 

MLHPGCKTQIREAPGSAALESV 

RRRPRPGLVPEEESESAAVEAV 

RHIHLQNFSRSLLETLNGQKLG 

GHFCDVTVCIHEASLRAHRCGL 

AIGSPSFQDKLLLGPSEIRVPSV 

VPVQTVRQLVELLYSGSLVVA 

QSEAPQVLMAASVLR1DSYRR 

M H ADYRTRSS APASTSAPA PLP 

TPVPPPLAPEQLRHRLRHLLAA 


15338 


45706 


A 


15428 


708 


892 




15339 


45707 


A 


15429 


2 


713 




15340 


45708 


A 


15430 


212 


1246 


DLPLAVHGQVSDSGAQAVASR 

SG DESSI VC LKEE STVN MTFRCS 

LPLAVISVVSFTAKCQVKSEFH 

GRVIKAMNNSWHPECSAVTSA 

RKFWQ1LHLSRMLVDRKDLTA 

DAQELKGELYCLPCHDKMGVP 

ICGACRRP1EGRVVNAMGKQW 

HVEREQYMDPGILSALIDPKYL 

LILSHRGLHMKSMKGFYFAKL 

YYEAKEYDLAKKYICTYINVQE 

RDPKAHRFLGLLYELEENTEKA 

VECYRRSVELNPTQKDLVLKIA 

ELLCKNDVTDGRAKYWVERA 

AKLFPGSPAIYKLKN/DGWVRG 

QMVPKPDDEGVQVRGRSGRPD 

AG WRLM RRSSVGGSA WRLRPQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*^Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15330 


45698 


A 


15420 


1 


530 


SRTTPGKAPKETWGQDAGSGK 

GGQGPPTRKPPRRTSSHLPSSPA 

AGDCPILATPESPPPLAPETPDE 

AASVAADSDVQVP\GPAASPKP 

LG RLRPPRESK VTRRLPGVARPD 

AGDGDHLSAVAERPKVSLHFD 

GGVQRGPREAGAKEWVRMGV 
LAS 


15331 


45699 


A 


15421 


1 


2989 


MLLVMYWAPAPPPVHMSQFLT 

TGPKCLELSLDHGRDSQEITAS 

GLLWLQHAACGLAQWNQKPH 

PPFLTLLQAEEPFERARSCDIYIR 

IKMLQTAQQHQVGLAPTERKE 

ALRGSQSPQKSASGQRPGSLDR 

ELLMLIK1SKCLRVPSGPSSVLG 

TESTGPVPGELVLCQQDAGATQ 

EGVCYGRELMICRCDSFPRLME 

r WUV rvvJ 1 rCVrKl UL,l 1 AlVIrvir 

Pkrrix/nvPAr; a p a ipp 


15332 


45700 


A 


15422 


218 


404 




15333 


45701 


A 


15423 


1 


422 




15334 


45702 


A 


15424 


160 


470 


LTMLFAACVFSGDEIMASEERQ 
PMEEEWSRSSTISGEDGERWTP 

HTA^If A AnfiTArinWUA/QPI P 
L/l /VOrvAA\V^Ol/\VjL/ V V W VorLr 

PSKVSAASKPPKSVHHPFFKWH 
NFSNLMKMFYKMYFSKN 


15335 


45703 


A 


15425 


21 


375 


TFENTRFWDVQIPVPTGERRNE 

WALPPPGAGSVPAGGWSRPLTP 

GRCDSQGRGRSRRAAPLSRSPL 

PPI RR^PTI PftFPPPAHRPT RVH 

PRHGPRPSHLVACLNSOAPDASR 
LRASANQ 


15336 


45704 


A 


15426 


155 


340 





WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 

* = StOD codon A=no«ih!r nurlpntirlp 

deletion, \=possiblc nucleotide insertion) 


15325 


45693 


A 


15415 


1 


1272 


MWSGAGPGLAVWPQLVTVLSL 

SLSRJLNCKWGLSFLACLLLGD 

MADAAMQHVGVNGYSLHAM 

NSLSAMYNLHQQAAQQAQHA 

PDYRPSVHALTLAERLADIILEA 

R YG SQH RKQRRSRTA FTAQQL 

EALEKTFQKTHYPDVVMRERL 

AMCTNLPEARVQVWFftNRRA 

KFRKKQRSLQKEQLQKQKEAE 

GSHGEGKAEAPTPDTQLDTEQP 

PRLPGSDPPAELHLSLSEQSASE 

SAPEDQPDREEDPRAGAEDPKA 

EKSPGADSKGLGCKRGSPKADS 

PGSLTITPVAPGGGLLGPSHSYS 

SSPL/SPLPSAGAIPPAHGGHQQ 

PGALLVLRSRGSGPCCCSGGCC 

CALPGRQHGPAGLTA/SASPTTS 

PCQQPLLP/SQGVWGSPLLPAPP 

AGLAPASATLNSKTTSIENLRLR 

AKQHAASLGLDTLPN 


15326 


45694 


A 


15416 


1 


1152 




15327 


45695 


A 


15417 


8 


82 




15328 


45696 


A 


15418 


1 


1350 


MGSEKDSESPRSTSLHAAAPDP 

KC RSGG RRRRLTL H S VFS AS AR 

GRRARAKPQAEPPPPAAQPPPA 

PAPAAAQGPPPEALPAEPAAEA 

EAEAAAAAAEPGFDDEEAAEG 

GGPGAEEVECPLCLVRLPPERA 

PRLLSCPHRSCRDCLRHYLRLEI 

SESRVPISCPECSERLNPHDIRLL 

LADPPLMHKYEEFMLRRYLAS 

DPDCRWCPAPDCGYAVIAYGC 

ASCPKLTCEREGCQTEFCYHCK 

QIWHPNQTCDMARQQRAQTLR 

VRTKHTSGLSYGQESGPADDIK 

PCPRCS A Y 1 1 KMNDGSCN H MTC 

AVCGCEFCWLCMKEISDLHYL 

SPSGCTFWGKKPWSRKKKILW 

QLGTLIGAPVGISLIAGIAIPAM 

VIGI\PVYVGRNIHSRYDGKEN\S 

KHKRNLAITGGVTLSVIASPV1A 

AVSVGMGVPMMLAYVYGVVPI 

SLCRGGGCGS 


15329 


45697 


A 


15419 


2 


540 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


15321 


45689 


A 


15411 


399 


1089 


LLTPRTDLQEMPLDNAEIEWYT 

DGSYLRGEVFQWYDHLALIFVP 

QTGIEDVIWHIEALPNYIQKVCE 

RRNPYNQILSLQCAQHEIFLVS 

WKLVCKQLEGDDDMLVGTTA 

SNLLLESEQSTSNLNEKINHLEY 

EDQYKDNNFGEGNDGGILEDK 

LISN/NMGGPDSPDSVNPVE/P/M 

PTMTDQTTLVPNEEEAFALEPI 

DITVKETNAKRKRKL1VDSVKN 

LDSKTIRAQLNDY 


15322 


45690 


A 


15412 


3 


809 


FKDDDMLVSTTTSNLLLESEQS 

TSNLNEKIN HLEYEDQYK VDN F 

GEGNDGGILDDKLISNNDGGIF 

DDPPALSEAGVMLPEQPAHDD 

MDEDDNVSMGGPDSPDSVDPV 

EPM PTMTDQTTL VPNEEEAFAL 

EPIDITVKETKAKRKRKL1VDSV 

KELDSKTIRAHLSDYSDIGTTLD 

LAPPTKKLMMWKETGGVQKLF 

SLPAQPLWNNRLLKLFTRCLTP 

LVPQDLIKRRKGGEADNLDEFL 

KEFEHPEVPREDQQQ*HQQRD 

V1DEPII 


15323 


45691 


A 


15413 


1 


595 


MVNRSHFRG VG EPCHQQNSHG 

HLNSITETSNSPTLRAAPLQPTR 

DPSDMAVFE1DELPEGAVKPPA 

NKYP1FFFGTHETAFLGPKDLFP 

YKEYKDKFGK\SNKRKGFNEGL 

WEIENNXPGVKFTGYQAIQQQS 

SSETEGEGGNTADASSEEEGDR 

VEEDGKGKRKNEKAGSKRKKS 

YTSKVTKKLLIVIN VICISI KHF 


15324 


45692 


A 


15414 


41 


785 


GKGWAGGASGPANHGPAAGG 
RSPGMLRGDQGLPGRGAAGM 
ARPRSRE\YKAGDLVF\AKMKG 
YPHWPARIDELPEASVKPPTNK\ 
YPIFFFWH PMKPAFLGPGADLFP 
Y* EYRGKFGK\SNNRKGFN EG L 
W\EI ENNPGS/IRFTG YQAMQQQ 
SSFRTEGEGGNTADASSEEEGD 
RVERDGKGMCRKNEKAGSKRK 

KDCKEEENKSSSEGGDAGNNDT 
RNTTSDLQKTSEGT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, /^possible nucleotide 
deletion, \- possible nucleotide insertion) 


15311 


45679 


A 


15401 


1 


406 


MEEGWIRLPDGRVAAPQLLGA 

AVVLAVQETTHRGQESLEKLL 

GRYFYISPLSALAK/J VRQRDFA 

DFGTT1KQDFRLLGQTSVDRLL 

QLSQGQAVKGNQLLPVSLTSQ 

CQVYKCVWNWWVLGLTDFKN 

EATDPPGVKLQTFLVSVTTHKG 

SVDPNSEKQQDLLQRAKEQSFH 

SVEGDPSRDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVKX3 

NQLLPVSLVKRKTTLAPNTQTA 

SPRALA DSLMQL A RQ VSR* RA1 

SCCPSH*LPSAKCISVSGIGGFL 

VSLTSRMKPRTLLE 


15312 


45680 


B 


15402 


1 


930 




15313 


45681 


A 


15403 


391 


617 


LQLQPTG/CN FL Y F Y VG YMKI L 
GFCFHHIVEERGGCLWYPCFYC 
NLSLLGG*RSCSHTRIVPSLLMP 
KLGPGGQVC 


15314 


45682 


A 


15404 


1 


1860 




15315 


45683 


A 


15405 


I 


531 




15316 


45684 


A 


15406 


2302 


2691 




15317 


45685 


A 


J 5407 


520 


2883 




15318 


45686 


A 


15408 


3690 


4727 


ENCHWGCEHPCDIGSSIILSPLA 

YWEQYHRVTY1SRDTEGSIIVFP 

ALVTMLRNLF1ILAGSSDPHFHT 

PMYFFLSNLSWADIGFTSATVP 

KMIVDMQSHSRVISYAGCLTQ 

MSFFVLFACIEDMLLTLMAYDR 

FVA1CRPLHYPVIVNPHLCVFFV 

LVSFFLSLLDSQLHSWIVLQFTF 

FKNVEISNFVCDPSQLLNLACS 

DSVINSIFIYLDS1MFGFLPISGIL 

LSYANNVPSILR1SSSDRKSKAF 

STCGSHLAVVCLFYGTGIGVYL 

TSAWSPPPRNGVMASVMYAV 

VTPMLNLFIYSLRNRDIQSALRR 

LLSRTV ESHDLLSQDLLHPFSC 

VGEKGQPH 


15319 


45687 


B 


15409 


1 


3195 




15320 


45688 


B 


15410 


1 


1819 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15304 


45672 


A 


15394 


1 


1515 


MGQVFRVVTGVGEQPGHPDQF 

PYIDSWLS1IQNHPKWLQACFET 

YCKTLMAQ1KPGTIERDCKASV 

K EKDSQEKQKKP V LQ A PPEELE 

SPALYAPIYPSLARLRQEAAPA 

APRGSDSEESTPQATPCREEPEP 

LPEKETSSSYRSNAVHFLIHNPT 

WADCKQLLQSLFNTEEHHRVI 

QAAFQWLENNAPAGTGYIRQY 

AQQALPIEADTGWDPNQAQGL 

QSLQWYREALLNGIKAGGKKA 

TNIGKVSEVCQKPDESPSEFYER 

LCEAYQLYTPFDPEAAGNQCM 

VNVAFVSQAQGD1KRKLQKLE 

AKAVLRGKFIALNTYIKKAERA 

QTD1LRSHLKELKKQEQTKSKA 

SRRKDVTKIRAELNEIETTTTKI 

QKINETKSWFFEKINTINRPLAR 

LTKKSREKLQITSLRKEMGDTT 

TDTTEIQKUQGYYEHLYAHKLE 

NLEEMNKFLEK.YNAPSLNQEEL 

HTLNRPIRNSEIEVVIKKLPTKK/ 

SPGQDGFRAESYQIFKEALV 


15305 


45673 


B 


15395 


1 


1077 




15306 


45674 


A 


15396 


69 


290 


YYFDSPIHPLHLSGTLRPGGSRQ 
FPCDPQFLCRLLHTLASL*SLPG 
DLLRGLLHKLVCRVERLDLASL 
YAVGR 


15307 


45675 


A 


15397 


62 


201 




15308 


45676 


A 


15398 


3 


429 


LPSSVPRQPKMQARCLSRSIRA 

VEIYESDLEEGQGLLHEFSQFVL 

DRPPPTQSRYAQELVHTCYLHT 

LASL*SLPGDLQRGLLHKLVCR 

AERLDLASHHAAVGRSELFFW 

TPYTHSPPGAGVGHPFPWHTRL 

PWGVPAEGHQ 


15309 


45677 


A 


15399 


303 


612 


PSSSIPVYHCSLRGICIPVLGLKR 
AANVGVSLEASPPLLSTPGGLGI 
CLSCGGTRTVGSRVGSIFPW'G 

SGVDFPRRVE 


15310 


45678 


A 


15400 


1 


273 
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SEO 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown» 
deletion, \=possiblc nucleotide insertion) 


15297 


45665 


A 


15387 


207 


605 


FQASAERFGTEDD/GSLRTRPPV 

MQSHQWPWRRPRPLVSRGRPQ 

TTPERHDSGGSLPLTPRMESHS 

EDEDLA/EGCRWP/EAGTVGVP 

GPRAQGAAQR/QAVLARKKHR 

RRPSKRKRHWRPYLELSWAEK 

QQRDERQS 


15298 


45666 


A 


15388 


193 


407 


ACPKTSKNLRQRRLWNLAKHE 
F/SVDMTCGGCAEAVSRVHSLE 
VRVKYDIDLPNK/KVCIESEHS 
MDTLLATL 


15299 


45667 


B 


15389 


321 


625 




15300 


45668 


A 


15390 


275 


690 


SLWPPVIRG/SPKGNRPA1LTYH 

DVGLNMANKKSGDHPEREGTP 

RSFREVVSAFGPGSSKLQIPKGS 

APRCGVPGRGARRELQSFRAGP 

RTQGSPVGPRCQSRRLRSAQEE 

SAKARHGGLRAHRSFSWDIRM 

SSKERKFS 


15301 


45669 


A 


15391 


2 


137 


PGRY RPN * LLLSDASPG AGNEF 
QSTFLTPTILPSLRFPVLYTPNS 


15302 


45670 


A 


15392 


1 


648 


MSLRKLTIMVEGKGGPNIPHAC 

GCRQRSSIKVSLLPAVTSKSESP 

KEPEQLRKLFIGGLSFETTDESL 

RSHFEQRRTLTDC A VM RDPNT 

KCSKGFGFVTYATMEEKYHTV 

NGHSCEARKALSKQEVASASSS 

QR/GRSGSGNFGGGHGGGFGG 

NDNFGHGENFRGHSSFGGSHG 

GSGYGGSGDDYSGFGNDGSNF 

GGGGSYNDFGNYSNQSSNFGP 


15303 


45671 


A 


15393 


1 


3629 


MTGICYTEDERSYKKNAQPTA 

ASKKQKETQKFCLRVDGQQKV 

KLSVLQEKSAQLTVQLKSQKFL 

GHPTAGRGRSELCLDLPDPPED 

P V A L ETRS VGT WVRERDLG M P 

DGEAALAAKVAVLETQLKKAL 

QELQAAQARQADPQPQAWPPP 

DSPVRVDTVRVVEGPREVEVV 

ASTAAGAPAQRAQSLEPYGTG 

LRALAMPGRPESPPVFRSQEVV 

ETMCPVPAAATSNVHMVKKISI 

TERSCDGAAEMKWEDQNIGD 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las) 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, ^possible nucleotide insertion) 


15291 


45659 


A 


15381 


352 


822 


DPRRVQAFPAKMKFNPFVTSDR 

SKNRKRHFNAP\SHIRRKIMSSP 

LSKELRQKYNVRSMPIRKDDEV 

QVVRGHYKGQQIGKVVQVYR 

KKYVIYIERVQREKANGTTVHV 

G\IHPSRVVITRLKLDK\DRKRIS 

DRKAKSRQVGKEKGKYKEETI 

EKMQE 


15292 


45660 


B 


15382 


80 


432 




15293 


45661 


A 


15383 


11 


888 


VKCRKAEGRRESRLQTFEESQA 

VEAAMANVPWAEVCEKFQAA 

LALSRVELHKNPEKEPYKSKYS 

ARANM\EEVKALLGPAP\EDED 

ERPEAEDGPGAG\DHALGLPAE 

VVEPEGPVAQANRJLRLVAVI\EF 

HLGVNHIDTEELSAGEEHLVKC 

LRLLRRYRLSHDCISLCIQAQT 

WRCIGVRDPPTSSCAFLSTSPTP 

VHSVKXIQTPGPLRPSNSTLVD 

DMESSFQTCFASPLSQDYVNGS 

NQEEIGTGVDRC1HKFLDIARQ 

NISFLQKRLQLSVQKPEQVINED 

VDVSELRNE 


15294 


45662 


A 


15384 


1864 


2705 


WPGKVLAHRGLHPWHRDPHGS 

GGGAGQELRRQGGCLEQLLYD 

AAHAQRLPPLDSVLPRAALPQD 

CQRASACEGDPTLLRPSHSPGH 

PRGAEER/VPSTACLQRSWEGR/ 

WNRALQQVGGLKSPWRGEYK 

EPRHPPPNQANYHQTL/ACPAE 

R/CFRQGPQGPGQLRRQQAEPL 

SSSLLSHQSPQSQTSLLP*L*AR 

RSLGCGNPYLCPPWSQPLPETP 

AHQSGKQPSRSRNCSSWK*NYS 

STACPSHFLWRSRSKFSRASAST 

ASPCRMTVRRTHQRPLKARGTP 


15295 


45663 


A 


15385 


1113 


1378 


RPHAESFVSGGIPDPPGPGPGST 
GPGPL/ERQPCSLTSWPREPPSSS 
SMKMLTQGPSLTAPYKGTILGE 
VNPAHAISSSARNTSSRTSV 


15296 


45664 


A 


15386 


285 


722 


TP A H PG V PPGQSG RH RH W/QS A 

ARSQLQPS A W* PKTGS L F ATT W 

RCQTRASTCSAHWPLMAASPG 

AGGSSMASWR/DRP*PCPPPPAP 

HLPEAAFLLR/CHDACP*NTGSA 

V PRG SCQ PPAQQ WDQG L A ATR 

WGQAERLPRJYNWALAPP 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<nown, 

* t= Slon rrtftnn /— nnccihtf* nnrl^nf istp 

deletion, V=possible nucleotide insertion) 


15279 


45647 


A 


15369 


2 


621 


RFIKMLSRHHQHVHHVLPLLRA 

PLPVAMEEEIPALFIDNGSGM/C 

KSSFA/GDNALRA1FPSHGHPRH 

QGVMVGMGQKDSYVGDQAQS 

KCGILTLKYPIKHGIVTNWDDM 

EK1WHHVFYNELCVALEEQVV 

LLTEAPLNPRANREKMTQ1MFK 

TFNTQAMYVAIQAVLTLHSSGC 

TTGIVMDSGDGVTHTVPIYERH 

TLPHTILHLDL 


15280 


45648 


B 


15370 


1 


966 




15281 


45649 


A 


15371 


2 


228 




15282 


45650 


B 


15372 


1 


816 




15283 


45651 


A 


15373 


256 


384 


RKLLNEAPC*PMR*HSLLNRLA 
TSCNSWTVPVVPKFSKLRRGL 


15284 


45652 


A 


15374 


145 


375 


KIAGKNRLNRNQCKERKVQVL 
WISEKKKQREAVEDSPSLDCCH 
KFPPGS*ERLHG*KRGQWF*PP 
HTVEKQMRSCLL 


15285 


45653 


A 


15375 


319 


482 




15286 


45654 


A 


15376 


4776 


5910 


VCSTAGDVNGVCLLYDLLHIA 

VASGSAKGECFFARKPLLAEGV 

IYDCLQEFKEKKLVPATPHAQV 

LS YEA LLS A H DTI AQKDFE PLLP 

PLPDNIPESEEAMRIVCLVKNQ 

QPLGAT1KRHEMTGDILVARIIH 

GGLAERSGLLYAGDKLVEVNG 

VSVEGLDPEQVIHILAPRPCLSP 

MSLADLPPLPREVLVLAGKLPV 

PSSSFLLQPREDCQGPQPSSLIT 

WFAPLETEPGVDRAMSRGTIMF 

KVVPVSDPPVNSQQMVYVRA 

MTEYWPQEDPDIPCMDAGLPF 

QKGDILQIVDQNDALWWQARK 

ISDPATCAGLVPSNHLLK/R1WT 

EPGICIFTKRLRCSGKQREFWW 

SQPYQPHTCLKSTLCEYCNCPT 


15287 


45655 


A 


15377 


2 


405 


WSLVTRRALARVGLPG/SPPPRL 
LLLPLLLGWGLRVAAAASASSS 
GAAAEDSSAMEELATEKEAEES 
HRQDSVSLLTFILLLTLTILTIWL 
FKHRRVRFLHETGLAMIYGLEK 
ITIGVLDITGWPYCTIQPYNGFL 


15288 


45656 


A 


15378 


1 


3804 




15289 


45657 


A 


15379 


349 


622 


RPDVANLAFLARKEGTKRGFLS 

KKTAEASRWHEKWFALYQNV 

LFYFEGEQSCRPVGMYLLEGCSS 

GGTSPRSFRSSSRDSPISIPLHPT 

AK 


15290 


45658 • 


A 


15380 


314 


483 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15276 


45644 


A 


15366 


3 


841 


STPKMPKGKKAKGKKVAPAPA 

VVKKQEAKKVVNPLFEKRPKN 

FGIGQD1QPKRDLTRFVKWPRY 

IRLQRQRAILYKRLKVPPAINQF 

TQALXDRQTATQLLKLAHKYRP 

ETKQEKKQRL\LARA E\KKAAW 

PKGTFPTK R PP V\LRAG VNT VTT 

LVENKKAQLVVIAHDVDPIELV 

VFLPAIACRKMGVPYCIIKGKAS 

LGRIVHRKTCTTVAFTQVNSED 

KG\ALAK\LVEAIRTNYNDRYD 

EIRRHWGGNVLG\PKSV\AR1AK 

LEKVAKA KEL ATKLGLN V HC 


15277 


45645 


A 


15367 


2 


1006 


WINLKGNLLRKRSLTSNFWPCK 

LRSRKRHTTRNLRMNLWLSSH 

PPQQSNTKPWCCQLSCSTSLLT 

LLGTSLPLLSYLIHLIPPGPRQYP 

VIHRTSTLLLQHISVGKEKFHKS 

QHWGFCNNVMMLQLQLSPLK 

GLSLVDKVNRPPALSGTRVLAS 

KTAWRIFQEP/SEPKTKAAAPG 

VEDEPLLRGNPCRFVIFP1EYHD 

I WQM YEKAEASF WTTVEE VDLS 

KDIRHWESLKPEERYFiSHVLVF 

FAASDGUNENLVERFSQIVQITE 

ARCFYGFQIAMENIHSEMYSLLI 

DTYIKDPKEREFLFN AI/ETM PC 

VKKKADWALRWIGDKEATYG 


15278 


45646 


A 


15368 


3 


1368 


QAQPMGRVGGMAQPMGRAGA 

PKPMGRAGSARRGRFKGCWSE 

GSPVHPVPAVLSWLLALLRCAS 

TMLSLRVPLAPITDPQQLQLSPL 

KGLSLVDKENTPPALSGTARVL 

ASKTARRIFQEPTEPKTKAAAP 

GVEDEPLLRENPRRFVIFPIEYH 

DIWQMYKKAEASFWTAEEV\D 

LSKD1QHWESLKPEERYFISHVL 

AFFAASDG1VN\ENLVERFSQEV 

QITEA\RCFYGFQIAMENIHSEM 

YSLLIDTYIKDPKEREFLFNAI\E 

TMPCVKKKADWALRWUGDKE 

ATYGERVVAFAAVEG1FFSGSF 

ASIFWLKKRGLMPGLTFSNELIS 

RDEG\LHCDFACLMFKHLVHKP 

SEERVREIIINAVRfEQEFLTEAL 

PVKLIGMNCTLMKQYIEFVADR 

LMLELG FS K VFRVEN PFDFMEN 

ISLEGKTNFFEKRVGEYQRMGV 

MSSPTENSFTLDADF 
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SKQID 
NO: 


SEQ ID NO: 

1/1 |fl|J(IvlV 

sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Iftfntiftn nffircl 

IWlUIUII UJ 11(31 

codun for peptide 
sequence 


Nucleotide location of last 

rnflnn fnr lacf amino 3 rid 

of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
»jiu|j luuuiif / — puuioic nucicoiioe 
deletion, \=posstbte nucleotide insertion) 


15270 


45638 


A 


15360 


40 


1030 


RGDPRVRRRTQSLSPVLSLSPDS 

MSFTTRSTFSTNYRTLGSVQAP 

SYGARPVSSAASVYAGAGGSG 

SRJSVSRSTSFRGGMGSGGLAT 

GIAGGLAGMGGIQNEKETMQS 

LNDRJLAS YLDRVRSLETEN RRL 

\ESKIREHLEKKGPQVRDWSHY 

FKIIEDLRAQIFANTVDNARIVL 

QIDNARLAADDFRVKYETELA 

MRQS\VEN\DIHGLRNVI\DDTN 

YHTDLQLETEIEALKEELLFMK 

KNHEEEVKGLQAQIASSVGLTV 

E VXD A PK\SQDLAKIM A\DI RA Q 

Y\DELAR\KNREE\LDKYWSQQI 

EESTTV VTTQSAEVG AAETTLT 


15271 


45639 


A 


15361 


1 


438 


LHSDDLSLQMLRCSPVATAASY 

TSGPGAPISSSSFSRVGSSSFQGG 

LGGGFGGASGIGGITAVMVNQS 

LLRPLNLEVDPNIQARF/VHTQE 

KEQIKTF/NN KFASFIDK V RFLE 

QQNRMLEAKWSLLQQQKMAQ 

SNMDNMFQSYINNL 


15272 


45640 


A 


15362 


176 


1455 


EIFPLVIQKSYKVSTSGPRAFSS 

RXSYTSGPGAPISSSSFSRVGSSS 

FQGGLGGGFGGASGIGGITAVM 

/VQVLHTQEKEQIKTF/NNKFAS 

FIDKVRFLEQQNRMLEAKWSL 

LQQQKMAQSNMDNMFQSYIN 

NLRWQLETLGQEKLKLEAELG 

NMQELVEDFKXKYHDEINKHT 

EMENEFVLIEKDVDEAYKNKV 

ELESHLEG LTDEINFLRQL H EEE 

IWELQSLISDTSVVLSIDSSHSLD 

MDNIITEVKAQYKE1ANCSWAK 

ADSMYQIKYEDLQMLARKHGD 

NLRCTKTDISEMNQNVSWLQA 

EIKGLKGQRASLEATITDAEKR 

RELAIKDANTKLLELEAALQW 

AKQDMAQQLRVYQELMNVKL 

ALD1KTATYKKLLEGEESWQES 

RMQNMSIYSKTTSGYAGGLSS 

AYGGLTSPPVLSYGLSS 


15273 


45641 


B 


15363 


70 


915 




15274 


45642 


C 


15364 


62 


217 




15275 


45643 


B 


15365 


1 


612 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15259 


45627 


A 


15349 


3 


354 


E AFGGER VSSTMSGLSG PPARR 

GPFPLALLLLFLLGPRLVLAISF 

HLPINSRKCLREE1QQGPASDW 

RVRDLRPVWGRWRPAQ/RTSRS 

QILLAIFSTPKRMQPRGNLPLTT 

EDYDMF 


15260 


45628 


A 


15350 


283 


393 


Y VYRRYGRFE* NDPSS A L M ST* 
GKRCQDCLDQRENKK 


15261 


45629 


A 


15351 


1 


351 




15262 


45630 


A 


15352 


1 


867 




15263 


45631 


B 


15353 


1 


1323 




15264 


45632 


A 


15354 


1 


3669 




15265 


45633 


A 


15355 


362 


1039 


LESYLQLPSAEGKTVSVFGETC 

ATPVGP/AAGPHTQ/LAQN1VTS 

WLTGGRFIELKTVQILDRLELE 

KPCIDAEDECFNTEWSTEFTLL 

KAWDEYLKAWFALHLLEAMF 

QPSDSGKSFIFNMSVGYNLEGQ 

PLNPKNYPSQGVPRVLKSHRQD 

YLVGNKLSWADIHLVELFYYV 

EELDSSLISSFPLLKPHTHVDNT 

KXGSHPHMCAYTDYVNNPND 

RMPQREITFVS 


15266 


45634 


A 


15356 


74 


208 


QRLTKLRETSRRLLSWQRSPSS 
TTSMHGAEWSPPRWLLAAAGV 
EFEEKFIKSAEDLDKVRNDGYL 
MFQQVPVRLRLMG*SWSRV 


15267 


45635 


A 


15357 


308 


735 


NQRCTWAYSMTMEIFL1SCVKT 

LSVRYAVQQLKTGVFCSLETQP 

SKMAPAKKGSKKKKGHS/AIIE 

WTQENTINIQKHIHEVGFKKC 

APRALKEIQKFAMKEMGTPVV 

L1DTRLNKAVWAKRIRNVTNRI 

HLCLSRKCNEDKE 


15268 


45636 


A 


15358 


3 


323 


LSSLASMSFTTCSAFTNYWSPG 
SVQVPSYGTQPVSHAASVYAG 
LGGSGSRISVSHXSPMAGGLAG 
MOGlQNbKEl MQbLRDRLASY 
LDRVRGLETENWKLESKIQEH 


15269 


45637 


B 


15359 


1 


991 
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SEQID 

NO* 


SEQ II) NO: 

of npnliH^ 

sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 

Ml vw'i 

09/54<UI7 


Nucleotide 

cocIod for peptide 
sequence 


Nucleotide location or last 

r/wlAn Tar luct nmtnn nrift 

or peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop cod on, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


15254 


45622 


A 


15344 


1 


4320 




15255 


45623 


A 


15345 


1 


966 


MMVMLAEESKGKETVGDEIKG 

GGIQMVMLASQPLTSYCAARfl 

TGHGQKLKSELKKTLQVIMLNI 

QKVR1PTRDGYNEKDILSTGKN 

VEKLELSNIAGYPSNIEKKEYQE 

QSVLSCCSERKDANPKSVVCSF 

FMQEQCTKGEKRFLIPGTLSVD 

RHLRYFGILPTVSNAAVVKEVP 

TVSNAAVVTEAPTGSMAAVVT 

EAPTGSNAARVMEVPTGSNAA 

VVTEVPTGSNAAVVTEAPTGSN 

AAVVKEAPTGSNAARVMEVPT 

GSNAAVVKEAPTGSNAARVME 

VPTGSNAAVVKEVPTGSNAAV 

VKEVPT/GSNAAVVKEAPTGSN 

AARVMEVPTGSNAAVVKEAPT 

GSNAARVMEVPTGSNAAVVKE 

VPTGSNAAVVKEVPTGVTLRW 

SRKRPRE 


15256 


45624 


A 


15346 


1 


702 




15257 


45625 


B 


15347 


238 


546. 




15258 


45626 


A 


15348 


632 


2361 


FQSRTFLKNWNPGEQSQKIl/CF 

QLGERAYQTDVLVKVPRQSSV 

FSENQRMNNPERWFESTGCGK 

TYNQNRAFNQHQRFHSGEKTY 

EHNECGKAFSWPS1LSKHQRIH 

TGKKLYTCEDCGKSFSVHSYFI 

QHCKIHTREKPYECIKCGKAFS 

THSSYVQHLKIHTGEKHHECNQ 

CG KAFSHSSN L 1 HHQRIHSGEKP 

YKCKECGKAFNRQSNLIQHQRI 

HSGEKPYDCKECGKAFSTQLFL 

IQHQRIHTGEKPYECNECAKSFS 

LNRTLTVHQRIHTGEKPYRCNE 

CGKSFSQCSQVIQHKRIHTGEK 

PYICNECGKSFGARLSLIQHQRI 

HTGEKPYGCREKPYECSECGK 

AFSQSFNLIHHQRTHNGEKSYE 

CN ECDKA FSLLSSLVQHQRIHN 

GDKPYECHKCGKAFSQGSHUQ 

HQRSHIGEKPYECNECGKTFGQ 

ISTLIKHERTHNGEKPYECSDCG 

KAFSQSAHLIHHQRIHTGENPY 

ECSECGKAFNVCSSLIQHHRJHT 

GEKPYECSDCG KAFSQHSQFIQ 

HQR 1 HTG EKPYMCN ECEKSFS A 

CLSLIQHKR1HTGEKPYVCAKC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


15248 


45616 


A 


15338 


1 


2800 


SISGPGQEAVPLRPKAEPPEGSG 

MVWDRQTKMEYEWKPDEQGL 

QQ1 LQLLKESQSPDTT1QRTVQQ 

KLEQLNQYPDFNNYL1FVLTKL 

KSEDEPTRSLSGLILKNNVKAH 

FQN FPNG VTDF1 KSECLNN 1 G DS 

SPL1RATVGILITT1ASKGELQN 

WPDLLPKLCSLLDSEDYNTCEG 

AFGALQK1CEDSAE1LDSDVLD 

AVACVNQFIISRTQALMLHIDSF 
TENLFALA 


15249 


45617 


A 


15339 


8 


450 


TWSWSPQAPSWARPSSQARAV 
SLLVARGQLCQGSRRRSGVGSR 
VDAGAARTALRTLGTRPRLRRP 
CGLGSHETKAAASGQDGQRGS 

AHTLTVLFILTCTLGYVTLLEET 
PQDTAYNTKSEIAVVHLS 


15250 


45618 


A 


15340 


246 


559 


MPVAVMAES/AFSFKKLLDQCE 
NQELEAPGGIATPPVYGQLLAL 

T LJwrllN/OV^tvi WV^JxLJrrVjl Y 1 I IfN 

AHQWSETVQPIMEALRDATRR 
RAFALVSQAYTSHADDFA 


15251 


45619 


A 


15341 


129 


915 


RSGTQGRSAATAALNVIAGATP 

EGQSWGLAVRTVQRRGRPAK 

MPVAVMAESAVXSFKKLLDQC 

ENQELEAPGGIAXTPKVYGQLL 

ALYLFHNDMNNARYL*KRIPPA 

IKSANSELGGMWSVGQRIWQR 

DFPWG/IYTTINGHQWSETWQP 

IMXEALRDATRETAPLPWVSQA 

YTS\IIAR*FCQPLLGLPV\EEAV 

KG I L\EQG W\Q A\DSTTRNGSCP 

ni^PVPRfiPWnVFPFNK'FIQI 

EP\APV\PPIPNEQQLARLTDYV 
AFLEN 


15252 


45620 


A 


15342 


1 


529 


MATLTISRAQTEDEADYYCHRI 

KLVKEGLDERTHKAYLSSSGK 

GCEFHMVKPGSPLGPDILGSWA 

QSALIQPPSVSGSPGQSVTISCT 

GTSSDVGSYDYVSWYQQHPGT 

V i rv 11 VII I IN VIN 1 v^r o lv V r Ivi OU 

SKSGMMTASMTISGLQAEDEAD 
YYCCSYAGSYPVVFGGGTKLT 


15253 


45621 


A 


15343 


399 


737 


WISGGNSCATT/LSDAGLSTTSN 
SIGSAT\GARQAESASSQSGGGA 
LGRHCGASGKCAESLRREPVGS 

VIGLGRSAWSPAEVTPSL1PGRG 
RTK 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( XMJnknown, 

* = Ston rnflnn /—nnccihl^ nn/'lftntijl** 

deletion, \= possible nucleotide insertion) 


15244 


45612 


A 


15334 


1 


1754 


MRNEISDLTEELHQKEITJATVT 

KXA ALLEKQLKMELEI KEKML 

AKQKPWACLVNAMPAIQVVFN 

LGRFRKCQDPHKAQEWVYPGY 

SGSDCEVFPEIMTSKNREEAMP 

EWKLWKKVVLSGATDAPSWD 

G PTFTDLN V F AGN MG LS DCTLS 

LGK1WKIPGHFLHTSGPVSFHT 

KGLLNTPTKERWVGGFGSEGR 

GVPEPGGCFGVLAVPRRTPPSA 

AAMTGGERLGRAWAGDRAAA 

SRSAPVPGTFGMMGWRPVAFG 

KNAKAYRGFGGIVTSLTPSCDK 

VTLLFVRILPGSGQSRDQSSPEK 

LTDTKSTSNKAYGFPECLRRPE 

STHIFFYDHQLGSEQPRGTKGT 

PLKWVSQKTLERETRQCQALVI 

WTDCDREGENIGFEIIHVCKAV 

KPNLQVLRARFSEITPHAVRTA 

CENLTEPDQRVSDAVDVRQEL 

DLR1GAAFTRFQTLRLQRIFPEV 

LAEQLISYGSCQFPTLGFVVERF 

KAIQAFVPE1FHRIKVTHDHKD 

G1VEFNWKR/LSTL*PHGLPSSL 

SVVCGVRSLSCRSVGFCWRSTP 

DP VCLCITSGGCRTAS I A EQQK L 

LPDPSYRSFIPEGQPP1 


15245 


45613 


A 


15335 


3 


125 




15246 


45614 


A 


15336 


764 


1005 




15247 


45615 


A 


15337 


1 


3533 


MELVNCVLMSTLGNTCCPMAI 

AMFRSSSSLPRPGHSLTGSPLRV 

NLIHIKFPLNDFHQNVVKI KNK 

DPPLGAAIGKESCPIADNELHSL 

ERRPLSPKLVQALGVAGLSRPG 

PPHTGCAIWLLLITDHKLLSEIL 

YDLLHQGLDIL A DPPDEGGIPR 

GKNLVELLQLPGLEEDKAFQKE 

IGLK1LVFKAYSTLSSDGPPLFS 

ALRSLQGVQSSKVGESREEKSQ 

TEEEDPGNPWVPQSLGASVSSS 

GKWGCLRTKP 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


15235 


45603 


A 


15325 


3 


343 




15236 


45604 


A 


15326 


1164 


1648 


PLMTSAPWPSCCCWRSLSSGRP 
AGRQRQLPTSITTANQPAPSRR 
KKSTSRKKQRNLPA VSPAM V A 1 
VXRRSCDLYRWSVLHYASQERR 
VRDAAKPESDVRKRTTTKTRR/H 
WRYIKELESRQPG V A DM RQQP 
TQLVEVPWNEQTPEQRQQTLQ 
RQHGRETRCSV 


15237 


45605 


A 


15327 


28 


417 




15238 


45606 


A 


15328 


2 


440 




15239 


45607 


B 


15329 


1 


441 




15240 


45608 


A 


15330 


22 


584 


1RGRVDPPSAVEPPPKMQIFVK.T 

LTG\KT\ITLEVEPLGYG*KNVK 

AQASRDK\EGI\PPDQQRL\IFAG 

KQ\LEDGRTLS\DYN IQKNESTL/ 

HIFVLRLRGGAKKRKKKSYTR 

PKK\IKHKRKKG*SLAV\LKYYK 

\ VDE\N G K 1 S\RLRRECPS\D ECGG 

WGVYGQVTFDRHYCGVKCCLT 

LLFQQTRMTSNCMS 


15241 


45609 


A 


1533! 


3 


954 


LDARRHWEGTPGFTHTSPDAW 

ADAWGKMAGEKVEKPDTKEK 

KPEAKKWDAGGKVKKGNLKA 

KKPKKGKP\HCSRNPVLLRGIG 

R YSRS A M YS RK A M Y KVRK Y S A 

AKSKVEKKKKEKVLATVT1CPV 

GGDKNGGTRVVKLRKMPRYY 

PTEDVPRKLLSHGKK\PFSQHV 

RKLRASITPGTILIILTGRHRGKR 

VVFLKQLASGLLLVTGPLVLNR 

\VPLRRTHQKFVI\ATFTKIDISN\ 

VKIPKHLTDAYFKKKKLRJCPRH 

QEGEIFDTEKEKYEITEQRKIDQ 

KAVDSQILPKIKAIPQLQGNLRS 

VFALTNG1YPHQLVF 


15242 


45610 


A 


15332 


670 


1008 


WCILGVTPSLMSRTALFLSRHT 
FFA/RSHSAASKL/EKKXKEKVL 
ATVTKPVGGDKNGGTRVVKLR 
rvMPRYYPrEDVPRKLLSHGKK 

PPQOHVPI^I RPQITPn\TII III TCl\ 
rroyfl V tvrvl-rivr ol 1 1 v_i\ iJL^iii^i\j\ 

RHRG 


15243 


45611 


A 


15333 


1 


708 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*— Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


15230 


45598 


A 


15320 


240 


924 


NGEQKCILCHIVYSSKKRJH\SHE 

CRRCGPTEVSLSAYAKHISGQL 

HKDNVDAQEREDDGKGEEEEE 

DYFDKELIQLIKQRKEQSRQEPS 

SSSQEVNSDDSSSATFSVSVFYV 

WLKTILLLTWPKEVKRJLDTPGL 

ELWLVPNMAELSEPEGPVDWK 

ERCVALESQLMKFRVQASKIRE 

LLAEKLHHNERLEYRDQRKDS 

A S FQRKKQFT YKA SG I EM A SDL 

SKAPLE1RG 


15231 


45599 


A 


15321 


3 


755 


LRLPRRSTRTRRGIWVRTGAAM 

GKVNVAKLRYMSRDDFRVLTA 

VEMGMKMHEIVPGSLIASIASL 

KHGGCNKVLRELVKHKLIAWE 

RTKTVQGYRLTNAGYDYLALK 

TLSSRQVVECVG\NQMGVGK\E 

S Y I Y I V ANEEGQQFALKLH RLR 

RTSFRNLKNKRDYHIHRHNVS 

WLYLSRLSGMKEFCYMKQFCD 

EQGSQLRIHMMGGQMWAVP1C 

QPRDLFVWFVLRAEACAGCGA 

TSQQRGALGVTSTCYRD 


15232 


45600 


A 


15322 


1 


1028 


MNKTITTQEEVLPLQADVVQRE 

EELNSLKQKLAAALLAEQEPQP 

ERLVSELQL\PRKAAVFQDEILR 

SSRQLVLPELGVHRHVLVVCC 

GGLRCPLAGGLAAASVGRLGL 

VDCDVVEMSNLAYQVLHGEAL 

AAQAKAASAAASLRGLNLAPP 

PAETVTNCADGGMLRVLTGVL 

GCLQPLKVLKIAASLGPSYSGS 

LLLFDALRGHFCCIRLRSCRLDC 

AACGKWPTVTHLLDYEAFCGS 

SATDKCRSLQLLGPEDRVSVTD 

YKRLLDSGAPHLLLDIRPKMEL 

PRKAAVFHDEILRSSRQLVLPEL 

GVLRHLLVVGCGGLRCPLAQY 

LAAAIVGRLGLVAYDVV 


15233 


45601 


A 


15323 


92 


778 


QGTRRWSLGTCSLMTRTQFEV 

CTKVCVQESLQRPGEELKTRCP 

SVGAGYVNYGTPAHERI/GAAV 

KTG RE A DKPEVTKQTQFSTRK 

DE/TSLFGVPLQ*LLARHRAPP* 

RRT/RRLLEVARTPMLPAQASR 

SELAARQDSAWASPAAPASPN/ 

RSVLRRCLLSARPPLCGPL/LRV 

LPSWRRQQIREMSAED*LHSEY 

RANRJRRRRGHPEN/WTKS*LE 

NPENLTRRSSSAPAPC 


15234 


45602 


A 


15324 


142 


500 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


StQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15225 


45593 


A 


15315 


3 


3027 


A MEQ AGTR P A ATEHPRLRRPM 

PWLLLLPLLLLLLLLLPGPAASQ 

LRYSVPEEQAPGALVGNVARA 

LGLELRRLG PGCLRINHLG APS P 

RYLELDLTSGALFVNERJDREA 

LCEQRPRCLLSLEVLAHNPVAV 

SAVEVEJLDINDNSPRFPRPNYQ 

LQVSESVAPGARFHIESAQDPD 

VGANSVQTYELSPSEHFELDLK 

PLQENSKVLELVLRKGLDREQA 

ALHHLVLTAVDGGIPARSGTAQ 

ISVRVLDTNDNS 


15226 


45594 


A 


15316 


1 


775 


MPCVNGKYNSTIQAGLQMAQI 

LQDEGPYEVGIDEETGSQKGDG 

IIRSSRKLLFTMALFLETNLLKD 

PLSRERRWRLDELDSGGREKG 

V A V FLRS AG I RQ VQ V AM EQ AG 

TRP/AATEHPRLRRPMPWLLL/L 

PLLLLLLLLLPGPAA/SQLRYSV 

PEEQAPGAL/VGNVARALGLEL 

RRLGPG/CLRINHLGAPSPRYLE/ 

LDLTSGALFVNERIDREACLGS 

AG ANP V A VS AVEVEI LDIN/DNS 

PRFPRPNYQLQVTARCWWTSW 


15227 


45595 


A 


15317 


2 


165 




15228 


45596 


A 


15318 


1239 


2251 


TCSSRARRPRRGRTVSQVRGPA 

PWAPRRARLQQRGSLRG A A RS 

PASPTSA/PSYSRASASAGPAAL 

QPQGAVTPGPSANLAAPGGTL 

VPAEGPRMPPVTAQSASSHPAP 

SASQPSSPAAASRGSLSVPQEVT 

ATLLASASSPTLDATRDAPATP 

RJAAPPGSATSSRGLGSQAQGSS 

LGTKESISDSFGLGSPAVTQRTT 

APPDSAALSQDTRPEAAGSWPG 

PQTGACSVGSGTDRRDTAAAT 

EAQHLSSESKEKTSAQKSGNCF 

GILKADFTISTLMDPEEMKDQF 

LRQVRLPSTDALKKQSISNYRP 

r O T LO IJd A W IN IVl V o A 

GTIEGFYKE 


15229 


45597 


A 


15319 


46 


2859 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 

* = SfOH rAfinn ^=nnccihl^ niirli>rktiHf> 
cmu|/ iuuuu t i— pu^Muic nucleotide 

deletion, \=possible nucleotide insertion) 


15217 


45585 


A 


15307 


1 


785 


MWDVGQDSSLLRGAGGPGLQL 

WFGRLQLHLGGLREHRJDAWV 

HSRGLGSCSGMQGAATPTQNG 

RG SCLSPA PASSMEHA A PA VPP 

CCSWCDSSSRSRWPATATTETG 

PRTVPSAQESAVGLLTASLLKG 

DSGSTGFCPLLMSLAAPGTQQC 

SLGFCCTFERKRSSVSPAAPGTA 

APELAAALMLMPRJCNQ1AVYE 

LLFKQGVMVAKEGVHLPRHPE 

LADKNVPNLHIMKAMQXSLKSQ 

GHREEQFAWRHFYWHLTREGI 

QSIQ 


15218 


45586 


A 


15308 


1 


392 




15219 


45587 


A 


15309 


1 


716 




15220 


45588 


A 


15310 


150 


372 


RRSNEWGVPVPVPARTGGG/HG 
QKTPPSPPLPPSSPPPSPSPPPPPA 
\APAKIPPPLPLPPLPPREAPPAP 
GPALP 


15221 


45589 


A 


15311 


218 


740 


KSCPETVSRRKNVGSIKKHQGD 
KFNPVCLKMTTKTEFVLCGWV 
PCRCL/REGEEETVTTLDYSHCS 
\LEQVP\KEIFTFEKTLEELYLDA 
NQIEELPKQLFNCQSLHKLSLPD 
NDLTTLPASIANLINLRELDVSK 
NGIQEFPENIKNCKVLTIVEASV 
NP1SKLPDGFSQLLNLTQ 


15222 


45590 


A 


15312 


96 


297 




15223 


45591 


A 


15313 


469 


5174 


KMTSLAQQLQRLALPQSDASLL 

SRDEVASLLFDPKEAATIDRDT 

AFAIGCTGLEELLGIDPSFEQFE 

APLFSQLAKTLERSVQTKAVNK 

QLDENISLFL1HLSPYFLLKPAQ 

KCLEWLIHRFHIHLYNQDSLIA 

C VLPYH ETRIF VRVIQLLKINNS 

KHRWFWLLPVKQSGVPLAKGT 

LITHCYKDLGFMDFICSLVTKS 

VKVFAEYPGSSAQLRVLLAFYA 

STIVSALVAAEDVSDNHAKLFP 

YIQKGLKSSL 


15224 


45592 


A 


15314 


267 


495 


GCLL**CLCIRL/SKNRAERALR 
PYSDVEALRLSSDFPFRQRPKG 
GSGWSLLSVEINQYYGPRVM1G 
RSNSEVVLVL 
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SKQ ID 

NO: 


SKQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15214 


45582 


A 


15304 


184 


370 




15215 


45583 


A 


15305 


40 


1411 


RGDPRVRRRTQSLSPVLSLSPDS 

M S FTTRSTFSTN Y RTLG S VQAP 

SYGARPVSSAASVYAGAGGSG 

SRJSVSRSTSFRGGMGSGGLAT 

GIAGGLAGMGG1QNEKETMQS 

LNDRLASYLDRVRSLETENRRL 

ESKNPEHLEKKGPQVRDWSHY 

FKIIEDLRAQIFANTVEQCPTTV 

L/LRJDSA\RLA\ADDFRVKYE\T 

EAGPCAQSVENNIHGLCKVIDD 

TNVTRLQLETEIEALKEELLFM 

KKNHEEEVKGL*AQIASSELTV 

EVDAPKSQDLAEIMADIRAQYD 

ELARKNREELDKYWSQQ1EEST 

TVVTTQSAEVGAAETTLTELRR 

TVQSLEIDLDSMRNLKASLENS 

LREVEARYALQMEQLNGILLHL 

ESELAQTRAEGQRQAQEYEAL 

LNIKVKLEAE1ATYRRLLEDGE 

DFNLGD A LDSSNSMQTIQKTTT 

RRJVDGKVVSETNDTKVLRH 


15216 


45584 


A 


15306 


392 


1449 


GPWEMLMTIKSHPDAERQPQR 

V K.KLTQ VF WSS A SLRER/GKTY 

LFWPKLKKAAEIPAAYREALDE 

ALGISGGGRDVGERVYKGPSM 

MANPQKPVLEALSSNKYLHILC 

AKHCDRHEGYKDE1KVKEASS 

RVNGCVEAMLSAPLPLDRRNE 

HVESKGKPFTMGLSPRVLSASR 

RDGLRERKGSFFRTVVLHDTKT 

DSNSDTETNSSTPPRTLLEMQ1L 

SPTWTYEISSSRTLGCGPSVFQQ 

RASYSPSVSGPRLGCPLMDGGR 

MRCPPGNPESCVSEANLIPISVP 

VAPHAHQHLVLSVFWKITIVIG 

ni^TPV A OW H^M P A V KA \C OR PP I 
vjrv i \^ v /ai^ jn n o in n,/-v n. ivi rvv^ivr\c<i 

NHASPPGAFAWSQSGEPIASAM 

TVPA 



wo 
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SEQIO 
NO: 


SEQlDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
* = Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


15210 


45578 


A 


15300 


710 


1831 


IRMKSKE1IARCIKPYHSMARTQ 

PGTRNKENGPAGPTALDNVASS 

DDTGRHRPQTTQLAPGFAKPLQ 

LASFRRMVLFLSGEGRSRGGPE 

LQFPASCRRGEGSPGVRESGSG 

G I A ATSTPN Y PPNQDSKE H D! R 

GAEHQKQEQPAKPPHTARSAY 

PPQKSSYPANAKATRHSPETAA 

A KE A RA PA AAQPQRHQPNPSP 

A PHTRPAT A ATRQPE RR VPSPT 

H RH P A ATRJLSPRRQSPSPRPH H 

DRRGFPRLAETLQHPMCPLPLV 

ASAGHHRHHRLLLLLAPQAPER 

EASDE1WFSGRSRSRGCPTEFQE 

SAMCFPNPGLPDSCGESQAVTI 

LI LRKFQ K V I WVIE VPLD YKKG 

SWEYFSRMETIIMPFENIQSE 


15211 


45579 


A 


15301 


77 


1041 


1 PSC VVSG 1 A AAF/HPGLASDAP 

ARASSWWTHVEMGPPDP1LGV 

TEGFKRDTNSKKMNLGVSAYR 

DHNGKPYSI HKAEAQIA AKN LD 

EDYLSIGRLAEFCKASAEVALG 

ENSEVSKSGRFVTVQTISGTSAL 

R1RASFLQRFLKFSQDVFLPKPT 

WGSRTPIFRDTGMQLQGYRYY 

DRKTCGFDFTDTVEDISKTPEQ 

SLLLLHACSHNPTGVDPGPKQQ 

KEIATVVKKT/RNLFALFDMAY 

QGFASGNGNKDAWAVRHSAN\ 

IRHCRCQSYTKNMVLHSEGVA 

GFTMVCKDADEAKRVESHLKI 

LMCPMYSNPPLNGTRLLLPF 


15212 


45580 


A 


15302 


1 


1263 




15213 


45581 


A 


15303 


1 


1146 


MTGRQSLSPVLSLSSLDSMSFT 

TRSIFSTNYLFLGSVQVSNYGA 

RPASCMASVYAGAGGSGSRISV 

SRSTSFRGGMGSGDLAAGMAG 

GLAGMGGIQNKKETMQSLNDR 

LASYLDRVRSLETKNRKLESKI 

REHLEKKGLQVRDWSHYLKTI 

EDLRVQIFANTVDNAG1VLQID 

NACLAADDFRVKSLMTNVTWL 

PLETEMEALKEELLFMKKNHEE 

EVKGLQAQIASSELTVEIEKSTT 

VVTTQSTKVGDAEMTLTELRR 

TVQSLKMDLDSMRNLKASLEN 

SLRE V E A R YTLQM EQLNR1 L LH 

LESEMAQSRAEGQHQIGEYEAL 

LNIKVKLEAESATYHRLLDDDD 

FNLGDALDNSNSMQTI/QKTTT 

RRKVVSETNDTKVL 
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SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15208 


45576 


A 


15298 


1 


2104 


MKHLKRWWSAGGGLLHLTLL 

LSLAGLRVDLDLYLLLPPPTLL 

QDELLFLGGPASSAYALSPFSAS 

GGWGRAGHLHPKGRELDPAAP 

PEGQLLREVRALGVPFVPRTSV 

DAWLVHSVAAGSADEAHGLL 

GAAAASSTGGAGASVDGGSQA 

VQGGGGDPRAARSGPLDAGEE 

EKAPAEPTAQVPDAGG\CASEE 

NGVLREKHEAWDHSSQHEENE 

ERVSAQKENSLQQNDDDENKJ 

AEKPDWEAEKTTESGNE\RHL\ 

NGTDTSFSL\EDLFQLLSSQP\EN 

SL\EG I SI WGDIPLP\GS ISDGHEF 

FKHIYHVNFQPRLIS\QD\VNLH 

EAILLCPMMTFRRDPTARTSQSQ 

EPFLQLNSHTTNPEQTLPGTNLT 

GFLSPVDNHMRNLTSQDLLYD 

LDINIFDEINLMSLATEDNFDPI 

DVSQLFDEPDSDSGLSLDSSHN 

NTSVIKSNSSHSVCDEGAIGYCT 

DHESSSHHDLEGAVGGYYPEPS 

KLCHLDQSDSDFHGDLTFQHVF 

HNHTYHLQPTAPESTSEPFPWP 

GKSQKIRSRYLEDTDRNLSRDE 

QRAKALHIPFSVDEIVGMPVDS 

FNSMLSRYYLTDLpVSLIRDIRR 

RGKNKVAAQNCRKRKLDIILNL 

EDDVCNLQAKXETLKREQAQC 

NKAINIMKQKLHDLYHDIFSRL 

RDDQGRPVNPNHYALQCTHDG 

SIL1VPKELVASGHKKETQKGK 


15209 


45577 


A 


15299 


2 


342 


RRRFRVAAAAVGTA*AVVLSA 
RPSETWETRGRR*\RICPSSWP* 
GI*VNNG*K*RRHSVCQCSLWF 

NGPAGPTALDNVASSDDTGRH 
RPQT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \= possible nucleotide insertion) 


15205 


45573 


A 


15295 


3 


1024 


CGGIHSVLRGCSLEPAFFYLRSA 

FSPTISACRHPMEDSMDMDMSP 

LRPQNYLFGCEvLKADKDYHFK 

VDNDENEHQLSLRTVSLGAGA 

KDELHIVEAEAMNYXEGSP1KVT 

LXATLKMSWQPTVFPWGAFEIT 

PTQWSLRLKCG\SGPVHI\SGQH 

FSKLLEEDAE\SEDEEE\EDVKL\ 

LSISGK\RSAP\GGGSKVPQKKS 

KTLLLMKDDDDDDEED\DDED 

DG*WMDFGWMEEAEEKAPSE 

RNPIRDTP\AKNAQKSNQNGKD 

SKPSSTPR\SKGQESFKKQEKTP 

KTPKG PSS VEDI K A KMQ A SI EK 

GGSLPKVEAKFINYVKNCFRMT 

DQEAIQDLWQWRKSL 


15206 


45574 


B 


15296 


1 


1107 




15207 


45575 


A 


15297 


I 


1968 


MLASMGVVAKEMKYLSSPYPQ 

HAFHTRJKSLMTVNFQAQLWL 

PNEAGPTGDGDWGGDTHGCPS 

FSPHLPRFIQKQPWGTGRRLLQ 

EHFSCKSLVPVIPSRDIEAFHLH 

ADLILNTLPSLVIHGQ1ESHSEEL 

RARVST YESG EDTI QC ITVT WK 

PKYGATRWKDPGSPDGPLEER 

RLEDLSTRNNSIRLFRGCGYRV 

KQNSSQRPNK VCG LPDTG V LL 

QTKCGLVRNSQRSAQTNTKQH 

EELFSTAGIPENLSRRQEVLPGH 

GFTGWVGWTWKLTSGEGVTF 

HHLSATHKLSHASCRQGNFKP 

KGAMSVTRSTVHPHLAFLSAEI 

NGKCGRPCVFLGIWAINCGMAI 

LYERLSALVCVSVSERHLDYT 

MRFLFD1PPSTLEARIGSPLWAL 

SLHPLRSSTVTSSVELILPECTV 

A VLE1Q Y VF LGDTI LFTTVG KA 

RSGTRDRDGGRAQIMQVLQGK 

GRELDAAAQPEGQLLREVRVL 

GVPFIPRARVDAWLVHTVAVG 

SADEAHGLLGAAAASSTGGAG 

ASVDGGSQAVQGGGGDPRAAR 

SGPLDAGEEEKAPAEPTAQVAD 

AGGCASEENEVLREKHEAVDH 

SSQREENEERVSALKEnSLQQN 

NDDENKIAEKPDWEAEKTSESR 

NERHLNGADTSFRSLEDLFQLL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


15198 


45566 


A 


15288 


1 


278 


MKFHDRGQMQPKPSPAEAVNS 

APQREPEGSILRAADPLVWAAK 

a \aq a co/orc/rrTCO a r\r>D lite? 

RTPTEPDADTRFQPAETLAGPK 
TRAAGAG 


15199 


45567 


A 


15289 


5 


545 


SFMTE A KSSPNPAQQRLSTQRP 

SESRKVPSSELQTLSCGLQRPCL 

H PG RPGPDPY Y AS ASTRTRSPS 

ARHAVWGRRGCYPEA/AVRAR 

EGPHPTLAPASTYGLASPPRAD 

SAHRPRHRSLTRLLPNRKLGGS 

C A HDD UTCDTDTCDH A PfcTD Cf^D 

bAUrKH 1 tK I r I brL/AU 1 Kr Vjr 
At I bAUrK. 1 KAAvjAuUyrWUo 

ANASPP 


15200 


45568 


B 


15290 


121 


822 




15201 


45569 


A 


15291 


1 


1308 


MLRMVGIE1SNGQWSTPPCQVL 

HLEGNDIYNPKEQGLGNTCRW 

GWMAAGTRRNLCWAPFPFLNP 

VASLVLHSTIQ1ALQESKDRVL 

GTLINSPLVTSTDKANWSLRLA 

LEVG DGGG LVGLSPQP VGSG A 

MSRCPNCTRKLIGSG1SPTSSTL 

AEEQGSVVKTHSHQGGARCSK 

EKGWQILLILVAGLCQLVVVV 

QNVGVRKIPRKYLAALRVAIGH 

ALAIERRRIRVDVADQAQDTDR 

DDRSFGRDRNRDSDKTDTDWR 

ARSATDSFDDYPPRRGDDRFGD 

KYRDRYDSDQYGRGYWYEYR 

DGPCRDMDRYG\GGSGRRAFG 

SGY/RRDNDYRGGRDRYEDRY 

NRWDDGSCSSRDDFSRDDCRY 

NDRRPPQRPKLNLKPHNTPKGD 

HQC A CTQAQQP A QPVF^r. A IfPV 
UojAo I ov^oolvrVor vrvjOAIvr V 

U KAA K-fc 1 V tie W L,vJI\JC, l^UlVb 

M L L/ 1 A Kb JC 


15202 


45570 


A 


15292 


2 


293 




15203 


45571 


C 


15293 


56 


298 




15204 


45572 


A 


15294 


1 


273 


TRGPWCDSVbRGCSLEQRSFIS 
VRbbSYLSACRHPMEDSMDMD 
MSPI RPONYI FGVSLGAGAKDE 
LHIVEAEAMNYEGSPIKVTLAT 
LKMS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

ioUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkoown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15192 


45560 


A 


15282 


362 


1323 


HQLGRSALLDTRTVSMQKAKN 

GDAVTEPQVA/ENEANGKDTA 

E V DLLTKELEDFEM K KATA RA 

VTGILASHPCSTDVHIINLSLTF 

HGQELPSDTKLELNSVRHYGL1 

GLNGTENSMLLSAVGKHGVPIP 

EH I Dl YHLTREM PPSDKTPLHSL 

VTVSSPRQRDDMSDGHLCTAR 

RHTD1RDDRSPDAPDTARSLAR 

ST1TTRRJFALATPSRTLQQVCS 

ALAYTSHPAARTQPLASTALTR 

RYMLPSPQLPSLRDHRRTNPLH 

SAVAT1PHTTTGEADVSLLCIGL 

STLHYALVYHVSVLTALSAQS 

MSATDASIIFFEPKR 


15193 


45561 


A 


15283 


3 


537 




15194 


45562 


A 


15284 


1 


455 


MPRPEKLG KTQ VPPL A ECLTKD 

SFLGQKQ ASLGPLTFRDVTI EFS 

LEEWQCLDTVQQNLYRDVMLE 

NYRNLVFLVISS/HFTQDFWPD 

QSIKDSF/QRIILRTYARCGHKN 

LRLEKIVKVSMRKHQIIHTGKK 

PYKCEEC AKLL ASPQPLEN M R 


15195 


45563 


A 


15285 


1 


397 


FAVLMAHYDVQEEDPVLTVIT 

YMGLSVSLLCLLALAALTFLLC 

KAIQNTSTSLHLQLSLCLFLAHL 

LFL V A 1 DQTGHKVLCSI 1AGTLH 

YLYLATLTWMLLEALYLFLTA 

RNLTVVNYSSINRFMKKLMFPV 


15196 


45564 


A 


15286 


191 


1332 


AIETQAITDNCSEERKTFNLNV 

QMNSMDIRCSDIIQGDTQGPSVI 

AFISYSSLGNIINATFFEEMDKK 

DQVYLNSQVVSAAIGPKRNVSL 

SKSVTLTFQHVKMTPSTKKVFC 

VYWKSTGAG/CSQWSRDGCFLI 

HVNKSHTMCNCSHLSSFAVLM 

ALTSQEEDPVLTVITYVGLSVSL 

LCLLLAALTFLLCKAIRNTSTSL 

HLQLSLCLFLAHLLFLVGIDRTE 

PKVLCSI I AGALHYLYLAAFTW 

MLLEGVHLFLTARNLTVVNYS 

SIN RLMKWIM FP VG YG VPA VT 

VA1SAASWPHLYGTADRMLAF 

KATAQLFILGCTWCLGLLQVGP 

AAQVMAYLFTIINSLQGFF1FLV 

YCLLSQQAKHKFTPMEVPRQN 

HRCLQQN 


15197 


a c c z: c 

45565 


A 


15287 


263 


397 


GRPPAPAARVSGPASVSAG*KR 
VSASGSVGVRSMRRGSALLPPN 
F 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


15182 


45550 


A 


15272 


94 


4505 


YLDMMSFVQKCSWLLLALLHP 
Tl 1 L AQQEA V EGGCSHLGQS Y A 
DRDVWKPEPCQ1CVCDSGSVLC 
DD11CDDQELDCPNPEIPFGECC 
A VCPQPPT A PTRPPNGQG PQG P 
KG DPGPPG 1 PGRNGDPG I PGQ P 
GSPGSPGPPGICESCPTGPQNYS 
PQYDSYDVKSGVAVGGLAGYP 
GPAGPPGPPGPPGTSGHPGSPGS 

GAIGPSGPAGKDGESGRPGRPG 
ERGLPGPPG1KG 


15183 


45551 


A 


15273 


1628 


1832 


RRRRKARERRRLAAEQGRRMK 
FOPkrviF^F/nA^fiAi vi mh<jm 

FfiFFK' AFfTNKKFTYTVI FH^PT 

KHTG 


15184 


45552 


A 


15274 


1 


362 




I J 1 OJ 




A 
r\ 


1S27S 


107fi 

Iv/U 


1240 


1 ROT 1 *I PP<\WR1 PI 1 fifiU/ni 
HI FF*RHUFVHT V<JORP<;i AlWfQ 
P^PRRPF^I HI 


1 S 1 


4JJJ'? 


Q 
D 


I l\J 


*tov/ 


1 167 

1 IUJ 




15187 


45555 


A 


ism 


3 


379 




15188 


45556 


B 


15278 


13 


369 




15189 


45557 


A 


15279 


112 


1112 


WPPASPSASVIRTVKEFALTNPE 

KSSTKETERKETKAEEELDA E V 

L E VFHPTHE WQALQPGQACPC 

RNPTYGLNLQTGEREAKLQYE 

DKFRNNLKGKRLDINTNTYTSQ 

DLKSALAKFKEGAEMESSKED 

KARQ A EVKRLFRPI EELKKDFD 

ELNVVIETDMQIMVRLINKFNS 

SSSSLEEKIAALFDLEYYVHQM 

DN AQDLLSFGGLQ WING LNST 

EPLVKEYAAFVLGAAFSSNPKV 

Q/EWEAIEGGALQKLLVILATE 

QPLTAKKKVLFALCSLLRHFPY 

AOROFLKLGGLOVLRTLGAGF 

GHfJGARRARGHTAI RPPHREK 

CSPRRRLS 


15190 


45558 


B 


15280 


54 


385 




15191 


45559 


B 


15281 


274 


776 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, ^possible nucleotide insertion) 


15176 


45544 


A 


15266 


1 


743 


PPLL1 FRQTGSG VDLQQTPTN LQ 

LRVLTVRRKTDKRKGHPHQKPI 

CSSPSSKTKEGFRRSNYSKLKEE 

VQTHGKEVKNLEKKLDKWLTR 

ITNAEKSLKDLMELKTKARELC 

DECASLTSQFDQLDKRVSVME 

DQMNEMKQEEKFREKR1KRNE 

QSLQE1WDYVKRPNLCL1GAPE 

SDGENGTKLENTLQDI1QENFPN 

ITRQANIQIQEIQRTPQRYSSRR 

ATPRHIIVRFTKVEMKEKVMLR 

AAREK 


15177 


45545 


A 


15267 


1 


618 




15178 


45546 


A 


15268 


200 


618 


E V SRNNTRTKTS YKQDMN TS K 

G F* KDTST* P VT/KERSSSP ATEQ 

CWTENDFDELREEGFRRSNYSE 

LKEEVRTNGKEVKNLEKKLDE 

WLTR1TNAEKSLKDLMELKTM 

ARELCDERTSLSSRCDQLEERV 

SVMEDEMNEM 


15179 


45547 


A 


15269 


158 


594 


SGSSICCSPISTVLQPPLLTPRQT 

GSGATSSK/SPTDLQLRECSSSP 

A KEQS WM ENDFDELREG FRRS 

N YSELKEE VQTHGKE VEN LEK. 

K1DEWLTR1TNAEKSLKDLMEL 

KTMAREQCDECTSLSSRRDQLE 

ERVSVIEDQINEMK 


15180 


45548 


A 


15270 


3 


1453 


LSDLELAAQSIIF1FAGYETTSSV 

LSFTLYELATHPDVQQKLQKEI 

DAVLPNKERSSSPATEQSWTEN 

DFDELREEGFRRSNYPELKEEV 

RTHGKEVRNLEKKIRQMWTRIl 

NAEKSLKDLMELKTMARELRD 

ECTSLSSQFNQLEERVSVMEDQ 

MNEMKKEEKFRRKRIKRKEQS 

LQEIWDYVKRPNLRLIGVPESD 

GENRTKLENTLQDIIQENFPNLA 

RQAMIQIQEIQRTPQRYSSRRAT 

PRHIIVRFTKVEMKEKMLRAAR 

EKEIQTTIREYYKHLYANKLEN 

LEEMDKPLDTYTLPRLNQEEVE 

TLNRPITGSEIEAIIMSLPTICKSP 

GPDGFTAEFYQRYKEDLVPFFL 

KLFQSIEKEGILPNSFYEAS11LIP 

KPGRDTTKKENFRPISLMNSDT 

KILNKILANRIQQHIKKLIHHDQ 

VGFIPGMQGWFNIRKS1N1IQHI 

NRTNDKTHMIIS1DAEKAFNKIQ 

QPFMLKTLNKL 


15181 


45549 - 


C 


15271 


111 


269 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15173 


45541 


A 


15263 


3 


845 


PPKMPKGKKAKGKKVAPAPAV 

VKKQEAKKVVNPLFEKRPKNF 

GIGQDIQPKRDLTRFVKVWPRYI 

RLQR\QRAILYKRLKVPPAINQF 

TQALDRQTATQLLK/LVAHKYR 

P\ETKQEKKQRL\LARA\EKKAA 

WQKGTSPTKRPP\VLR\AGS*HP 

VTTLVEXNKKASAGWWIAHRR 

GFPSSLVVFLP\ALCREKWGSPY 

\C 1 1 KG KARLG\RL VTRKTCTTV 

AFMQVNLGRQRALLLKLVEAI 

RTNYNDRYDEI RRH WGGN VLG 

PKSVARIAKLEKAKAKVELATK 


15174 


45542 


A 


15264 


1 


5796 




15175 


45543 


A 


15265 


1 


2212 


MPRVEKNIPGRRNSKGFEDPLE 

VTQDVTRE W A K.KV V WKREKA 

SKINGAYFCEGRVRGEAIRIRT 

MKMRQQATLTMTVDKGDNVN 

ISFKKVLIKEEDAVIYKNGSFIH 

SVPRHEVPDILEVHLPHAQPQD 

AGVYSARYIGGNLFTSAFTRLI 

VRILPPQPENIKISNITHSSAVIS 

WTILDGYSISSITIRYKVQGKNE 

DQHVDVKIKNATITQYQLKGLE 

PETAYQVDIFAENNIGSSNPAFS 

HELVTLPESQAPADLGGGKML 

LIAILGSAGMTCLTVLLAFLI1LQ 

LKRANVQRRMAQAFQNVREEP 

AVQFNSGTLALNRKVKNNPDP 

TIYPVLDWNDIKFQDVIGEGNF 

GQVLKARJKKDGLRMDAAIKR 

MKEYASKDDHRDFAGELEVLC 

KLGHHPN 1INLLGACEHRERGD 

RRHLENQVTPTLILRFSNTLSKR 

HTRRLYPEPGSEGPTPTEPRSLL 

AQQSEIKLHGGSEPPLL1FRQTG 

SG VDLQQTPTN LQLR VLTVRR 

KTDKRKGHPHQKPICSSPSSKT 

KEGFRRSNYSKLKEEVQTHG K 

EVKNLEKKLDKWLTR1TNAEK 

SLKDLMELKTKARELCDECASL 

TSQFDQLDKRVSVMEDQMNE 

MKQEEKFREKR1KRNEQSLQEI 

WDYVKRPNLCLIGAPESDGEN 

GTKLENTLQDI IQENFPNITRQA 

NIQIQEIQRTPQRYSSRRATPRHI 



A All 
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SEQID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


15167 


45535 


A 


15257 


1 


890 


MSKSESPKEPEQLRKLFIGGLSF 

ETTDESLRSHFEQWGTLTDCVV 

NiRDPNTiCRSRGFGFVTYATVE 

EVDAAMNARPHKVDGRVVEP 

KRAVSREDSQRPDYFEQYGKIE 

VIEIMTDRGSGKKRGFAFVTFD 

DHDSV DKTVIQKY HTVNGHNC 

EVRJCALSKQEMASASSSQRGRS 

GSGNFGGGRGGGFGGNDNFGR 

GGNFSGRGGFGGSHGGGGYGG 

SG DG YNGFGN DG SNFGGGGS Y 

NDFGNYNNQSSNFGPMKGGNF 

GGRSSGPYGGGGQYFAKPRNQ/ 

GGYGGSSSSSSYGSGRRF 


15168 


45536 


A 


15258 


1 


286 




15169 


45537 


A 


15259 


1 


1674 




15170 


45538 


A 


15260 


235 


1370 


KREGEGRLADTFVSLLLSARGR 

RRRSIVKVSLHPAVMSKSESPK 

EPVEQLRKLFIGGLSFETTDESLR 

SHFEQWGTLTDVCVVMRDPNT 

KRSRGVFGFVTYATVEEVDAAM 

N A RPH K VD\GR V VXEPKRA VSR 

EDSQRPGAH\LTVKK\IFVGWH* 

RKTTF WGG KKKRA KKHHLRD 

YFEQYGKAEVIEIH*LDR\GQWP 

RKRGFAFVTF\DDP\DSVDKIVI 

QKYHTVNGHNCEVNRKALSKQ 

E\MASASSS\QRG\RSGSGMFGG 

GRGGGF\GGN\DNFG\RGGNFS\ 

G\RGGFGGTVRGGGGYGG/SVG 

DGYNGFGNDGSNFGGGG\SYM 

DFGN YNNQ\SSN FGPMKG\GN F 

G\GRSSGPYG\GGGQYF\AKPR\N 

QGGYGGSSSSSSYGSGRRF 


15171 


45539 


B 


15261 


1 


660 




15172 


45540 


A 


15262 


2 


486 


KMRQRERAQGKK/VAPAPAVV 
K/KQE AKJC V VN PLFEKRPKN FG 
IGQDIQPKRDLTRFVKWPRYIR 
LQRQRAILYKRLKVPPAINQFT 
Q ALDRQTATQLLKL A H K YRP/G 
DKGALAKLVEAIRTNYNDRYD 
EIRRHWGGNVLGPKSVARJAKL 
EKAKAKELATKLG 



wo 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X<=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15164 


45532 


A 


15254 


1 


2423 


MNGKNKTNIYQEPTVCQALHW 

TLAR1GKEEPRRGQRGEGLLCS 

RERQPRGLSSPGTAAPAAPAAP 

TPP A L PG H RTRSGS PEG PEPI LR 

RGGSADAPGRVKTWVNRPAAF 

VGKCLGDGSADTACDQAMKG 

QRGSNRKRKTSHSLTFPTSSDM 

HAGGLSAAHPCAHSRAPPPASP 

SPYKGSLGTRTDGLTDSRADSA 

ASGARALGVDGQPQPSPPRRAP 

PRPVGADGSSRGPQPGRRRVER 

RGPATQPGDSRALPEPRGVPAV 

HPAGSGSEWERPPPAAPSPEHR 

DKMLPGLRRLLQASARRPQPFP 

EAARWVWSPCFSSGTLCPSFQS 

ERPLLPFQGASFPGTTLHQRLCP 

V A A L HG SGKGQK WQQSHC Y A 

AAVMEEPPAPGRSSESLQGPLS 

WAGGAPASACLLLMLLALPLA 

APSCPMLCTCYSSPPTVSCQAN 

NFSSVPLSLPPSTQRLFLQNNLI 

RTLGARHLWVQPAHPVALLQQ 

PLHHLPGHFPPL\QALEELDLGD 

NRHLRSLEPDTFQGLERLQSLH 

LYRCQLSSLPGNIFRGLVSLQYL 

YLQENSLLHLQDDLFADLANLE 

PTSFLHGNRLRLLTEHVFRGLG 

SLDRLLLHGNRLQGVHRAAFR 

GLSRLTILYLFNNSLASLPGEAL 

ADI PSLEFLRLNANPWACDCR 

ARPI WAWFORARV^SSDVTCA 

TPPERQG RDLRALRE ADFQACP 


15165 


45533 


B 


15255 


47 


482 




15166 


45534 


A 


15256 


1 


636 


MRDPNTKRSRGFGFVTCATVE 

EVDAAMNARPCKVVGRTVEPK 

RAVSREDSQRPEDTEELHLRDY 

FEQYGKIEVIEIMTDQGSGKKR 

GFAFVTFDNHDSMDKTVIQKY 

HTVNGHNCEARKALSKQEMAR 

ASSSQRGRSGSGNFGGGRGGGF 

GGNDNFGRGGNFSGHGGFGGS 

HGGGGYGG/SGDGYNGFGNDG 

GGGSYNDFVNYNNQSSHFGPM 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


15159 


45527 


A 


15249 


378 


1744 


QTERNSIM1NKKDJHTKTPSVRH 

HHQRPKLHKTTKMGKKHSRKA 

ENSKNQSGSLPPKECSSSFAVE 

QSWTENEFDEFTEEGFR\RIESQ 

MNEIKGEEKFREKRVKRNEQSL 

QEIWDYVKRPDLRLIGVPDSDG 

ENGTRLENTLQDIIRENFPNLAR 

QAS1Q1QEIQRTPQRYSSRRATP 

RH 1 1 VRFTKVEM KEKMLRA ARE 

KELKIKJCLTQNCLTTWKLNNLL 

LNDYWVHNEMKGEIKMFFETN 

ENIDTTYQNLWHTFKAVCRGK 

FIALNAHKRKQERSKIDTLASQ 

LKEIEKQEQTHSKASRRQEITKI 

RVELKEIETQKSLQKIMESRSWF 

FEKJNKIDRPLPRLIKKKREKNQ 

I DTI KNDKG DI TTN PTEIQTI SRE 

YYKHLYANKLENLEEMDKFLD 

TYTLSGLNKEEVESLNTSITGSE 

VEA1INS1PTKKKSRTRW1HSRIL 

PEVQGGAA 


15160 


45528 


A 


15250 


935 


1269 


LIEG KLTERNSIN INKXDI HTKT 
PSVG/PPSSKTKDRSSLPA 1 EQS 
WMENDFDELTEVGFRRSVITNL 
SKLKEDVRIPHKEATNLEKRLD 
EWLTRINSIEKTLDDLMELKTM 


15161 


45529 


A 


15251 


401 


497 


KTFSPFYFS*RRRTVRDINGFTE 
Y*EPEKJXG 


15162 


45530 


B 


15252 


220 


940 




15163 


45531 


A 


15253 


1 


1476 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


15157 


45525 


A 


15247 


1 


1808 


MAEETQHNKLAAAKKKSATGF 

HREGPTSSATLKDLESPCQERA 

VVLDSTSVKISRLKNTIKSLKQQ 

KKQVEHQLEEVTAPDNLVPWV 

GLSWGIGGILGACLLLCHLCLP 

LEKKANNERQICAERELEVQ1QT 

LI1QKEELNTDLYHMERSLRYFE 

EESKDLAVRLQHSLQCKGELES 

ALSAVIATEKKKANQLSSRSKA 

RTEWKLEQSMREEALLKVQLT 

QLKESFQQVQLERDEYSEHLKG 

ERARWQQRMRKMSQEICTLKK 

EKQQDMRRVEELERSLSKLKN 

QMAEPLPPEPPAVPSEVELQHL 

RKELERVAGELQSQVKNNQHIS 

LLNRRQEERJREQEERLRKQEE 

RLQEQHEKLRQLAKPHCAFSRS 

♦TMRTRAHLQLEQQVKELQE/Q 

ALARVFLQVELKSQEAQSLQQ 

QPDHYLGHPAAEHLEAASQQN 

QQLTAQLSLMALPGEGHGGEH 

LDSEGEEAPRPMPSVPEDLESR 

EAMVAFFKSAGASAQEKQAQL 

QEQVKEQRVCCQRLAHPVASA 

QKEPEAARGPGAPGPGGESSSF 

ivii^rii^ivorw/\i^i^o[Vr\jCri\.is. i i_.L«n 

P/PTG/G DRRHQKTH H LLSE PGG 

CAK/DAALGPGHHQAGAQGGD 


15158 


45526 


A 


15248 


2085 


2700 


YPGKRG LE WT* ANSN RP A AEG 

PDE\SSSLPATEQSWMENDFDE 

LRKEGFRRSVITNFSKLKEDVQ 

THRKEAKNLEKGLDEWLTRINS 

IEKTLNDLMEMKTMA*ELHDT 

CTSFSSRVDQVEERLSVI*DQM 

NEMK*EEKFREK\RVKRNEQSL 

OEIWNYVKRPNLHL1GVSEIDR 

ENGTKLENTLQDIFQENFTYLA 

RQANIQIQEI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15149 


45517 


A 


15239 


1374 


2220 


QAENSHININKKDVHSETPSEG 

HQRKRPKDHSSSPAREQNWME 

NXEFDELTEVGFRRWVITTn'SSEL 

K KH V LTQCKE A KN L EKRLGEL 

LTRITSLEKNINDLMELKNTAR 

ELHEAYTSINSWINQAEERLSEI 

EDQLNEIKREDK1TEKMKNSTT 

VLVSTWGSQLEQNNLPHIISPLF 

HSTHDLNISFYGGCLLQACSSK 

LLQGLAEGGPLRLTRSASFFAA 

K LC LTKHFLPTEM ILIKS RKTTP 

DTQPRRLYLLQGVVDQTSRKG 

PTALNIRQKTFAAAPPHR 


15150 


45518 


B 


15240 


1 


1311 




15151 


45519 


B 


15241 


46 


212 




15152 


45520 


A 


15242 


3 


371 


EPLPPEPPAVPSEVELQHLRKEL 

ERVAGELQSQVKNNQHISLLNR 

RQEERIREQEERLRKQEERLQE 

QHEKLRQLAKPQSVELKASQEV 

QSLQQQPDHF\LGHL\QQYV\AT 

LSAARWAAYQQLD 


15153 


45521 


A 


15243 


392 


558 




15154 


45522 


B 


15244 


52 


689 




15155 


45523 


B 


15245 


400 


603 




15156 


45524 


A 


15246 


5 


1158 


RKFWRWMVVMAAQHSQAAQ 

GQRR**VSKGP**PGPMGGPVL 

GHWWHSGG1SLAVPSLPPPGKS 

SVFLFLFSASFSDMKLNPGTVSP 

KLIrUbYUUOrLVh 1 VVKrDrQ 

LWQKTPLHRAAGERRRAEQRG 

KLSFVMP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ IP NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=pos.sible nucleotide insertion) 


15130 


45498 


A 


15217 


1 


964 


MNVKGDTQGNTRVRVDNIGG 

VGAQTVNGIEL1EVGGNSAGNF 

ALTTGTVEAGAYVYTLAKGKG 

NDEKNVSPSVYRP/EAGSYISNIA 

AANSLFSHRLHDRHSCLQPLKI 

LVTGGAGFIGSAVVRHIINNTQ 

DSVVNVDKLTYAGNRESLADV 

SDSERYVFEHADICDAPAMARI 

FAQHQPDAVMHLAAESHVDRS 

ITGPAAFIETNIVGTYVLLEAAR 

NYWSALDSDKJCNSFRFHHISTD 

EVYGDLPHPDEVNNTEELPLFT 

PTTA VAPQCpVC: AQW AQcnm V 
Cr I lHIMrjjr I jnoivnooUnLV 

RAWlfRTYfil PTIVTNP^NTNVf; 
t\J\ W rvJV 1 I ULr 1 I V 1 lN^OJNIN T VJ 

PYHFPEKLIPLVILNALE 


15131 


45499 


B 


15218 


44 


405 




15132 


45500 


A 


15222 


1 


498 


MTRSLLSVFEEDAGTLTDYTNQ 
LLQAMQRVYGAQLNLLHTELA 
KQL\ETQWFYLSYNSEKR1SQTL 
SAMWRGRAAQA/TQGHWVWG 
MVEAVCSKVSTLKDLFGLASN 

puni C-MAWYQPl PH'H'K'P'NPVT 
A A PnnPTWPDPAPRVnPT PPV 

n pr^pri a v q a pqpp r>p a qti 


15133 


45501 


A 


15223 


1 






15134 


45502 


A 

A 


15224 


1 






15135 


45503 


A 

A 


1 ate 

15225 


J 


*>*C0A 




15136 


A C Cf\A 

45504 


A 

A 


15226 


1 


1 1 1*7 




15137 


45505 


A 


15227 


i 


1 *}£fl 




151^8 


45506 


A 

A 


1 jZ2o 




1 1 AO 




15139 


45507 


A 


15229 




1413 




15140 


45508 


A 


15230 


; 


4049 




15141 


45509 


A 


15231 




381 


MLMLN1GFKNFQFEHLKCSHGS 

YSEDIGFPNAGALSGAMFLLEE 

KHLLFGLKEEERLRASIRRESQ 

ORRMRFKOHOROLSASYXWNI 1 

DTMRRRKARSP/YSLAAIKNRY 

KGGIRDQKPSYDSLNLCMT 


15142 


45510 


A 


15232 


1 


467 


DHSSSPAREQNWMEN\EFDELT 
E VG FRRWVITN SSELKKH VLTQ 
CKEAKNLEKRLGELLTRITSLE 
KNINDLMELKNTARELHEAYTS 

i>jQ\A/nsjr»APPRi ^ptphoi npik 

R P VilC 1 TPIcT M V N <sTTVR V A A ^ M 

n<iKi i nnvAPPnpi ri tr^a^f 


15143 


iff 1 1 

4551 1 


A 




1 


1 1 A(\ 




15144 


45512 


A 


15234 


J 


Z04U 




15145 


45513 


A 

A 


15235 




"71 A 
1 14 




1 ^ 1 




R 







546 




15147 


45515 - 


B 


15237 




735 




15148 


45516 


B 


15238 


50 


1603 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Ammo acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


15126 


45494 


A 


15213 


3 


471 


GRPSSPGVHGSSTQTPAHVGSF 

PGCGPIPPD/ACRRSKIRGPGGW 

GGVGG/CRDGRNSR/DLRNLPC 

PFLFLPGP*AAAPSPPWPAAGA 

APCGQCLDGWPHSYSHGHSSA 

AGRGGICRSPPLLAGELRPPG1Q 

YNGRTEVRG1LSGSPCPPFSGAG 


15127 


45495 


A 


15214 


3 


449 


PHQDLEEAMVLL*PPSP/PAWPT 
MRTRKRPSSKVSSTSRPLRKSIM 
TTYAVPSRAPTPA*PSASKPTNA 
FS/HMVGSEPRSHAHLDGRHRD 
SR* RKPRPLSG PRTLGG KSLRGS 
AG AGRGG V PRPRPLPEN L D APL 
WNSPGNSAGAAVQLA 


15128 


45496 


A 


15215 


26 


1126 


EGPSSEAAHPGGTPREQDGAM 

DPARKAGAQAMIWTAGWLLL 

LLLRGGAQALECYSCVQKADD 

GCSPNKMKTVKCAPGVDVCTV 

EAVVAVETIHGQFSLAVRXGCG 

SGLPGKNDRGLDLHGLLAFIQL 

QQCAQDRCNAKLNLTSRALDP 

AGNESAYPPNGVECYSCVGLSR 

EACQGTSPPVVSCYNASDHVY 

KGCFDGNVTLTAANVTVSLPV 

RGCVQDEFCTRDGVTGPGFTLS 

GSCCQGSRCNSDLRNKTYFSPR 

IPPLVRLPPPEPTTVASTTSVTTS 

TSAPVRPTSTTKPMPAPTSQTPR 

QGVEHEASRDEEPRLTGGAAG 

HQDRSNSGQYPAKGGPQQPHN 

KGCVAPTAGLAALLLAVAAGV 


15129 


45497 


A 


15216 


1401 


1983 


AQRAQALECYSCVQKAD/DGC 

SPNKMKTVKCAPG/VDVCTEA 

VGAVE/SHPFWIWPRPFNAAPPP 

LS A WPG P YDTALQ ARPL Y *QL 

QARGAES*ELVH/GQFSLAVRG 

CGSGLPGK/NDRGLDLHGLLAF 

IQLQ/QC AQDRCN A K LNLTS/RG 

LDPAGTSPPVVSCYNASDHVY/ 

KGCFDGNVTLTAEPTTVASTTS 

VTTSTSPQ 
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SEQID 
NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


15123 


45491 


A 


15210 


1 


1297 


MGKJMSSYQHVDLIVDCDFEA 

YH RQPSSGTKS V VTG PSAQA LI 

TEKIVTYHWDQHVGDVLVLN1 

YCVINVLDHTVKA VI DDRFMG 

GITTINLQLMAI1VRYFFASGSA 

YIVAMLPVFAMLANVSGAPLM 

LTALALLFSNSYGGMVTHYGG 

AAGPVIFGVGYNDIKSLCFDER 

TRJDVADTYASNWRSRCNQT1F 

NGECPNTRQHIAAVRRGIDTLL 

MNDYLRKQIIDISTRJAGTANM 

GDFTGQWITAANTVNFQIVAGT 

HNCHQ YFl ALRLIFG ILK YIQDR 

AREG LKQRDL A E ALSTSPQT VN 

N W I KRDALSRE A AQQ I SEKFG Y 

SLDWLLNGEGSPKKDLESNIPP 

ESEWGTVDAWDKNTPLPDDEV 

pvpft kTiiPFArvsrv^pvi-mprM-i 

C V rf L, K. Ul tr ALAjUVj K V M UHUri 

NGFKLRFSKV\VQPRVGC*QG* 
G * LLYLDS V* * GDPLEST 


15124 


45492 


A 


15211 


62 


301 


SWMSSPRAFSSSTCLETAAPTR 

W APAP YRWRA RRRTGPMSDR 
Q*RTSQPCPEPAAASR 


15125 


45493 


A 


15212 


1 


1665 


MQDSAHLRRLPPAASRRVWLA 

LGSCPLPLESSPAHRAYERPSVA 

HQPA VPG ARRSLE V PSE V PLTV 

PALTPPRIPAMLTAVCGSLGSQ 

HTEAPHASPPRLDLQPLQTYQG 

HTSPEAGDYPSPLQPGELQSLPL 

GPEVDFSQGYELPGASSRVTCE 

DLESDSPLAPGPFSKLLQPDMS 

H H YES WFRPTH PG AEDG S W WD 

LHPGTSWMDLPHTQGALTSPG 

HPGALQAGLGGYVGDHQLCAP 

PPHPHAHHLLPAAGGQHLLGPP 

DGAKALEVAAPESQGLDSSLD 

GAARPKGSRRSVPRSSGQTVCR 

CPNCLEAERLGAPCGPDGGKK 

KHLHNCHIPGCGKAYAKTSHL 

KAHLRWHSGDRPFVCNWLFCG 

KRFTRSDELQRHLQTHTGTKKF 

PCAVCSRVFMRSDHLAKHMKT 

HEGAKEEAAGAASGEGKAGGA 

VEPPGGKGKREAEGSMASSSPD 

SPCSCDCFVSVPPASAIPAV1FA 

HELGPTPGRGAGGGVCPRRHS 

HSWEPAPGL*AVGGGGGASGO 

AGDRGCHA*EAGRS/SCSRRGS 

GL*RAGTS*iSASS 



WO 01/075067 



PCT/US01/08631 



SEQIO 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
or peptide sequence 


Amino ucid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15119 


45487 


A 


15206 


31 


1981 


RWLMRGMGIALPAAMASTVSP 

STIAETPEPPPLSDW/LRASG/DV 

WVHLLGLDPHLSSLLLSICLFSR 

SLIWIF*LQP*SV/ALAFQMGAS 

LFASNIGVIEGEGPQAKPL*CLT 

VSYFEMLNNLNAQGPKGKLSP 

CQCLSLQVMTMPEYLKKRWTL 

GQRSQWPQMHVSFSS*LFPF*A 

DIFAGAIFIKQPSGEGKYMRTH 

G*NALVLFFLSLGGLEVVIINIG 

CLRFQ*DISFYSDAFLAFNEVGG 

YESFTEKYVNATPSVVEGDNLT 

ISASCYTPRADSFHIFRDAVTGK 

GR*LPLKSSPGLFHECVTFSRQV 

IVQRCL\CGKDMSHVKAACIMF 

LFV*WLLVLP!WASLDSLLNSSP 

DMVACVVPSECVISTLSGLARQ 

CPATNQCLYPFPAPGLRGLMLS 

VMLASLMSSLTS1FNSASTRTK 

AQWK*L*CFCLMFKLCCFLLRI 

FVLLLTVVSIVWVPLVQVSQNG 

QLI H YTESI * * * LT* I S FS YFLNILI 

FFLLLLQGAFWGLMVGLAMGL 

IRMITEFAYGTGSCLAPSNCPKII 

CGVHYLYFSIKVPFYYTIANICL 

LLMHFCMVPVQLYRLCWVLR 

NTTLTRISSSFVIMFCNHLLIFVP 

DYPEKSRGCLKKAYDLFCGLQ 

KG PKLTKEEE E ALSKKLTDTS E 


15120 


45488 


B 


15207 


1 


1392 








A 

A 




J / 






15122 


45490 


A 


15209 


473 


589 


LPRQLALSCVVHCQTLVPAIRCI 
DWGWLF*W*SVTPVM 



hc\*>a 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, \=possib)e nucleotide insertion) 


15117 


45485 


A 


15204 


1474 


1511 


hs*vpanlymelkacftga/ne 

kgelvvlghnlavsyfialaas 

lradcceiwtdvdgvytcdpr 

qvpdarllksmsyqeamelsy 

fgakvlhprtitpiaqfqipclik 

ntgnpqapgtligasrdedelp 

vkgisnlnnmamfsvsgpgmk 

gmvgmaarvfaamsrarisv 

glitqssseysisfcvpqsdcvr 

aeramqeefylaelkegllepl 

avterlaiisvvgdgmrtlrgis 

akffaalaraninivaiaqgsse 

rsisvvvnnddattgvrvthq 

mlfntdqvievfvigvggvgg 

alleqlkrqqswlknkhidlr 

vcgvanskalltnvhglnlen 

wqeelaqakepfnlgrlirlvk 

eyhllnpvivdctssqavadqy 

adflregfhvvtpnkkantss 

mdyyhqlryaaeksrrkflye 

HNTFVSPHIRPLIERRGRSSTRD 
KWCARPSTERQQDNSAARILSC 
QQGNTSFEHTSSIRVGTTNSLN 


15118 


45486 


A 


15205 


198 


462 





♦moo 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, V=possib!c nucleotide insertion) 


15112 


45480 


A 


15199 


283 


796 


FVGVKSAGNRLKT1DELANESR 
SSVGLTQAALKTLESSG AIRIER 
RGIWGSYLVEMDNKALLTHVD 
INNVVCAMPLPYTRLYEGLASG 
LKAQFDGIPFYYAHMRGADIRV 
ECLLNGVYDMAVVSRLAAESY 
LPQKGLCLAL*LGPPPYVGE\YQ 
L*QVKAKSEYVKRVGHV 


15113 


45481 


A 


15200 


48 


3376 




15114 


45482 


A 


15201 


49 


681 


DPGADRRGSVWGLSDLRNTYN 

ALYLTHSGRLSECPTPANEEKE 

PTNHNRTLTNQTQKEKKKTRT 

KDCTTRNKNSTRPGSGIIAGPSY 

YTVAGPPSAIDPRWLRPTPPAL 

DPQ*MPHTSKRGKRADQSQPN 

ANKPNTEREKXDKNEGLHHKE 

QEQ\QRPGSGIIAGPSYYTVAGP 

PSAIDPRWLRPTPPALDPQTEPL 

IFQQLEIDHYVAGLTHEVMSLS 

HLTLVMRWGSVSAAHLAHWA 

RCRW1STELTPNSITSTSSPLKD 

CSSSPAMEQSWLENDFDELTED 

KKTCLCDH 


15115 


45483 


A 


15202 


3 


587 




15116 


45484 


A 


15203 


3 


774 


MVLMAGFTAGNEKGELVVLG 

RNGSDYSAAVLAACLRADCCEI 

WTDVDGVYTCDPRQVPDARLL 

KSMSYQEAMELSYFGAKVLHP 

RTITPIAQFQIPCLIKNTGNPQAP 

GTLIGASRDEDELPVKGISNLN 

NMAMFSVSGPGMKGMVGMA 

ARVFAAMSRARISVVLITQSSSE 

YSISFCVPQSDCVRAERAMREE 

r YLbLbbSLLEPLAVT\ERLPII\S 

VGSDGNPPPCGGISPKFF\AALA 

PRPISKFVALCSGIPF 



moo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15107 


45475 


A 


15194 


1 


1388 


M I EH PRRRDN YRQSG PPVADKP 

TTKGEPLISDIVSDAQQANLLIP 

VDETPPV IN DEQSTSTPLTTA QT 

MALAAVADKNTTKDEKADDL 

NEDVTASLSALFAMLPGFDNTP 

KVTDAPSTVLPTEKPTLFTKLTS 

EQLTTAQPDDAPGTPAQPLTPL 

VAEAQSKAEVISTPSPPSISGVT 

RSKMRQREWLVLPPEDSLV1RR 

SNKTSQLPAFNVPLSAAKAAAS 

KPWRASNTACRNSRPSKVCSAE 

G EQ WFS A SG RG E I HSQSPARDM 

AQMCKLAAEGHFAEARVINQR 

LMPLHNKLFVEPNPIPVKWACK 

ELGLVATDTLRLPMTPITDSGR 

ETVSGDETYLEAAPLAELHAPA 

GMILPVTSGDYAIPVTNGSGAV 

GSYSAITEPGAGSDVGSLKTTY 

TRRNGKIYLNGS/NVFYYQQRL 

HrVH K.OUO AKKO roGv/ICLHK. 

ivi vv^* Y c\i l uriyauy I 'KAKbA 

YG 


15108 


45476 


C 


15195 


1 


1905 




15109 


45477 


A 


15196 


285 


1706 


YARVHSGRSSIRRSIPVS1CIRSSI 

RGCVPVVHCIRSSIRRSIPVDHL 

YQIIHTKKHTRCPFVSDHPYEE 

APDYSASLLPDWLPVPSSKVVI 

TYPGFTSICGYYTTSSKACFSVF 

A WCFVTSDVPG RFSDEDEDDSE 

MWSLTALMGVMGGWKTSARS 

EVSILCSTSSKVIHSSYPYADRA 

FQVWSLDARFAHINKPFGVDRF 

SGEAPSRAITTMYGVKVLNRPA 

TGTAHRLVPPDVPVHPHGGESN 

KPRVQTTVSSGISRLSFPISASAL 

QNVPDKTHDISNITDTVYHCPL 

SQSSRWYWRFVPVRSPPLSNGQ 

TAVRPGGSRAGAAGGPLSEYS 

GSG FG VMKWTKDQLTVTVKV 

HHLPEVVEFLYYKQGGWLSVL 

FGNDERKLNGHYAVYYVLSRE 

KGTKCW1/TDSMDYRQR/PAPT 

not u\/xc/nppr;i-Ti pi FvnnPMi 

I F A MN P * I H R TOP 
i il/ain o ini\ i v^v^ 


15110 


45478 


A 


15197 


3 


1396 




15111 


45479 


B 


15198 


1 


1399 





a no A 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

ioUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15101 


45469 


A 


15188 


1 


1446 


MWRETKRYAAVLLLTPHYSAS 

LLPDW/PNLYLHQSGHHVPGVY 

LKFG\SSNPiYPCVDSAKTVFPN 

APLHDRVQSVRRMGPFKGVFR 

KVFSNLGFEYSLSTWATMGSPG 

SLGVSPFGKTLFVESASGSLDA 

LWTVEKEISSHKNYQKHSEKQ 

IYDVRIELTGLNALPNISLNFYK 

NSVSKLLNRKKGLIHLLQPFILR 

LCVSLHKNREENLGITIQDVAM 

RLSALPNIVCRLYKKTASEVLK 

EWSTRWDEYTHHKEVSQKALP 

TLSVKJYKKN1CQLLNQNNGPN 

SEMNALITKKSVKSASGYLESI 

AALVEKEISSYKNYTEAFYNLL 

CDVYSHVTEMKLSSIEQIGNTL 

FVESASGVWRALRPRGKEVNDI 

FIDQIANSVLVDSSKD1CKRFEA 

CGAMVKKENLHIKTRQKISEKL 

HWPFGAPRLTSLTGPEKTGKGE 

HPGAKARGELSGAPPLIHTRKL 

SLMSNVETLLLEKLQGYTGAH 


15102 


45470 


A 


15189 


1 


966 




15103 


45471 


A 


15190 


157 


531 


GDHTTFLCLLMVNAEFKYNFK 

TIIS*DLLKKDSGQYGHFT1FFRS 

MSIGCFSIYLCIFNFFHQCFAVF 

LVEIFTFLVKCIPQVDSIEDTTFG 

HPEEATPHPFSFFMRLEQFSHIF 

SSWPVSFTAH 


15104 


45472 


A 


15191 


9 


494 


PTDRPRPRALAGARGPPGRAPR 

VPPPAGGPRPSQYGHGGRPNPR 

HGWHDAFCPNNTPYR\ERPLDS 

RYLTPGPLDMRGDSGFRTGRGS 

DVGSLKPTDTRRNGKIYLNGS/ 

NVFYYQQRLHPVHRGDGARRG 

FSGRTCLHRMVC*YEQTGHQS 

DQT*KARSAYG 


15105 


45473 


A 


15192 


1361 


2038 




15106 


45474 


A 


15193 


1376 


1906 


LAFPDGMASLIMMSLPAMRTL 

A W A MA V SGNC I PEGQFS A LSC 

ADFG1SPKL1L*SSSAPN\YLAMG 

ISCPRADDLPEAGTAETDRACR 

S I PQ YGTDLG WYPATA AG PQSE 

SVQGAV*PHRYEAG*ST/VWKP 

LKJCK*K.PLPRR*LARWQMIRFR 

KPSPLTTSLKLTCAWRFLDFRW 

LE 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X»Unknowi, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15095 


45463 


A 


15 182 


881 


2040 


MKAGWRQTQHLHDAGQLLHLI 

LPGEQGVARVQLRRDAAQAPH 

VNGHVVGVAQDHFWGSVEPA 

LDVRVYCGGKTGGKQRERREG 

RCGVEILMVGERKM1MENKETD 

SKESEEYKDESEKDLEGLTNEN 

EKSDASIIEMACEKEENINQDLK 

EN ETV I EHSKQLS DPDKSLQDE 

VSPRRNDFISVPSIQPLDPISDSD 

SENSFQESKLESQKDLEEEEDEE 

VLPRSSNSCVSGIKKEDSAAKID 

VVTHSSTGEPLAYI/ASTYKLAY 

1 PPLNRKTCPSS A A I SDRSKGNG 

KSN/HGQSAH1SSVTSTYCLSP* 

QKEL/QKREQKREKLKREEEQQ 

KJ t fcb b bKKKfcN u 1 V r KA WLQK. 

KREQVLEMRRIQRAKEIEDMNS 

RVSKTSLKNKFIQI 


15096 


45464 


A 


15183 


873 


4292 


MVVSLGRVSSLSEDSDPTGRVG 

R*VDCKVDRSIWAGVWISEDAP 

SEA*EIGGLGRK*MLSGGPQSPS 

KHVH1L*DQDSSSIPEPMGPCCP\ 

PHAPGKEPGTSCSIDTDGKLSG 

VSG DDS*T/GTDGGESEEILLPQ 

* QLP VTLPSLPLPG * VRYTSRSR 

SRSRSTRDPGRKSRPISGLRGLC 

GDGATS/PLTPRHAPARDVQ/PG 

VolvlArAuUK\uUOuKKuv)A5)y/ 

DA DDfiDA \/DDDr A f\VC ADA X >f r> a 


15097 


45465 


B 


15184 


1 


2214 




15098 


45466 


A 


15185 


3 


361 




15099 


45467 


A 


15186 


I 


1035 


MKIHKSGGLKATPQLYASQFSG 

VAILATWGPHRPRNSSTSFSTQS 

KLRRPDESSVDFQKLMLCKEAT 

KKSKEKEPGMAFPQGHLIFSDV 

A 1 KFS VEE WKCLNPEQRA LYRE 

MMLENYRNLES/VG*LFKIHDG 

VLrNRARQYRSVPHRDIGKT*FL 

LPRNQERYSGL*VSVARN*KK 

WP* STHDRNQRVN * VHTGEKP 

QKCNECGKTFSQKSYLQCHHR 

LHTGQKPYK* E*CDKVYSCRSQ 

LKTH RR 1 HTG\EKA YKCK VCEK 

AFWDNSCLSCQKRVHIGEKPYT 

ALVIVlHrWVIri 1 Ublvr Y 1 UNbCO 
KAF^RKANl AI YHRI HTfiFKP 
YKCEECDKVYSRRSHLERHK 


15100 


45468 


B 


15187 


I 


1347 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15091 


45459 


A 


15178 


76 


969 


KKSTALVIDNGSCMCKAGFAG 

DDAPQAMFPSTVGFPGHQGVM 

VDMGQKDSYVGNEAQSKRSIL 

TLKYPIKHG1ITNWDNMEKIWH 

H F YM ELHG APE* QPVLLTEDPL 

NPKDNREKMTQIMFETFNTPA 

M Y V A 1 RD VLSL Y A FG RTTG I V M 

DCGHRVTHTVPIYEGYSLPHAI 

LHLDLTGWDLTEYPCILLFSEK 

SYELPDGQVITIGNEWFWCPEV 

LFQPSFPCMESCR1HQTTINSIKK 

CDVDIRKDXNTVLSGGTTMYPG 

IADRMQKEITALAPSTMKIKIIA 

PPERKFSVWIGCS 


15092 


45460 


A 


15179 


1 


451 




15093 


45461 


A 


15180 


130 


227 


LMKMKKVM*RA*KEEERRTPP 
AEDDFEKDLEWLINENEKSDAS 
11EVYIANS1HNMYITKCFA1L 


15094 


45462 


A 


15181 


104 


1715 


KEEERRTPPAISV1PAAAFYTAY 

FLHKQKMNENKDTDSKKSEEY 

EDDFEKDLEWLINENEKSDASII 

EMACEKEENINQDLKENETVM 

EHTKRHSDPDKSLQDEVSPRRN 

DIISVPGIQPLDPISDSDSENSFQ 

ESKLESQKDLEEEEDEEVRRYI 

MEKIVQANKLLQNQEPVNDKR 

ERLLKFKDQLVDLEVPPLEDTT 

TSKNYFENERNMFGKLSQLC1S 

NDFGQEDVLLSLTNGSCEENKD 

RTILVERDGKFELLNLQD1ASQ 

GFLPPINNANSTENDPQQLLPRS 

SNSSVSGTKKEDSTAKJHAVTH 

SSTGEPLAYIAQPPLNRKTCPSS 

AVNSDRSKGNGKSNHRTQSAH 

ISPVTSTYCLSPRQKELQKQLEE 

KREKLKREEERRKIEEEKEKKR 

ENDI VFKA WLQKKREQVLEM R 

RIQRAKEIEDMMSRENRDPQQA 

FRLWLKKKH\EEQMKERQTEEL 

RKQEECLFFLKGTEGRERAFKQ 

WLRRKRMEKMAEQQAVRERT 

RQLRLEAKRSKQLQHHLYMSE 

AKPFRFTDHYN 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15088 


45456 


A 


15175 


777 


1548 


SKIQRDSQAPLYSUEETQRANT 
HLVEGEPEAEIAFKTLKQALVQ 
APALSLPTGQNFFLYITERAGIA 
LG1 LTQTRETTPQPVA Y LSKE V 
D V V A K V WLHCL RDG E P 1 KH DC 
QQIIVQIYAARDDLLEVPLANP 
DLNLYIDGSSFVENGIRRAGYAI 
VSDVTVLENSLAAVTLQNRQG 
LDL LTAEKGG LCTFSG KECCF Y 

TKinQni^Cpl pnTTTAHPFI MPT 

QQEVARAIIGQFPTAFGVSCLE 
GRLRGEASWTSWVE 


15089 


45457 


A 


15176 


1 


1359 


MGPEPKNTHPGSCTCPLACSSS 

HKGFECLAVEQGSYTPVASPIV 

GVKENQEILDLLELKYNQTRSA 

VTRCVLGAASTARIKQAEEGGR 

SRLAESSGLRLPFVLELPALEHQ 

TPSSSGFELLDLHQRLATWSQA 

FNYRLKDTLLASLLLRFWDSD 

WLPCSSVCSWT1VGLHLVIIERN 

YSYQQGTETVVSSWATGVSAA 

AS VS ATI P1NRVQG HCG FLGKR 

CFYCCIGECNHSDHQGPGTVAG 

SWARGVSATASQIQVDLGKFS 

DDPDRYIDVLHLTWRDVMLLL 

DQTL AFNENN V AL AA AQEFG D 

TWYHRPVNDRMTAEQRDKFPT 

DI KTAAGIPWN H WLLLTMDPQ 

TQRDSQAPLYSM * ETQRANTYL 

VEWEPEAE/TSFKTLKQALVQA 

pat ^ii TnnhJF<ii yvtprapt ai 

GVLTQTCGTTPLYQDELRKKTL 
RHRDSEGSGFNQLEASA D 


15090 


45458 


A 


15177 


368 


5192 


AAPAPQLGLGPCKLASHLLSQS 

HLSQSVRSEAEQKAGASPASSI 

QREPLFKDQLK A PLPEQKRRSL 

LTVPLLTFRAQKCGPGSPLVAR 

GG ATDS WLVSEEFRLSDSTAPP 

TELRGQEATGITKPPASLHPQPH 

AWDWARGRDPRRHLLGTPELQ 

EHSEKTTTETLPADMGKLRTW 

ERKEATAGQAAEGAAGGIHFE 

ATSLLRPSSYVPQTQGALSTTY 

KEAKMDRDLH LTPILAAQRAR 

GPR1HSFPSDEMIEPS 
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SEQ ID 

NO: 


SEQ 1!) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


15083 


45451 


A 


15170 


1 


1569 


MPIGKVGEYYIKGTLRATKESE 

QQSSALELSSDRVYLNEKEPGD 

QPWNAAFVFRGCGVALALRPP 

HLGWGEPRWAGFRGAFGFPFS 

TLNPSNWSLTLIIQGCKQEGFYS 

PSMRPRVVPKRGSAPKVRAEEN 

AALPSRCPPGPLPVAQPRGLLM 

GAHVSSAPAVGVGAASCHRLC 

PGFPDRPRPTLRSCIMNAVVGG 

CDLRGQVYDPTGGWANEGTR 

DLSAVQGVPNHPGGRPCPTPQS 

SRQLPVVSRRPVVRPGGEAPPP 

LD1LPAALALHQSLLTPQDPRE 

DRPSPADLWAQDSWVGQPQEL 

PVGSRVRTGTEPDTHSGSVCTS 

RQG KDGSGPL A RESS VRVILQG 

PSSAWMMFPEYTPGPRARAGT 

AVVGAMARQTVNVCLTKVRL 

QHPEG1PGGGRGPLVPKPVCTC/ 

1VDVKGSRV\WHVHICMSMGC 

RHVCLCGRSVGSWRMCTAGQT 

PKL A RQ AS I ELPSM A A SSTKS W 

WETGEVQAQSAAKTPSCKD1V 

AGDMSKKSLWEQKGGSKTSST 

IKMDSVTT 


15084 


45452 


A 


15171 


328 


641 


LLMRSWSLPSAPRGFSCSCLQP 
QYPCRTESWPQTEPVPSPVSHR 
LLVLATAMLGSSME/RLAG'LG 
GPASGLDGLGVLFQPLINLGDG 
QV WLG FLHTVTLLYG A V 


15085 


45453 


B 


15172 


120 


1458 




15086 


45454 


A 


15173 


1 


440 


1QQDSQAPLYSUKETQRANTYL 

VEWEPGAETAFKTLKQALVQA 

PALSLPTGQNFSLY1TERAGIAF 

GVLTQTRGTTPQPVVYLKDGEP 

IEHDYQQIIAQTYATQDDLLEV 

PLANPDLNLYTDGSSFVVNGIR 

RAGYAIVSNVTVLE 


15087 


45455 


A 


15174 


288 


376 


N H WLLLTM D PRJ QQDSQ A PLY 
SUKETQRA 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=pos.sible nucleotide insertion) 


15074 


45442 


A 


15161 


666 


1536 


FSSAGDTQANRVCSVPPTNHSR 

PAADRPVRRKVNKQKTATSTS 

TKRTSTQRPHPKVTNDHSSSPA 

REQNWMEN\EFDELTEVGFRR 

WVITNSSELKKHVLTQCKEAK 

NLEKRVR VNCLTARJT* P* RRTI\ 

KTLMELKNTAREVLHEAYTSINS 

WINQAEERLSEIEDQLNEIKRED 

KITEKMKNSTTVRVAASMQSK 

LLQGVAEEGPLRLTRSASFSAEI 

SMCHQWLFSTFGNGKSRNRYH 

HKYU 1 OrJLHIsxJblMt. Y 1 cLHH V 

i \a\ cscisr* 
LIVILyOKC 


i 


A5.AA1 




i <io 


1 f\A 






I jU/O 


A ZAAA 


A 

A 


i < i £i 
!MW 


1 AO 

loz 


Afn 

HOI 




15077 


45445 


B 


15164 


1 


1122 




15078 


45446 


A 


15165 


188 


456 




15079 


45447 


A 


15166 


485 


1580 


GEG YKADLA A ATV ECPICQQQ 

RLTLSPQYSHIPQGDQPTTW*Q 

VDCIGPLLKGQRFVLTGIDTYS 

GYVFAYPVCNASAKTHSGLTE 

CLIHCHGIPHSIASDQGTHFMA 

KEVWQWAHVHGIH*SYHVAD 

Y PE A AGLIEG WNGLLKSQLQC 

QLGDNTLQGWGKVLQKPMYA 

LNQHLIYGTVSPIATIHGSRNQD 

WNGSSLRGWTFTILFTAPRREP 

GTY1ASDQRTHFMAKEVWQW 

AHAHGIHWSYHVADYPEAAGL 

1EGWNGLLKSQLQCQLGDNTL 

QGWGKVLQKPMYALNQHLIY 

r.T\/CDI ATIUriGI>XT^V~:iVyII?\/C\/ A 

O 1 VorIA 1 InUot^V^OIVLtViiVA 
rL 1 1 1 ruUryAKrLLr VrM 1 LCo 
AG LE VLVPEGGTLPPGHTTIPLN 


15080 


45448 


B 


15167 


10 


2352 




15081 


45449 


A 


15168 


2 


497 


WKPIAMRKSRRRQEKLLPVQK 

EGQPKEGEREEGGPVQAQKVP 

NRLHLHWTT/HLPSFFQLPLLLD 

SLWRALKFVVLEAIVKMIRFNG 

VLGKCEAIRAQALHEGGPPLPL 

AX/Pl-TMRRI niVAPQPlQAPI DP.C 
f\ V rHiNlvKLA^l V Al^oKJoAlvLiKAjo 

PPLSRNAQQKG 


15082 


45450 


B 


15169 


1 


1911 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


r Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15070 


45438 


A 


15157 


1 


1610 


MGLGKSLCILKDAVLALREIKG 

1SFQYAPNTNRLWGYRQAKQT 

QHLSGISTLDCPQRYNGDDTGS 

VWALEPSCMLWACPLVFPSE1Y 

YFISEDVWKHLDAQEKFAAVM 

GPSRRTSVRAVWKGNVGLEPP 

HRVPTGALPRVAVKRGPLSSRP 

QNGRSTYGLHCLKDTPTQEDW 

LVSVLPEGSRVGVDPLIIPTALG 

HGRTTFLKVLDFQGPAPCPAA 

MGVRLMAGPQCVSSDYWKKM 

AKVLRSAGHHLIPVKENLVDKI 

WTDRPERPCKPLLTLGLDYTG1 

SW\KDKVAD\LRLKM\AERNVM 

W\FV\VTALDEIAWLFN\LRGSD 

VEHNPVFFSYAIIRD*ETFMLF\I 

EX3D\RIDAPSV\KEHLLLDLGLE 

AEYRJQVHPYKSILSELKALCA 

DLSPREKVWVSDKASYA/V*SE 

TIPKDHRCCMPYTPICIAKAWK 

NSAVESEGMRISDEKSAGNLTED 

PFYV1DRTL1TTGVVCNSTEKSS 

LMSVASADTAENLWHLFFHILP 

SERALTRKLRVLKLGPVNYSVQ 

NPTAQLHQQGPHLGVA 


15071 


45439 


A 


15158 


1 


756 




15072 


45440 


A 


15159 


1 


1677 




15073 


45441 


A 


15160 


1220 


2620 


GPTEPHTGELWLESGGCPSGTK 

LPEEGTGSNLCCSTASAGDTQA 

NRVCSGPPTNHSRPAADRPVRR 

KINKQKTATSTSTKRTSTQRPH 

PKVTNDHSSSPAREQNWMEN\E 

FDELTEVGFRRWVITNSSELKK 

HVLTQCKEAKNLEKRHSLGTK 

EPAALKGRTQYWQDSSPADLR 

PWLCATLLKQYKPTVFSHSTVA 

VHPRAGFLNLSTVDQHPVLDEP 

IAEAVCIIADTNKWSVQVATSQ 

RKVPHNLKLGQDVLVSSQVSSL 

LQS1 LQL YKLHLPA DFVG DILLD 

NNLKCVFQLGSILPVTFRSHDP 

YDGEGTDELRTAACSPDTEQLA 

RQSGTYPVSLGQATVLEDSKA 

ALPGLGPTLMAVTVVTTEAAV 

DMVVGDRGEERGGTLVAPGTR 

GLTEEIWFPVPSPSRWWSSHPV 

V Art 1 LANYUr 1 ojrrVrnnUrlN 

IIRHGAQGAASAGDSGSSSRCD 
RLPCRQNA 



-in* a 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


15065 


45433 


A 


15152 


2095 


2663 


LGLGDLPWEINPPSSCSLLREKD 

PPTTSG PQTYQPKKHLTN FK S A 

CFER1KACYHSPAKAWPFKAYK 

LSLQFPHFTCLKTRHAI/PS*FSD 

LCLINQIVLPIHPMVPNPYTLLC 

SIPPYTMHYSVLQL1RAFFTIPLH 

r'VPSLY * VSLGLTLTPI RLSKLP 

GLHCRKASQTTPITSVKPKFHP 

HLLPIST 


15066 


45434 


A 


15153 


678 


1189 


LGSGDLPWEINPLSSCSLLCEKH 

PPTTSGPQTDQPKKHLTNFKSE 

TKETCFIHEPKTLAPVTD*GRQP 

SLGV*SLQGRPL*SFSHISRVSD 

HAGMPALVLHP*RQVPLFWGR 

GKYPNPFSPCLLPLLCFSGDRG 

KYPNPFSPCLYSFSAFLGTGQVP 

QPLLSLSLPLLCF 


15067 


45435 


A 


15154 


649 


1428 


QCISELQFLLASTVRQTPATSPA 

HKNFQTPELQRPGVPPEPPPTG 

AC YTCRKSG H W A KECPQPG I PP 

KA/H LTDSFPDLLS L A A\ED* HC 

PIASEAPETITDAELPVTLTVEA 

HLHPGEINSHVAHTKPVWWSL 

HRDAHEI WCCDSDRGTSLRRPI 

PCPPALCSVTKIHLRPQVLRPTS 

PRNISPISNPAAPHQAELGPNPS/ 

SSLCSSTL*SFYHLPSSHLVWLT 

VSFRD 


15068 


45436 


A 


15155 


240 


1208 


LRSGDLPWEINPLSSCSLLREKD 

PPTTSGPQTHQPKEHLTNFKSC 

KQ/DLFLLSSPTSLT1PQPLSPFN 

LGATLQSLPSLNFNSFHFLVETK 

ETRFIRGPKTPAPVT/VLGRQPS 

LGV*SLQRCLSDYTPTFQGCQT 

TQGRLPWSFTLSGK/CPLFWGR 

GNTL*KD*SLLSLACYSMGLLN 

PINSPFPSSHFTCPKTRQAVTS* 

VQDLRL1NHIVLLPIHPGGAQPH 

TLFCPQYRPVVLPI1LFVYVKHA 

FFTIPLQPL1PSLSLPSLRLTLTPI 

KJL N KJLrO LLCCKAr KDbPH Y L N 

QAQISSSSVTYLGIILIKAHVLSL 

P1VSDW 


15069 


45437 


A 


15156 


1174 


1623 


KFGLVQLTLGKPLPEPLELWPK 

A/H LTDSFPDLLG LAAED*HCPI 

ASEAPYTI\TDAELRVTLTVEGK 

SVPFLINTEATHSTLPSFQGPLSL 
a ciT\/\/r: i nr.n a ci'Di vvorw \i/ 

Aol J V VOIUuV/AoNJ^LN. 1 rV^LVv 

CQLRQYSFKHSFLVIPTCPVPLL 
G*DTLTKLSASLTIP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


15062 


45430 


A 


15149 


303 


2028 


LGSGDLPWEINPLSSCSLLREKD 

PPTTSGPQTHQPKEHLTNFKSD 

KGDMFYPWTQN/YQCRSRTGK 

AAFPWCLITAGTPL*LYTHVSR 

VSDHAGM PA LVLHP* RQVPLF 

WG RG KL LL ARPS* VPILPQPLLL 

H PI 1 F L S PPLLTPG P A YSF VL* LA 

LPHLPSNLLLKRWLEPKA*SSM/ 

TLKGLKPVITRLLQHGLLKPTN 

SPYNSPILPVLKPDKPYKLVQD 

LRLINQIVLPIHPVLGIIGLTSSV 

RRDAGQDLKRDRAEFLLG DEV 

HHPHRRRJAEARRLLLGQHFDP 

LHRLIGQVLELGEARYAPPVEQ 

HHRLAPARRTGQRLHPLEQFG 

QAG RAQRRNRLGIEH RDRLDRP 

DDGAGNALAGDGDFRRGCLFA 

GIGIRPRYCRYRQSQDDRRPSH 

AAPRPRALPIPHRPATPIADVM 

VM FS V A IMSQLRL VLRHIDG IS 

RWPPAVVFITDVKJWLVYPSDD 

CRIRSNDRDDMQGEAPAMSMN 

AAARVGDPIGHSFSQGLFGEAL 

DGLFFARRSEVDMRAGNLGRLI 

ARGLSGGRWTPADGQLTLGSR 

D VFING PP ATMTI RSTGQCRQH 


15063 


45431 


A 


15150 


653 


1076 


RSKYPNLVSLCPSPLFPRPDLLS 

LWPNPLFLHPNLLYLCAPIPYFH 

APTSYLCTPTPYFHDPTPFPLFW 

KELATS ARN L ATRPRN ACSPG F 

LLSCVPSVRDPTGNRTVQLTW 

QPL PEPLEL WPKA/HLTDSFPDL 

LGLAAED*CCPIASESP*TSDILG 

RDTLLLALKVQTVVLQTACGE 

GHVAGNCGRPLETEGSLQLTAT 

KKLRDSVLQPKSPEFCQQFTRA 

WN RTQVPDETE APAGTY A AQS 

GDLPWEINPLSSCSLLHEKDPPT 

A SG PQTDQPKEH LTN FKSG FRG 

VRPRRDACLGPSPLAASPAFLG 

KGQVPQPLLSVSLPLLRLSGGQ 

ETPNPFSFTLSGKSAFLEEQVPQ 

PRJSVPQSLISTPRPLISVAQSLIS 

APQPLISLCPNPLFPCPDLLSLHP 

NPLFPRPNPFPAFLEGACYKCQ 

KSGHQAKECLQPGIPPKLRPICA 

T\ I 111 1 tf O T"X /""» ¥VT'l 1 1 A A ' 1 "■ in A f\^"*T' 

G PH WKSDCPTH L A ATPRAPGT 
LAQGSLTDSFPDLLGLAAED 


15064 


45432 


C 


15151 


234 


449 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


15055 


45423 


A 


15142 


2 


2107 


I DM 1 FTPG PPSTPKH JCKSQKGSA 

FTFPSQQSPRNEPYVARPSTSEI 

EDQSMMGKFVKVERQVQDMG 

KKLDFL VDM H MQH MERLQ VQ 

VTEYYPTKGTSSPAEAEKKEDN 

RYSDLKTIICNYSETGPPEPPYSF 

HQVTI DKVSPYG FFAH DP VNLP 

RGGPSSGKVQATPPSSATTYVE 

RPTVLPILTLLDSRVSCHSQADL 

QGPYSDRISPRQRRSITRDSDTP 

LSLMSVNHEELERSPSGFSISQD 

RDDYVFGPNGGSSWMREKRYL 

AEGETDTDTDPFTPSGSMPLSST 

GDG1SDSTVPLFLSSEILQKQVG 

QSITSMLGFLSRGPSMKLCMGL 

ACVLSLWNTVSGIKGEAKKEK 

GMTFLPTTDSKKFFSLLSVTSYS 

SFAFHKFSVAVYNISNLKTVDP 

AKFPTRYCYCLNNRTNDLSDFT 

A LL VDI IGNSTS YLTEI FKSTSI L 

SVNQSNESDCIF1CVMTGKSGR 

NLSDF WEIEEKYPI IN YTFTSGL 

SGVLALLLTQSLFGGLFTRTRM 

KFG A VTRIGG PPLGNQSPSSCSL 

LHEKDPPTTSGPQTDQPKKHLT 

NFKSAARPTFLGQGQVPLNPFS 

FTLS/EQVLLS*AARTPQSLISTP 

QPLISVPQSLISVPQPLLYFSGG 

QbrrrrrLLCVooLroKJLAar 1 M 

uAr 1 HO 1 1 rbr 1 KA 1 ArK Y rvj 

luULoAtwrr 1 AutbrVLVrKr 


15056 


45424 


B 


15143 


1 


930 




15057 


45425 


B 


15144 


401 


1 Aft - * 

109 j 




15058 


45426 


C 


15145 


1 


843 




15059 


45427 


A 


15146 


1 


498 




15060 


45428 


A 


15147 


112 


669 


SLQGRLSDYTPTFQGCQTTQGC 

LPWSFTLCSKSRFSGEGETRFKR 

IKACYHSPATAWPFKAYKLSLQ 

FPH FTCRKTRQALQ VSSESAPY 

QPNCFAYPPRGAEPIHSPILNTS 

LHNPLFCSGSQTCFLY/SFLCTL 

YPI K^OTAPITSVKPKFI PHI f 
PISA 


15061 


45429 


A 


15148 


957 


1100 





wo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=S(op codon, /= possible nucleotide 
deletion, \=possibte nucleotide insertion) 


15054 


45422 


A 


15141 


1 


1340 


CSEYEDSSPAPVPATDLSSTLSS 

SVPQPQDTGTSQQLHPLDPWHE 

LLRAQELQGATNHKGYSHAEH 

EHAGLGVQGGNGALAFSNSGH 

RHAVPTISSGTGRRRTPSSSAFG 

LLN LHQ WF VSGFQA FSDRLKA 

ALSASLLLRFGDSDWLPSSSAC 

KCLMLGLHFVIVGNICATLKEK 

YSSMLHLDVTMKKNGEKRTRL 

QKRKKGMPPHPAYEDLNIAAIT 

LPANWLHQPSGFRTSGQLDPV 

WWSLDTDAHEIWCQDPGLGSG 

DFPWEITPLSSYSLLHEKDPPTT 

SGPQTDQPKKHLTNFKSKTKET 

GFIHGPKTPAPVTDWEGSLPLV 

FNH\SGTPL*LFTHVSRVSDHAG 

MP AL VL H P* RQ VPLF WRRG K I * 

LTSPSRCTIIEKSCNSLPPL*DKP 

QPHLQHTRTSKCLNRSGQAF/L 

PEPPPTG/CLLHVPEIWPLGQGM 

PAARDSS 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


15046 


45414 


A 


15133 


245 


1033 


TALLLTQSLFGGLFTQTRMKFG 

AVTR1GGPPLGDQSPVLLFFVPR 

ERSTYDLGPQTDQPKKHLTNFK 

STSFVFSSC1PPP*PSSJSLLPPW/T 

TDHAPLTISL/TT*SPLPCSMP1S/ 

ASHSML*KD*SLLSLACYSMAF 

♦SL*TLLTIPPFYLS*NQRRFTG* 

FRJCALSTKLFCLSTPWCQTH I L 

SYPQYLPPQSIILFWISNVLSLLF 

LCTLHPSLSSLSLG LTLTPFRLS 

XjT 1 l \//>ni/ a O/^vT - * A nlTC\71/Tlt/ 

KLPGL YCRKASQTA PITS VKPK 
FLPYLLPISA 


15047 


45415 


B 


15134 


146 


556 




15048 


45416 


A 


15135 


1 


555 


LTSFLHCCLSHHYHGAQIHPRH 

FLHLICRCHCHQYCHHAYLDPC 

PQDSHHLHWCWQPLPEPLELRP 

KA/HLTDSFPDLLGLAAED*HCP 

IASEAALPPCFPRPDMITSRLQL 

QRRRQTALGVRYRNATYRTRT 

ASTNSLRPRGSPFPLALVTNDR 

QVRSQLALWKJu)RLLQLSPlNR 

A IprPPPT 

AISESSFT 


15049 


45417 


B 


15136 


1 


555 




15050 


45418 


B 


15137 


499 


769 




15051 

J 


45419 


A 


15138 


752 


1111 


MQPT1GNSQSVSRPTA*MPLAE 
SHPITQLVGTVTTPRVTPLSIRH 
P WRCRS AN AG A M I LTMKQL A I 
VMRVYQHQVRRSMRPGRNGA 
RSGMSAVGAYYSSCIRVMTAL 
QSCTGDDEAVLL 


15052 


45420 


C 


15139 


1 


632 




15053 


45421 


A 


15140 


1 


375 


PGVRGAQGGPSIPRQCEESAIGP 
KFAWHSSFHWKQGMFNMEAP 
SSLFFVNMCAVKKQTTWGRPD 
pnpiu/npi pppi pi wpv a/hi Tn 

SFPDLLGLAAED*HCPIASEAPA 
LVYTAG LHCFSKPSQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15032 


45400 


A 


15119 


144 


298 


WQVPLFWQPFPEPLELWPKA/H 
LTDSFPDLLGLAAED*RCPIASE 
APCTQVI 


15033 


45401 


A 


15120 


449 


667 




15034 


45402 


A 


15121 


2 


111 




15035 


45403 


A 


15122 


323 


401 


LLLG LA A ED* RCWIASEAL*TIT 
DAK 


15036 


45404 


A 


15123 


2 


593 


CTLPSH *M LITLTPLN AN 1 PSHG 

ML*KD*SLLSLACYSTAF*GL*T 

PLT1PPFYLFKNQTRLTG*FRJCP 

LSTKLFCLSTPWCQTHILSYPQY 

LPPQPIFLFWISNMLSLLFLCTL 

YPSLSSLSLGLTLTPIRLSKLPGP 

YCRKPSQTAPTSNHPSSFSGSW 

YSVETSYPLSSSIFRKGRTDSWS 

LKDTPHQAQPPT 


15037 


45405 


A 


15124 


354 


630 




15038 


45406 


A 


15125 


29 


354 


RFLVSLMLPPAVVMLNHCYSLI 
FTNALVKRLFAWNMLSELATC 
AGN L ATG PRN A RS PGFLLSC VP 
SVRDPTGNQTVQLTWQPLPEPL 
ELWPKA/HLTDSFPDLLGLAAE 


15039 


45407 


C 


15126 


1 


576 




15040 


45408 


A 


15127 


377 


624 


RDQLQCLQLWDAGACYTCWK 
SATGPRNAHSTVFLLSHVPSVW 
DPTENRTVHLTWQPLPEPLELW 
PKA/HLTDSFPDLLGLAAED 


15041 


45409 


C 


15128 


1 


462 




15042 


45410 


A 


15129 


44 


340 


PCQTTQGRLLTAGTPL*SFTHVS 

RVSDHAGTPALVLHP*RQVPLF 

WGRGNHISGTQELPNT*TAV/V 

QAF/LPEPPPTG/CLLHVPEIWPL 

GQGMPAGQDSS 


15043 


45411 


A 


15130 


242 


522 


RLVWPTATQRAWSQSEAAAAK 
TVDLALSARNSATGPRNACSPG 
FLLSCAPSVWDFTGNRTVQLTR 
QPLPEPLELWPKA/HLTDSFPDL 
LGLVTED 


15044 


45412 


B 


15131 


1 


1080 




15045 


45413 


A 


15132 


1 


642 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15023 


45391 


A 


15110 


1 


1194 


MGFLHLGQAGLEFLTSGSSTDI 

SED WEK DFDLDMTEEE VQM AL 

SKVDASGEPFCFWKGYPGGEL 

ETLIRLLQKLFFLKTDPAFVLSP 

STL V KLHL WGN EG LQESLESL V 

LHDAALVILVPNLEKKGEJSELL 

VGSPSIRALYTKMVPAAVSHSE 

FWHRYFYKVHQLEQEQARRVA 

RLKQRAEQS1SEEPGWEEEEEE 

LMGIorlorK.bAK.VrVAKJo 1 rPb 

GRTLAPQSPCEENLVTSVEPPA 

EVTPSESSESIPKSPLPTRALGTD 


15024 


45392 


A 


15111 


213 


1031 


AGNKPDPWAGRNRTAVLPDVS 

VFHREDVGWWRSWLQQSYQA 

VKEKSSEALEFMKRDLTEFTQV 

VQHDTVCTIAATASVVKEKLA 

TEGSSGATEKMKKGLSDFLGVI 

SDTFAPSPDKTI*\RDVITLMGTP 

SGTAEPYDGTKARJLYSLQADP 

ATLLY*P\DGPPELFDAWLSQFC 

LEEKKGEISELLVGSPSIRALYT 

KMVPAAVSHSEFWHRYFYKVH 

rAr/-\ a D\nr\AT I/HD A CACTUC 

(^LbV^bV^ArVKJJALKv^KAbvMr b 
EPGWEEEEEELMGILP1FPKEAK 
FPLAKJSYIP 


15025 


45393 


C 


15112 


414 


557 




15026 


45394 


A 


15113 


98 


467 




15027 


45395 


A 


15114 


1 


155 




15028 


45396 


A 


15115 


16 


94 


RCPIASEASWTITD*RCPIASEAS 
Will UALONbYoUOlVIAr 


15029 


45397 


A 


15116 


95 


115 


IIRHLCND*TPREGCLPSP*PAW 
SDTFETWVNNQASLQ 


15030 


45398 


A 


15117 




282 


LKPVITCLLQLGLLKPINSPYNS 

SLLQRNYTSIFLLTLNMPSISCT 
TMLLYGQKEISSLHKGPPSLMP 


15031 


45399 


A 


15118 


548 


1401 


SCTPCWHLTGRLWGITAVRQK 

RHVLSVDPKLRHQSRTGKAAFP 

WCLIIAGTPL*LYTHVSRVSDH 

AGMPALVLHPLQQVPLFWGRG 

NTL*KD*SLLSLAC/VQHGLLKP 

INSPYNSPILPVVKPDKPYKLVQ 

NLRLINQ1VLPIHPVGEAPVPLE 

TGGKSGKDCILWFECHLSHNTI 

EHQVSSSTFRIVVATGVLVSLH 

PQLY MAQNRERH AECLGESKG 

L YKSTRTI VLLGL AG PLKQKKL 
RSQHPSLYKYLQSFRNKDSYR 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO:- 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkoown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15016 


45384 


A 


15103 


84 


303 


EEQELPSLSVPSCLWGPCPRAG 
WLHSLHWPVSHSFSATSTFGM 
AIWT*SLASGIKPQSSSKVSSRIQ 
VPPTM 


15017 


45385 


B 


15104 


112 


462 




15018 


45386 


A 


15105 


326 


1323 


DRKAIN LQV KLEG A V AL* K P\G 

EAQLEFGKA LGLFQ\STLGH HF 

VNNKEKILGDRQEATLQAATK 

LTRGRSLVMENM EQLLSMRME 

DQSQRN MPLSV V L I REKAHSPF 

ENRKQEQGEGASPENFRARVQG 

*FLAFKAAPPA*AASGPAAQER 

SVQEPSVNAPG*IPEGGLHTLA 

GVHHE*ALAWCSPLNKPRFLW 

KRLP/SRTFHFPVEDESAPGSKP 

SGDLLTLLLGGNAAGDFKLK\P 

CLVYPSENPCFLKGSFKPNLPL 

VWCSHKKAWVQPG*QSETPFQ 

KKKKKKKKA WVTMSLFQE WF 

LHFCSTVE/ARCTQYDLPYK.GL 

PILDSTPGHPGC 


15019 


45387 


A 


15106 


3 


375 


HASAHASGLQQSYQAVKEK.SS 
EALEFMKRDLTEFTQVVQHDT 
ACTIAATASVVK.EKLATEGSSG 
ATEKMKKGLSDFLGVISDTFAP 
SPDKT\STAMSSPYDGTKARLY 
SLQSDPATYCNEPDGPP 


15020 


45388 


A 


15107 


184 


377 


YCTNNQKVN*TKEIITKRKTPSR 

QKKDSAFSPSHPLTEGLKWVND 

LTLSVSLTHDGFVWRRGKGV 


15021 


45389 


A 


15108 


3 


$16 


S WEDVG WWRSWLQQS YQA VK 

EKSSEALEFMKRDLTEFTQVVQ 

HDTACTIAATASVVKEKLAIAA 

CSRGACFLCPFSIQTEGSSGATE 

KM K.KGLSDFLG V I SDTFAPSPD 

KTIDCDVITLMGTPSGPAEPYD 

GTKARLYSLQSDPATYCNEPDG 

PPELFDAWLSQFCLEEKKGEISE 

LLVGSPSIRALYTKMVPAAVSH 

SE/TFWHRYYFYKVHQLEQEQA 

RRDALKQRA/VSGDSCT*SGVL 

tne*kgswvrdtervrslplqt 
fsegvgwrec 


15022 


45390 


A 


15109 


I 


281 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15008 


45376 


A 


15095 


16 


545 


GLPWRQHVRVEECGRS/PLRPC 
SPGTPSPS*PLPAATRGPATCQS 
LSGLQPEKTT/SPS/CAAVAHER 
PPGPVPQCPAQGTGLIF*EGWT 
QPQQIRQGPHPVAHEXCAHDLQ 
QAAPGPGGAHQG/PSQPG*PDR 
OPr>AFRAVVHPfiA(~)*DAF10Pf; 

LPGEGGPLATRTERSPAQRPSP 
QARG 


15009 


45377 


A 


15096 


320 


1167 


MDLKTAVFNPARDGKLRLLTK 

*\MASKSKEEVSSLISEKTNGAT 

PLLMAARYGHLDMVEFLLEQC 

SASIEVGGS VNFDG ETIEG APPL 

WAASAAGHLKVVQSLLNHGAS 

VNNTTLTNSTPLRAACFDGHLE 

1VKYLVEHKADLEVSNRHGHT 

CLMISCYKGHKEIAQYLLFAKG 

A D VNRKS VKGNTALHDCA ESG 

SLDIMKMLLMYCAKMEKDGY 

OMTPI 1 SAWTfiHTTJIVDFI TH 

HAQTSKTERINALELLGATLFT 

QKEISCDESGRTRDLSPRRKPPH 


15010 


45378 


A 


15097 


187 


623 


KLKTQKNNIGPQACNSQLASVS 
TRSPPPTLSVPHMTDDSQASQL 
LLA A VTI RKL WSRMA PM LALP 
TGQSGQTGAEGQGKEGERGQS 
PPWKPRI DPKI r/FPROPAOLL* 
ADVCTG P/CG V RGCP A DTR LPC 
LSPSS AQQPK EASRSA 


15011 


45379 


A 


15098 


789 


1041 




15012 


45380 


A 


15099 


707 


1373 


SAWPSCHCCHLDILSR/PGDDA 

CSVQILVPGLKGDAGEKGDKG 

APGRPGRVGPTGEKGEKGDSG 

DIGPPGPNGEPGLPCECSQLRK 

AIGEMDNQVSQLTSELKFIKNA 

VAGVRETESKIYLLVKEEKPYA 

DPPLSWQGRGGTLSMAQDEAV 

HGLKGAYLGQARLGRGFIGIHR 

PWKRRAPLLLF*TLSPLRSF*KG 

DGGGNTQKGSRKKRELAGQIW 

GPCIRR 


15013 


45381 


A 


15100 


79 


420 


WRRLFLLGVLFRGYLGCLRSRS 
VLGRLKVSDMRIFFFACGCGHL 
STLPSWPLRPSLWLRL*EEOELP 
SI WPSSGRSASRL1 *I fiWRGF 
GPSPSPRLTVQFSGGRRAQGPS 


15014 


45382 


A 


15101 


3 


284 




15015 


45383 


C 


15102 


83 


112 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15001 


45369 


A 


15088 


216 


1369 


EPVLRRRPRQPRAGAQGFPVFS 

PPGPPRKPPALSRVSRMFSVAH 

PAAKVPQPERLDLVYTALKRG 

L/QAYLEVHQQEQ/DKLQGQIR 

ESKRNSRLVMAGGVLWTVV*E 

RGAVTSLSASAGVLLIPPKYLPL 

LPTPAGLXLYDLDKQVKSIERFL/ 

RRLEFHASKVRVQHVCRWD\D 

ELYEAYCVQRRLRDGAYNMV 

RAYTTGSPGSREARDSLAEATR 

GHREYTE/DEGWGPMRQRHRS 

MCLLES/ELEAQLGEFHLRMKG 

C A VDIN DLGTIK L SLE VTG A AS 

SVNKASTVTKRSPPIARAHRTH 

PHFGNSFLSTRKPNTYTANHRR 

RPIEQHPDMRTPPPPHRARTNT 

GRKDKVRAHEGEKATPTRTRG 

APHGKAQRLRPLYQYVTIATLS 


15002 


45370 


A 


15089 


1 


940 


MSYNSKNYVET1TTMNSVKFG 

ETTPRNRTHYLSTNEKKIFLSGV 

FSN A Y PAGLSRG WDSP WG STP 

WVRHFCYLSSTQLCDQNCSLLS 

SLLPAGPSVCNRLLASAWQKSS 

SSASSEASETCQSVSECSSPTSD 

WSKVGSHEQPSGATLQRRKDR 

VE\PCETQSPGPASGGTLGPSGE 

EAPRPRMSPATIAAKHGEEVSP 

AASDLAMVLT\RGMSL*HQKSS 

RDSLQYSSGYSTQTTTPSCSEDT 

IPSQGRPAGLGPTKPVSIESTYL 

QSPQRLKQEWATEGKIQKLPPQ 

IQWNFQVDSSPSLPLIMVPEH 

MHVS 


15003 


45371 


B 


15090 


I 


111 




15004 


45372 


A 


15091 


26 


336 


KISPM1NVFCSESSPSGERRGA* 

TPPSPQSPPCGPKPSSVPPSCSPSR 

NYFLLFQGLCAEHPALAAPAAS 

VGTCPSPASGTHAAAPSGPWRG 

RCVHSGPGGRLW 


15005 


45373 


C 


15092 


46 


423 




15006 


45374 


A 


15093 


1773 


2219 


ELDYLYCSNSSAQCPGALLPSL 
ALPGPAGSARQAGSPARRLCAP 
VQPSGRWPAPGGPGFPGSSCPA 
SPTRQ*LLTSGSGCPRPCHHPSG 
PPQ* QSTQ A WD WVILG PG AHG 

VGSEPRAVRGPGVSFV 


15007 


45375 


B 


15094 


1 


7916 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14993 


45361 


A 


15080 


602 


1257 


FGKRGRTITLCILAVGMLCCRK 

GHTKPRRRPGASPISTHLHSSPPI 

STHLHTSPPPHRREEAR\SGQ*R 

QSCGAAAAR*PWWWNCDGWG 

PKCQRFSK.H * DIAQPDEVS WGQ 

*PWAVGALAGPHP\PQASEGPL 

GCTPAS1CGSTRKPSKPLSKKPP 

QAARTSSSRIVIFTPISTRPPTQG 

/-vT^r* 1 1S~ A if O A fTVT*k.Tr\l T7 /~* f»o A is \ ris 

QPEKAKSATPTNDLEGPSAKVK 
FVNFLMDETFPEPSFFF1 


14994 


45362 


C 


15081 


140 


175 




14995 


45363 


A 


15082 


2295 


3089 


NLLG YQEIM PPLQ1F WDKLLA V 

SERDSSVKEESGDVESDDT1V1L* 

MLPCP*ETTEFSS*PFRISS*LSS* 

STAQI\PAETCFAGG WYSIFCPQ 

RIEQETMCLL*SWQSEVAVSCE 

SPWPTALHHSHPNSRAPPPCY/S 

KSTSSSLSSPLENSG*QNRPPSLL 

ITSVLPLRITCLP*VSFIPPIMQLG 

GSFLSNDRL*QSFILPKNVSLEF 

VSFPLI'GAVSKPAISFNTSVSPL 

L VSDIFFALSLLP'GLGTWLI PSS 

SSLLLVRGF 


14996 


45364 


B 


15083 


143 


1727 




14997 


45365 


B 


15084 


307 


1017 




14998 


45366 


A 


15085 


1 


959 


MSRMGLLGFGERKELPNHPAV 

SEWPLTLVTGCSSGTVAEGEGN 

LTTSGLFSIVPLHPDGVAAGQR 

HSSLPRWGSQAEALLTSQTVDG 

QAEMLLTPQTMGGQEEMLLTS 

QTTGEDFITRSTESGTHSKSHKG 

DEGEPRWMLGWMLWVCDIAE 

PLVKAKLLDCKHTCCSVCLQQ 

TRTSQKDVRCPWCSGVTKLPPD 

FSVSQLLDDPEVLAVITIPHASE 

HMPVFIRLPGSGCY\SCPCPSPRS 

TRCCPEl*AATCCPGTGRSPSL\C 

ntlDPU/T A ACAD CT5/^ /~* /""» 

UHPL W I AASARQGbPGGGGGG 
AuyAGHGbKLHVVbGVHCHL 
GG LRLG LPPQHR A P 


14999 


45367 


B 


15086 


112 


672 




15000 


45368 


A 


15087 


2 


530 


SGRSAALLSARVNRSQSFAGVL 

GSHERGPRSFPVFSPPGPPRKPP 

ALSRVSRMFSVAHPAAKVPQPE 

RLDLWYTALKRGPDGLLGAVH 

QQEQEKLQGQIRESKRNS/RLG 

puarphpi vni nif ovi^qipppi q 

RLEFHASK1DELYE\AYCVQ\RR 
LR\DGALHMG\RAYTTGSPGSR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14982 


45350 


A 


15069 




756 


LNPSNKLALINPAASPIIKGVDL 

TANQI/PCIADIPLYDADVQQE* 

CFPATVEALGEQ1RQADGVVIV 

TPEYNYSVPGGLKNAIYWLSRL 

RQI LVFLDAM VMN K PEFMGG V 

IQNKVDPQTGKVIDH 


14983 


45351 


A 


15070 


343 


924 




14984 


45352 


A 


15071 


223 


308 




14985 


45353 


A 


15072 


57 


5546 


NKMARKKFSGLE1SL1VLFVIVT 

II A I A LI V VL ATKTP A VDEI SDST 

STPATTRVTTNPSDSGKCPNVL 

NDPVNVRJNCIPEQFPTEGICAQ 

RGCCWRPWNDSLIPWCFFVDN 

HGYNVQDMTTTSIGVEAKLNRI 

PSPTLFGNDINSVLFTTQNQTPN 

RFRFKITDPNNRRYEVPHQYVK 

EFTGPTVSDTLYDVKVAQNPFS 

IQVIRKSNGKTLFDTSIGPLVYS 

DQYLQISARLPSDYIYGIGEQVH 

KRFRHDL 


14986 


45354 


C 


15073 


I 


1818 




14987 


45355 


A 


15074 


493 


576 




14988 


45356 


A 


15075 


381 


498 




14989 


45357 


A 


15076 


48 


514 


LLLFLLLQSYDWSESGKRQSAL 

HGRQKGLPKSPTAARGGSDPW 

PSCRHP*GPNRKRRKS/R*PM ET 

APRRPSVSPALTPARPPGLTATP 

RLHPRPP/RSPNPSANLLRRPTP 

DT*AHATFGPGRSRHHFPGQLS 

TE/RRRSAEGGRSRRNEASRRE 

GGE 


14990 


45358 


B 


15077 


1 


1116 




14991 


45359 


C 


15078 


249 


332 




14992 


45360 


A 


15079 


710 


1326 


RAAGNCFPEPGFVKQLSAAAA 

VVAPAAAATEGSIPDTGKSPSSI 

SHWPNPQKNVICKRRGRVEQE 

QAWEKGR*RVVFGL*KSMRCP 

VDLLPQSCLCQRFLHQ/GKWIL 

TKDYI1HSAKSGRWLDATTYE 

WGYKIEKDSRYSPQMQSAPKR 

WREELKRTGAPGAFHRWKVVL 

LVRTDKRSDSLIRFSDNFGDCDI 

RMEEKTFRTLMES 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown» 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


14977 


45345 


A 


15064 


1 


1496 


SGGCAGLHGGLCSKEPFQASV 

QQGVAGHACAPAALQVPVCGT 

LSDCGSRAASLCENPSFISLYGR 

LVATSLAKLPIPKLMRWGASD 

VHFVRPVHTVTLULGDKVIPAT 

1LGIQSDRV1RGHRFMGEPEFT1 

DNADQYPE1LRERGKVIADYEE 

RKAKIKADAEEAARKIGGNAD 

AKf EEKFLAVPAEALVYTMKG 

DQKYFPVYANDGKLLPNFIFVA 

NIESKDPQQI/DRIQALAGW1AE 

QMGADVNHATRAGLLSKCDLM 

TNMVFEFTDTQGVMGMHYAR 

HDGEAEDVAVALNEQYQPRFA 

GDDLPSNPVACALAIADKMDT 

LAGIFG1GQHPKGDKDPFALRR 

AALGVLRI1VEKNLNLDLQTLT 

EEAVRLYGDKLTNANVVDDV1 

DFMLGRFRAWYQDEGYTVDTI 

QAVLARRPTRPADFDDWHALG 

KAO lOUV VVOVKOKLAIVPLI 

DGLDEAGHSTGVLQGEVPQRL 

ERA ATVPG VTLQPQALQA RG L 


14978 


45346 


A 


15065 


134 


384 


VTPTGWRKRRIRQWCSDAGCG 

\/VI A I C/~* I orpuci AT CCA AUn 

V N A LMj LKr bH bL ALr 5> A A m F 1 

LGVVSGITMSISP*1LSCVRSKNP 

LLVSGSGPLSCNSTIH 


14979 


45347 


A 


15066 


1 


723 


TKS PKI A RSRHIPLCHFIFERRPI 

MTNSNRIKLTWISFLSYALTGA 

LVIVPGMVMENIADYFNLPVSS 

MSNTFTFLNAGILISIFLNAWLM 

EI VPLKTQLRFGFLLM V LPV AG 

LMFSHSLALFSAAMFILGVVSGI 

TMSIGTFLVTQMYEGRQRGYR 

LFLAASLFSMAG\MIFPMIAAFL 

LArao W* W V Y ACLOLA I V 1 Ir 

IMTFGCEFPALGKHAPKSYAPV 

EKVKWGILGGASSFRAV 


14980 


45348 


A 


15067 


422 


1045 


LLEGK1TNRKQ*HQH*QKARPC 

KKPIQSAQN/WNREEYDELTEV 

GRRWVIITNSFELKEHVLTQWK 

EAKNLDKRLQEGLTRITSLEKKI 

NDLMVLKNTARELHEAYTSINS 

RIDQAEERISEIEDQLNEIKLED 

KIRGKRJK/RQTNKQSL*KMWD 

Y VIvKJ'NLKJLKjVrboUbbN V 1 b 

i p\iti nnnnPMFPisji a roam in 
1QEIQTLLR 


14981 


45349 


A 


15068 


1 


1131 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=l)nkno\vn, 
*-Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


14973 


45341 


A 


15060 


1 


5621 


MSEKTFLVEIGTEELPPKALRSL 

AESFAANFTAELDNAGLAHGT 

VQWFAAPRRLALKVANLAEAQ 

PDRE 1 EK RGPA I A Q A FD AEGKPS 

KAAEGWARGCGITVDQAERLT 

TDKGEWLLYRAHVKG\EGTEA 

LLPNMVASSVAKLP1PKLMRW 

GASDVHFVRPVHTVTLLLGDK 

VIPATILG1QSDRVIRGHRFMGE 

PEFTIDNADQYPEILRERGKVIA 

DYEERKAKIKADAEEAARKIGA 

KAWGTNVEFHVQNQP 


14974 


45342 


A 


15061 


82 


732 




14975 


45343 


A 


15062 


1 


3849 


MDLGANGWQTFRYVVLPNLSS 

ALLAGGMLAFALSFDEIIVTTFT 

AEQVDAAVRAADAAFAEWGQ 

TTPKVRAECLLKLADV1EENGQ 

VFAELESSNNTAFARASSNGDL 

PTKA DLQ AQLDSLN KQKDLS A 

QDKLVQQDLTDTLATLDKIDR1 

KEETVQLRQKVAEAPEKMRQA 

TAALTALSDVDNDEETRKILST 

LSLRQLETRVAQALDDLQNAQ 

NDLASYNSQLVSLQTQPERVQ 

NAMYNASQQLQQIRSRLDG 


14976 


45344 


A 


15063 


219 


1186 


PPKLGRKRGIFLPSHSNPNTNRf 

CPNCCMNGVSTANTTSKSSLVI 

CAWTKHALLNAILQPEQLWKS 

GSRWRINLALPRGYRESLLQPW 

QAERLTTDKGEWLLY/RAHVK 

GESTEALLPNMV/ATSLAKLPIP 

KLMRWG/ASDVHFVRPVHTVT 

LL/LGDKV1PATILG1QSDRVIAA 

TGKAKIKADAEEAAR/K1GGNA 

DLSESLLEEV/ASLVEWPWLN 

AKFDEK/FLA VPA EAL V YTMKG 

DQ/KYFPVYANDGK/LLPNFI/F/ 

VANIESKDP/Q/Q1ISGNEKSFVR 

LADAEFFF/NTT'KRLFLPHQKL 

PPSQ1LHQQTRNYASFCHRHRD 

NWTSA 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14969 


45337 


A 


15056 


356 


1205 


AP ASMTFEQFVREF A/VM VFTK 

RPAAMMIGIRADESYTVLSPSP 

V*INNVLPTITWTFPQTIYDFLW 

LIGEA1FF/YLPVGICWSAVKKM 

GGTRSLVSCLVAVTLVSPQL/MN 

AYLLGQQLPEVWDFGWCSLIL/ 

AVFLAHALIGPFGRMI/GDGVA 

FAVRHLMTGSFA/PIGAALFGFL 

YAPLVIT/GVHQTTLAIDLLMM 

QSMGGTPVWPLIALSNIAQGSA 

VIGI I ISSRKHNEREIPGE VFPRT 

GVGKGKSLG*PLH*LOPYROHI 

GAGSYSQTLKKQIAESAVRLSIP 


14970 


45338 


B 


15057 


1 


435 




14971 


45339 


A 


15058 


2 


1785 


WLLYRAHVKGE/STEALLPNM 

VATSLAKLPIPKLMRWGATYV 

HFVRPVHTVTLLLGDKV1PATIL 

G1QSDRVIRGHRFMGEPEFTIDN 

ADQYPEILRDSGKVIADYEERK 

AKIKADAEEAARKIGGNADLSE 

TLLEEVASLVEWPVVL/TAKF/E 

EKF/LAISRTALVPYSADNMYQ 

LVNDVQSYPQFLPGCTGSRILES 

TPGQMTAAVDVSKAGISKTFTT 

RNQLTSNQSILMNLVDGPFKKL 

IGGWKFTPLSQEACRIEFHLDFE 

FTNKLIELAFGRVFKELAANMV 

QAFTVRAKEVYSASMRY1YV1V 

YISYRPPNLLDSHIIGFSSITTHC 

AVTSHHYNSCDMTMTIHSYVT 

PYISVRVSLTQTYAPSPSRNLRI 

TDLTIYRA1SSEKSIDDTRHIHT1 

ESRCRVCGAHDSRDAERLDRF 

AQTADEIR1ADRGFSSRPECIRS 

LAFGEADYIVRVHWRGLRWLT 

AEGMRFDMMGFLRGLDCALIS 

KTRLLSENRRKGRVVQAETLE 

AAGHVLLLTSLPEDEYSAEQVA 

DCYRLRWOIELAFKRLKSLLHL 

DALRAKEPELAKVG 1 FANLL A A 

FLIDDIIQPSLDFPPRSAGSEKKN 


14972 


45340 


A 


15059 


1 


993 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14964 


45332 


A 


15051 


361 


837 


DGQQLIALHRLALRELQQAVH 

AGLPQQAKILFDGGSE1GKIPSEI 

YFCQLVKL1LCPVLFPCWRRVA 

ILWRRRDVLFFGSFSFSALVSPH 

LCG/SYLPFVFDVGDRL*LSVG 

WS\KEIWPCK*GFGHLMSVLNT 

PM KSL VEGFK H FPLA G FG Y E Y L 

SFFCR 


14965 


45333 


A 


15052 


1563 


1652 




14966 


45334 


A 


15053 


2756 


2995 


A MRS AH RCTVFS A L LN C WQITP 
HLTPSVMICGQLLTLVNRC*PSS 
TIFSIIPLSKQVARMFRSAMSPL 
NRARCWKVPCN 


14967 


45335 


A 


15054 


762 


2184 


WRAVPSEPISFILKADTEKYVY 

L*NSSSAQYSGSCTRAYYLDTQ 

HPTPRLCLIF\GGKDSGLMLHLT 

AELARQMGKKICVLFIDWEAQ 

FSCTINYVQSLRELYTDVIEEFY 

WDALPLTTQNSLSQYQPEWQC 

WEPDVEWVRQPPQDAITDPDFF 

CFYQPGMTFEQFVREFAEWFSQ 

KRPAAMM1G1RADESYNRFVAI 

ASLNKQRFADDKPWTTAAPGG 

HSWYIYPIYDWKVADIWTWYA 

NHQSLCNPLYNLMYQAGVPLR 

HMRICEPFGPEQRQGLWLYHV1 

EPDRWAAIGSPADREEDAEEYL 

EAIMEARVTVAGMGLVMEVQ 

DYFDGEADRLAKAWLAEYTPQ 

IKSLKDERKEAYRQ1VEMSTEP 

QDVDLVRPANKFEMTRVREGE 

KEADLPVWKHHLLCDESGNYP 

A LLN H WETK VFEI ETKREG FA F 

WYRNPQYTGQSSLGIAYVEAE 

QYKIVRPDFLFFAEQDGKMVV 


14968 


45336 


A 


15055 


2069 


2586 


PWLENLPVGICWSAVKKMGGT 

RSLVSCL/AVTLVSPQLMNAYL 

LGQQLPEVWDFGMFS1AKVGY 

QAQVIPALYLVVVPVCSLILAV 

FLAHALIGPFGRMIGDGVAFAV 

RHLMTGSFAPIGAALFGFLYAP 

LVITGVHQTTLAIDLQMIQSIGC 

TPVLPVNALSNIDLWHISILV 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


I4Q^ 
H7JJ 




Ft 


15040 


1 
■ 


4534 




14954 


45322 


B 


15041 


I 


1826 




14955 


45323 


B 


15042 


1 


1626 




14956 


45324 


A 


15043 


248 


1212 


NSKHYRSGQKKKLPTLPRAAN 

SRWRSLKI/GFTVSFDETLKPFV 

RDVSGSRLKDLPKPNKSDDETR 

ANDAVNRYKLLKJCDARTIAAQ 

QVARLESAMCLRRRWSLENFQ 

LFLVEHPLVRHLTRRL1WGVYS 

AENQLLACFRVAEDNSSSTADD 

DLFTLPEGDISIGTPHVLEISPTD 

AAALLFADYELLPPFRQLDRNS 

YALTEAERNASELTRWAGRKC 

PSGRVMGLANKGWIKGEPQDG 

GWIGWMIKPLGRWSLIMEIDEG 

FAVHM^PAFI <!APni 1 Qk'l \A/I 
WFfiK A FP VG Wfi <*NI<lTOF A OFQ 
VIDAITA^FT rWHIFAl FF 






A 




1 

1 


1 / 00 




14958 


45326 


A 


15045 


1 


3048 




14959 


45327 


A 


15046 


1 


3546 




14960 


45328 


A 


15047 


969 


1205 


SPVRCCISAVHRTYHRRTSALL 
RI API HRI 1 F^PA^ROWMYFW 

1*SPFRQIA*CLPYSDHKNQRLH 
GLDSIFLARLLW 


14961 


45329 


A 


15048 


877 


1248 


WPLTVPYCGVGYAS*A*VADN 

HRAVGYLSRWAGRKCPSGRV 

MG/LANKGW1KGEPQDGGWI/G 

WMIKPI fiRW<ll IMFI/HPHFAV 

GMSPAELSAEQ/LLSKLWLWEG 
KAERYG/WGSNSTQEAQFSVID 


14962 


45330 


A 


15049 


854 


1313 


DHGVASAATCVYTNEGHRQSY 

VRVCEYASRTRVSHHCSV*RVL 

RCEAIRIVSPDRSC*RDPEFSYL\ 

ALPENYNRLFLPNSTNQTNNRI 

KTl NSIAIGKI I AAGGVVNfTNI 

EGFRDTAEKLDGRT1DGYDQIL 

N EKT A V I A KA TAXSILLTKRS 


14963 


45331 


A 


15050 


1010 


1396 


KPFGKLTYKLFEGHAWLVKAE 

K VR VG YRILG RLT YPFDIRFPA L 

PFGLVL*KGAHFTVPRIWAGHA 

C*LMPMALPMFRWKVTGLLFIP 

ICLVKPSFLTLTIIIAIRRJSTSTN 

CRKTPKQPSRWCKPR 



a nr\-7 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


14946 


45314 


A 


15033 


965 


5928 


T WKGTTSTSRC K 1 M PKYRSTRQ 

KVNKDTQELNSALHQADLID1Y 

RTLHTKSTEY/TFFSAPHH7YSK 

IDHIVGSKALLSKCKRTEIITNY 

LSDHSA1KLELRIKNLNQSRSTT 

WKLNNLLLNDYWVHNEMKAE 

IKMFFETNENKDTTYQNLWDA 

FKAVCRGKFIALNAHKRKQERS 

KJDTLTSQLKELEKQEQTHSKA 

SRRQE1TKIRAELKEIETQKTLQ 

KiNESRSWFFERJNKIDRPLARLI 

KKKREENQ1D 


14947 


45315 


A 


15034 


383 


8708 




14948 


45316 


A 


15035 


2 


3257 


WRKIYQANGKQKKAGVAILV/S 

DKTDFKPTKIKRDKEGHYIMVK 

GSIQQEELTILNIYAPNTGAPRFI 

KQVLSDLQRDLDSHTL1MGDFN 

TPLSTLDRLMRQKVNKDTQEL 

NSALHQVDL1DIYRTLHPKSTE 

YTFFSAPHHTYSKIDHILGSKAL 

LSKCKRTEHTNYLSDHSAIKLE 

LRJKNLTQSRSTTWKLNNLLLN 

DYWVHNEMKAEIKMFFETNEN 

KDTTYQNLWDAFKAVCRGKFI 

ALN A Y KRKQERS 


14949 


45317 


A 


15036 


1 


3508 


M ELKTKA RELREECRSLRS PCN 
QLEERVS AMEDEMN EM KREG 
KFRDKRI KRNEQSLQE1 WDF VK 
RPNLRLIGVPESDGENGTKLEN 
TLQDIIQENFPNLARQANIQIQEI 
QRTPQRYSSRRATPRHIIVRFTK 
VEM KEKMLRA AREKAPHHTYS 
KIDHILGSKVLLSKCKRTEIITN 
YLSDHSAIKLELRJKNLTQNHST 
TWKLNSLLLNDYWVHNEMKA 
E IKMFFETN ENKDTTYQNL WD 
TFKAVCRGKFIALN 


14950 


45318 


B 


15037 


1 


4760 




14951 


45319 


A 


15038 


1 


3110 




14952 


45320 


A 


15039 


1 


5546 


MELKTKARELREECRSLRSRRN 

QLEERVSAMEDEMNEM KREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDAENGTKLEN 

TLQDHQEDFPNLARQANVQIQE 

IQRTPQR YSSRRATPRH 1 1 VRFT 

KVEMK.QKMLRAAREKDFKPT 

KIKRDKEGHYIMVKGS1QQEEL 

TILNIYAPNTGAPRFIKQVLSDL 

/"\r>r\i nonTi it ji/^r\r , \i , TnT oti tn 

QRDLDS HTLIMG DFNTPLSTLD 
RSTRQKVNKDTQELNSALHQA 
DLIDIYRTLHPKSTE 



a one 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib1e nucleotide insertion) 


14939 


45307 


A 


15026 


1 


2053 


MKAE1KMFFETNKNKDTTYQN 

LWDAFKAVCRGKF1ALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERINKIDR 

PLARLLKKKREKNQIDAIKNDK 

GDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDKFLDTYTLPRLN 

QEEVESLNRP1TGAEIVAIINSLP 

TKKASPGPDGFTAELYQRYKEG 

AVLEVLARAIRQEKEIKGIQLG 

KEEVKLSLFAGDMIVYLENPIV 

SAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFT1ASKR1KYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWVGRINIVKMAILPKVIYGF 

NA1PIKLPMTFFTELEK\TT*KFI 

WNQKRARIAK*ILSQKNKAGGI 

TLPDFKLYYKATVTKTAWYW 

YQNRD1DQWSRTEPSEIMPHIY 

NYLIFDKPDKNKKWGKDSLFN 

KWCRENWLAICRKLKLDPFLTP 

YTKINSRWIKDLNVRPKTITTLE 

EKLSNTIQD1GMGKDSMSKTPK 

AMATNVKIQKWDLIKLKSFCT 

AKETTIRVNRQPTTWEKIFATY 

SSDKGL1SRIYNELKQIYKKKTN 

NPIKKWVKDMNRHFSKEDIYA 

AKKHMKKCSPSLAIREMOIKTT 

MRYH LTPVRMA II K.KSGNNRC 


14940 


45308 


A 


15027 


3 


3229 




14941 


45309 


A 


15028 


1 


3907 


MGDFNTPLSTLDRATRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTE YTFFS A PHHTYSKI DH IL 

GSKALLSKCKRTEHTNYLSDHS 

AIKLELRIKNLTQNRSITWKLSN 

LLLNDYWVHNEMKADIKMFFE 

TNENKJDTTYQNLWDTFKAVCR 

GKFLALNAHKKKQERSK1DTLT 

SQLKELEKQEQTHSKASRRQEl 

TKIGAELKEIETQKTLQK.INESR 

SWFFERTNKIDKPLARLIKKKRE 

KNOIDAIKNDK 


14942 


tJJ 1 V 




15029 


1 


4005 




14943 


45311 


A 


15030 


287 


2708 




14944 


45312 


A 


15031 


1 


4602 




14945 


45313 


A 


15032 


1 


4806 





-tone 
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SEQIU 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
coclon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


14933 


45301 


A 


15020 


1 


2229 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELRED1QTKGKE 

VQNFEKNLEEC1TRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQ1 

QEIQRTPQRYSSRRATPRH 1 1 VR 

FTKVEMKEKMLRAAREKEIQT 

TIREYYKHLYANKLENLEEMD 

TFLDTYTLPRLNQEEVESLNRPI 

TGSEIVA 1 INSLPTKKSPGPDGFT 

AEFYQRYKEELVPFLLKLFQSIE 

KEGILPNSFYEASIILIPKPGRDT 

TKKENFRP1SLMNIDAKILNKIL 

ANR1QQHIKKLIHHDQVGFIPG 

MQGWFNIRKSINVIQHINRAKD 

KNHMIISIDAEKAFDKIQQPFML 

KTLNKLGIDGTYFKI1RAIYDKP 

TAN 1 1 LNGQKLE A FPLKTGTRQ 

GCPLSPLLFNIVLEVLARA1RQE 

KEIKG1QLGKEEVKLSLFADDM 

IVYLENPIVSAQNLLKL1SNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMGELPFTIASKRIKYLGJQ 

L1RDVKDLFKENYKPLLKE1KE 

DTNKWKN1PCSWVGRINIVKM 

AILPK\IGKTTLKF1^\^^JKKSR1AK 

fill PAI/VI/I/ A /~* l ^T"*¥ ■ nn/\i lri/t/ a 

SILSQKN/KAGGITLLTQLYYKA 
TVTKTAWYWYQNRDIDQWNR 


14934 


45302 


A 


15021 


1 


960 




14935 


45303 


A 


15022 


1 


2928 


MEDEMNEMKQEEKFREKRIKR 

NEQTLQEIWDYVKRPNLHLIGV 

PESDGENGTKLENTLQDIIQENF 

PNLARQANVQIQE1QRMPQRYS 

SRRATPRHIIVRFTKVEMKEKM 

LRAAREKDRSMRQKVNKDTQE 

LNS ALHQ ADLIDI YRTLH PKSTE 

YTFFSAPHHTYTKIDHILGSKAL 

LRKCKRTEIITNYLSDHSAIKLE 

LRIKNLTQNRSTTWKLNNLLLN 

DYWVHNKMKAEIKMFFETNEN 

KDTTYQNLWDAF 


14936 


A f*> f\A 

45^04 


A 


15023 


• 
1 


1782 




14937 


45305 


A 


15024 


1 


4881 




14938 


45306 


B 


15025 


1 


5962 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


14928 


45296 


A 


15015 


1 


1853 


MGRNQSRKAENSKNQSASSPP 

KDCSSSPAMEQSWTENDFDELT 

EVGFRRSVITNFSELKEHVETNL 

KEAKHLEKRLDKWLTRIKSVE 

K1LNDLMELKTMAQELHDTCR 

SFNSQFNQVEERVSV1EDQINE 

MNIDGTYLKIIRAIYDKVPPRNII 

LNQQKLEAFPLKTGTRQGCPLS 

PLLFNIVLEVLARA1RQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

PIVSAQNLLKLISNFSKVSGYK1 

N VQKSQ AFL YTNNRQTESQI MS 

ELPFTI ASKRI K YLGIQLTRDVK 

DLFKENYKPLLKEIKEDTNKW 

KNIPCSWVGRINIVKMAILPKV1 

YRFNA1PIKLPMTFFTELEKTTL 

KFI WNQKRARI AKSI LSQKNKS 

GGITLPDFKLYYKATVTKTA/W 

L/YHTPLSCLPP*WNRTEPS£IIP 

H 1 M A V AQ1QQ VKLLLLQGQH A 

SSRLQPTSSTKCGGWTASSASP 

RSMGLSSWKGNLASAIHYFPCK 

PLTLPSRISTSSSSWGCRQAHAV 

LEVLRWPPGLGWPGWHHLTLL 

HVPPVRJTKSNGPRACTRASAS 

HARHHQYNQEPSLSPLHSPLPP 

PEQVLVSTAERTEDRSYHRTLC 

RHSPYFKNEAADLRGEGYSS 


14929 


45297 


B 


15016 


1 


3276 




14930 


45298 


A 


15017 


1 


2274 




14931 


45299 


B 


15018 


440 


3383 




14932 


45300 


A 


15019 


1 


2646 
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SEQIU 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


14922 


45290 


A 


15009 


1 


3253 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQGDLJDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKWKRTEI ITN YLSDH 

SA1KLELR1KNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFERINKIDRPLARLIKKKRE 

KNQIDTIKNDK 


J 4923 


45291 


A 


15010 


1 


2816 


MEDEMNEMKREGKFREKR1KR 

NEQSLQEJWDYVKRPNLHLIGV 

PESDVENGTKLENTLQDIIQENF 

PNLARQANVQIQEIQRTPQRYS 

SRRATPRH1IVRFTKVEMKEKM 

LRAAREKGHCNSGKSHRSLWE 

QNKGIFTTCICDDAEDLQSPSTA 

GPWFGVLYTKGGPYPQEDIFSE 

EVHTGPKLRKKIQEYQLTSKWS 

KS DVQ VS VERRM AGGN PNQCH 

IGEVLLDGFTAEFYRRYKEELV 

PFLLKLFQS 1 EKEG 


14924 


45292 


A 


15011 


1 


3347 


MGDFNIPLSTLDRSTRQKVNKD 

TQELNSALHQADLIDSYRTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTEI1TNYLSDHSA 

IKLELRIKNLTQNCSTTWKLNN 

LLLNDYWVHNEMKAEIKMFFE 

TNENKDTTYHNLWDAFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TKIRAELKE 1 ETQKTLQKINESR 

SWVFERINKIDRPLARLTKKKS 

EKNQIDAIKNDK 


14925 


45293 


A 


15012 


1 


3855 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEECITRJTNTEKCLK 

ELMELKTKARELHEECRSLRSR 

C DQLEER VS AMEDEMN EM KRE 

GKFREKRJKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQ1 

/\rii Af* t ji%a m/AAi%n a f^nnf 1111 in 

QEIQRM PQR YSSRR ATPRH 1 1 VR 
FTKVEMKEKMLRAARQKAPH 

utvci/ irMjn/rri/ a i 
H I YaMDHI VObKAL 


14926 


45294 


A 


15013 


I 


2559 




14927 


45295 * 


A 


15014 


1 


2956 





wo 
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SEQID 
NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14919 


45287 


A 


15006 


1 


3891 


MKPEIKMFFETNENKDTTYQNL 

WDTFKAVCRGKF1ALNAHKRK 

QE RS K 1 N TLTSQFK E LEKQEQT 

NSKASRRQEITKIRAELKEIETQ 

KPLQKINESRSWFFEKINKIDRP 

LARLIKKKREKNQIDA1KNDKG 

DITTDPTEIQTTIREYYKHLYAN 

KLENLEEMDKFLDMYTLPRLN 

QEEVESLNRPITGSEIEAIFNSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VSFLLKLFQSIKKEGILLNLFYE 

DSIILKPKPGRDTTKKENFRP1SL 

MNIDAKIL1K1LANRJQQHIKKLI 

HHDQVGFIPGMQGWFNIRKSIN 

VIQH1NRTKDKNHMUSIDAEKA 

FDKIQQPFMLKTLNKLG1HGTY 

LKIIRAIYDKPTANHLNGQKLK 

AFPLKTGTRQGCPLSPLVFNIVL 

EVLAWAIRQEKEIKGIQLGKEE 

VKLSLFADDMTVYLENPIISAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNGQTESLIMSELPFTI 

ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLNEIKED\TNKWKNIPCS 

WVGRJNIVKMAILPKVIYRFNAI 

PIKLPMTFFTDLEKTTLNFIWNQ 

KRARITKSILSQKNKAGGITLPD 

FKLYYTATVTKTAWYWYQNS 

MVLVPKQRYRSMEQNRALRN 

NAACLQLSDL 


14920 


45288 


A 


15007 


1 


4215 


MHSCLPDATGEGELYNSLGSLT 

WSFLSMIGVLLWVDFSGDSIDL 

CSPLWNRTNLEALQKKLEELEL 

DEQQRKRLEAFLTQKQKVGEL 

KDDDFEKISELGAGNGGVVFK 

VSHKPSGLVMARKLIHLEIKPAI 

RNQIIRELQVLHECNSPYIVGFY 

GAFYSDGE1SICMEHMVLLQER 

PCPGFLWMENSDYGLLLPLDLL 

LCLSFSFSKVLSDLVSD1LIHGM 

KAKJNKolMuUV V V VbLLri\.Nfc 

WKGRTV A LCENDC 


14921 


45289 


A 


15008 


1 


2823 





WO 01/075067 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, possible nucleotide 
deletion, V=possible nucleotide insertion) 


14916 


45284 


A 


15003 


1 


2375 


MSGFL1SPKHKHGTNSGIVSWA 

DVQSQLRHIEAAFDQEAAAVL 

NlARLGVFRAESEEGPDVLRwL 

DRQLIRLHSLLTTLDIVPAGKGE 

VVKGPMSISQQAKGCQKFGQY 

NKEDPTSFRLSDSFSLYPQFMF 

HLRRSPFLQVFNNSPDESSYYR 

HHFARQDLTQSLIMIQPILYSYS 

FHGPPEPVLLDSSS1LADR1LLM 

DTFFQIVIYLGETIAQWRKAGY 

QDMPEYENFKHLLQAPLDDAQ 

EILQARFPMPRYINTEHGGSQK 

KREKNQIDA1KNDKGDITTEPTE 

IQTTIREYYKHLYANKLESLEE 

MNKFLDTYTLPRLNQEEVESLN 

RQ1TGSEIEAIINSLPTKKSPGPD 

RFTAKFYQRTNDQKHMIISIDA 

EKAFDKIQQPFMLKTLNKLG1D 

GTYFKIIRA1YDKPTAN1ILNGQ 

KLEAFPLKTGTRQGCPLSLLLF 

NIMLEVLARAIRQEKEIKGIQFG 

KEEVKLSLFADDMIVYLENPIV 

LAQNLLKL1SNFSKVSGYKINV 

QKSQAFLYTSNRQTESQIMSEL 

PFTIASKRIKYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWVGRINIVKMAILPKVIYRF 

NAIPIKLSMTFFTELEKTTLEFI 

WNQKRARITKS I LSQKNKA EG I 

TLPDr KLQ Y KAT VTKTA WYS Y 

QN RDI DQWN RTEPSE1 VPCI YN 

vi iFnvprw>jtf'v\x/r;wrfcQi pmi^ 


14917 


45285 


A 


15004 


1 


1428 




14918 


45286 


A 


15005 


2 


1975 





a or\r\ 



wo 



01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ IU NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


14906 


45274 


A 


14993 


687 


2274 


LRDCKRINQHPVKTDQSAFCK 

M/AP1/MQDVVLEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENP1VSAQNLLKLISNFSKV 

SGYKINAQKSQAFLYTNNRQTE 

SQIMSELPFTIASKRIKYLG1QLT 

RDVKDLFKENYKPLLKEITEDT 

NKWKN1PCSWVGRINIVKMA1L 

PK V 1 Y RFN AIP1 KLPMTFFTELE 

KTTLKF1WNQKRARMAKSILSQ 

KNKAGGITLPDFKLYYKATVT 

KTAWYWYQNRDVDQWNRTEP 

SEITPHIYNYLIFDKPDKNKQW 

GKDSLFNKWGWENWLAICRKL 

KLDPFLTPYTR1NSRWIKDLNV 

RPKT1KTLEE1MLDITIQDIGMGK 

DFMSKTPKAMATKAK1DKWDL 

IKLKSFCIAKETT1RVNRQPTKW 

EKIFATYSPDKGLISR1YNELKQI 

YKKKTNNPIKJCWAKDMNRHFS 

KEDIYAAKJCHMKRCSSSLAIRE 

IQIKTTMRYHLTPVRMAHKKSG 

iNM/JvLr W^Krurou ALKoWK 

TLI 


14907 


45275 


A 


14994 


1 


3189 




14908 


45276 


A 


14995 


1 


3351 


MGKKQNRKTGNSKMQSASPPP 

KERSSSPATDQSWMENDFDEL 

REEGFRRSNYSELRED1QTKGK 

EVENFEKNLEECITR1TNTEKCL 

KELMELKTKARELREECRSLRS 

RCDQLEERVSAMEDEMNEMK 

QEGKIKRDKEGHYIMVKGSIQQ 

EELTILN1YAPNTGAPRFIKQVL 

SDLQRDLDSHTLIMGDFNTSLL 

1 L.L/i\.OlVll\.v^rv V IN rvL/ I V^IjLvrNoOL* 
r\\lf\Ul-tliJl I Iv 1 Lnr IS. O ILL I Irro 

Ar rirl l Y jML/nlvuo ■ 


1 A OAA 

14909 


45277 


A 


14996 


1 


1 1 oo 
3 \ yZ 




14910 


45278 


A 


1 A C\C\~1 

14997 


1 


I 141 




1491 1 


45279 


B 


1 AC\C\0 

1499o 


1 


1 1 




1 At\ 1 *> 

14912 


A CI OA 

45280 


A 


14999 




i ^/n 
1 D4z 






jZo 1 


A 


1 soon 









14914 


45282 


A 


15001 




1824 




14915 


45283 


A 


15002 




2982 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


14905 


45273 


A 


14992 


473 


2385 


HSFLSFIVLMYLTMDLTRSQKH 

GWASSPSHGTSPWPVRLRTSLA 

KPCKWQVSLCWWLSASPGSSF 

SLVRSSLLI1VPHAESVSRRPSLL 

SRVGLFPARY*HRVWQRSPSPQ 

TRDHL1KRNPSQDV*RRQQPRG 

TRVSMKCSLHTSALGIGRQPSC 

DATL*GQQGLP/VK*KRQQPAP/ 

MSQQQTGAALEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDMI 

V YLEN PT VS AQNL LKLI SNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMSELPFTIASKRITYLGIQ 

LTRDAKDLFKENYKPLLKEIKE 

DTNKWKNIPCSWVGRINIVKM 

A I LPKEPG WA RSLVFGARG LQG 

QGRCGQSRGGGGSCLGGGGST 

ENWQHREPSARKTGSTENRRH 

REPAAPRTGSTENQHREPAAPR 

TGTENRHREPSARKTGSTENRR 

HREPAAPRTGSTENQHREPAAP 

RTGTENRHQEPAAPRTGGTENR 

QHREPAAPRTGTENRQHREPAP 

RTGSTENRQHREPAPRTGSTEN 

RQHRESAAPRTGSTENRHQEPA 

A PRTGTENRH REPS A PRTVGTE 

N RRH RELV A PRTGGTENRPREP 

P AGTRPRHTPM RGGSEG ALFH 

QRRFLEPTPDREQLEGIRYPPVA 



A OOO 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14903 


45271 


A 


14990 


1 


1716 


MKAEIKMFFETNENKDTTYQN 

LWDTFKAVCRGKFIALNAHNR 

KQERSKI DTLTSQLKELEKQEQ 

TYSKASRRQEITKIRAELKEIET 

QKTLQKINESRS WFFERIN Kl DR 

PLARLIKKKRQKNQMDT1KND 

KGD1TTDPTEIQTTVREYYKHL 

YTNKLENLEEMDKFLDTYTLPR 

LNQEEVESLNRPITGAEIVAIINS 

LPTKKSPGPDGFTAEFYQRYKE 

ELPGRDTTKEENFRPISLMNIDA 

KILNKJLANQIQQH1KKIIHHDQ 

VGFIPGMQGWFNIRKSINV1QHI 

NRAKDKNHMIMSIDAEKAFDK1 

QQPFMLKTLNKLVLEVLARAIR 

REKEI KG IQLGKEE VKLSLF AD 

HMIVYLENPIVSAQNLLKLISNF 

SKVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKR1KYLGI 

QLTRDVKDLFRENYKPLLKEIK 

EDTNKWKN1PCSWVGRINIVKV 

A1LPKVIYSFNAIPIKIPMPFFTEL 

EKTTLKf IWNQKRARIAKSILSQ 

KNKAGAITLPDFKLYYKPTVTK 

TAWYSYQNRDUDQWNRTEPSE 

ITPHIYNYL1F 


14904 


45272 


A 


14991 


1 


702 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14898 


45266 


A 


14985 


1 


2067 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KPREKRIKRNEQSLQE1WDYVK 

RPNLHLIGVPETDGENGTKLEN 

TLQD1IQENFPNLARQANVQ1QE 

IQRTPQRYSSRRATPRHII VRFT 

KVEMKEKMLRAAREKEIQTTIR 

EYYKHLHANKLENLEEMDKFL 

DTYTLPRLNQEKVESLNRPITG 

AEIVAIIN/SLPTKKSPGPDGFTA 

EFYQRGMLPNSFYEASIILIPKLG 

RDTAKKENFRP1SLMNIDAKILN 

KILAKRJQQH1KXLIHHDQVGFI 

PGMQGWFN1RKSINVIQHVNRT 

KDKNHMIISIDEEKAFDKIQQPF 

MLKTLNKLG1DGMYF11IRA1YD 

KPTAHIILNGKKLEAFPLKTGM 

RQGCPLSPLLFN 1 VFKVL ARA \ R 

QEKE1KG1QLGKEEFKLSLFADD 

MIVYLENP1VSAQNLLKL1SNFS 

KVSGYK1NVQKSQTFLYTNNR 

QTESQI M SELPFTIA S K RI K YLG I 

QLTRDVKDLFKENYKPLLKE1K 

EDTNKWKNIPCSWVGR1NIVK 

MAILPKVIYRFNA1PIKVPMTFF 

TELEKTTLKFI WNQKRAC I A KS I 

LSQKNKAGGITLPDFKLYYKAT 

VTKTA WY WYQNRDI DQ WN RT 

EPSEITPHIYNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTK1NSRWIKD 


14899 


45267 


A 


14986 


1 


1293 




14900 


45268 


A 


14987 


1 


3229 




14901 


45269 


A 


14988 


1 


3352 




14902 


45270 


A 


14989 


1 


1419 
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SEQID 

NO: 


SEQID NO; 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


14887 


45255 


A 


14974 


1 


1240 


MNIDAKILNKILANRJQQHIKKL 

IHHDQVGFIPGMQGWFNICKSI 

NVIQHINRAKDKNHM1ISIDAEK 

AFDK1QQPFMLKTLNKLGIDGM 

YFKIIRAIYDKPTAN1ILNGQKLE 

AFPLKTGTRQGCPLSPLLFSIVL 

EVLARAIRQEKEIKG1QLGKKE 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNMRQTESQIMSELPFTI 

ASKRLKYLGIQLTRDVKDLFKE 

NYKPLLKEIKEDTNKWKN1PCS 

WVGRINIMKMAILPKVIYRFNA 

1PIKLPMPFFTELEKTTLKFIWNE 

KRAR1AKSIPSQKNKAGGITLPD 

FKLYYKATVTKTAWYWYQNR 

DlDOWNRTFPSFITPHIYTsTYT TF 

nKPFKNKOIOKAFII H\KFPWV 

MWNMGTNVR 


14888 


45256 


A 


14975 


1 


2241 




14889 


45257 


A 


14976 


1 


2802 


M YGTG Y RDVAGK WA 1 DPDSK 

REFLDVTQEGIQGCDFSGTCRQ 

TLSILTQPLRQWGLEGIKKPNS 

WIISEESVSNGGPPLLIPRQTAS 

GVDLQQTPTDLQLRVLTVRRK 

TNKQKGIASTSTKRTSTPKPHL 

YVTIJKDQSYIKPQRWGKNIAE 

KLK 1 LKIRV ALSLQRN A APHQQ 

WNKAGRRMSLMSSQKKASEVI 

ESOMNEIKGEEKFREKRVKRNF 

OSLOEl WD Y VKRPDLRLIG VPD 

SDGENGTRLENTLODI 


14890 


45258 


A 


14977 


-j 


2739 




14891 


45259 


A 


14978 


■j 


2478 




14892 


45260 


A 


14979 


590 


727 




14893 


45261 


A 


14980 




3255 




14894 


45262 


A 


14981 


-j 


3810 




14895 


45263 


B 


14982 




3127 




14896 


45264 


A 


14983 




3325 




14897 


45265 


B 


14984 




1734 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


14877 


45245 


A 


14964 


1 


832 


MPHVCAQRRLPVAAVLPPDGA 

QNC1LLAGLSAGTFCHHGGVH1 

LLSNPVATSLLVAlDRVGQiPlPP 

PPPPALPYDCCCPPPSRHTEDRE 

HVP1PLHWKLMVNRWFLPVPT 

EWIATLSNSSRSSRTCSMQGLSF 

LDSQVHLKAMIEDLRGNVSKES 

SPCLADNADVGQFPMEGGQKD 

PKQRIIPFCQGVTNLSGPHGPGA 

VCGGSH YQKQESSEISLS VGQV 

WTSSRRMSQVGGSSHCRGARL 

GPCNVPRRPDGVQDEFSLQPEE 

DAG*QTSVDPMVLEQYVVVA/ 

N YQKQESSE I SLS VGQ/V V DI IE 

KN ESG W WF V/ST AEEQG W VP A 

TCLEGQMGCRMSFLCSLKICML 

DWIQRRVSL 


14878 


45246 


A 


14965 


1 


346 




14879 


45247 


A 


14966 


157 


413 


ALVCS/SSLAIREMQ1KTTMRYH 
LTPVRMAIIKKSGNNRCWRGC 
GE1GTLLHCWLDCKLVQPLWK 
SVW*FLRMLELEIPFDPAIPLL 


14880 


45248 


A 


14967 


1930 


5781 


R A KSPAN 1 1 MTG SNSH 1 TILTLN 

VNGLNSPIKRHRL AS Wl KSQDP 

SVCCIQETHLMCRDTHRLKIKG 

WRKIYQANGKQKKAGVA1LVS 

DKTDFKPTK1KRDKJEGHYMMV 

KGS1QQEELTILNMYAPNTGAP 

RFIKQVLSDLQRDLDSHTLIMG 

DFNTPLSTLDRSTRQKVNKDTQ 

ELNSALHQADL1DIYRTLHPKST 

EYTFFSAPHHSYSKIDHILGSEA 

LLSKCKRTEUTNYLSDHSAIKL 

ELRIKNLTQSR 


14881 


45249 


A 


14968 


1 


2235 




14882 


45250 


A 


14969 


i 
1 


2148 




14883 


A CO C 1 

45251 


A 


14970 


1 


1821 




1 ASIS.A 




A 

A 


i Aon i 
my / 1 


i 






14885 


45253 


B 


14972 


4 


2121 




14886 


45254 


A 


14973 


1 


1137 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


14870 


45238 


A 


14957 


434 


1790 


GNFFRKTISAC1ISVLSYLVSCLR 

GASPTEASMDFCLKTSKREAAR 

ASRKICFVCKKKGAAINCQKDQ 

CLRNFHLPCGQERGLPFTIFWR 

VQIIL*QTSP/EHRTSNMGHVGE 

ESCILCCEDLSPTECLRTFQSPC 

CSQAIYHRKCIQ/TNMPTHQSK 

HFFKCPQCNNRKEFPQEM/REN 

GNSYSRQRCCLGTRARGFLRLI 

SALSAL*CPHLVCMNKAETALR 

MKGGGASFCVLHADPTEPTGT 

APLLDLTVRNGSVRSVHL/PAA 

TDYIPENSGD1PCCSSTFHPEEHF 

CRDNTLEENPGLSWTDWPEPSL 

LEKPESSRGRRS/VLLEVQGCQ 

NH*QLQKIQVTPSE*LLVPHNR 

V*TCAPPSGLGREHSGTVRQGS 

RASSETMS/LSKEKSQWSMRRE 

C\Q.O C*C\C\CWS A VtiA A TDVDT 1 CDDI 

LrrKJLrr otr HMrLL 1 orM r V 

\ Hi A f\ t V \ I C C HIS V if Y If 


14871 


45239 


A 


14958 


146 


484 




14872 


45240 


A 


14959 


228 


353 




14873 


45241 


A 

A 


i4you 


Zl4 


TOO 

ILL 


ta nri D/^D\/I V C\A\/lf\f~\V*'CfZ A 

1 A Kfc. L r O K V L*Jv b Ivl Y H^v^iv t O A 
RLFRGVLRPCNRC 


14874 


45242 


B 


14961 


1 


951 




14875 


45243 


A 


14962 


241 


517 


QSCGQRLPTVLR/PLRTPW1LPM 
YPQPLPAGGPTPCLRSRPYINITI 

Lr^OJJJVOlJrOrlViOL-rvj Y JVlOrvC, 

GPQGEPGP*GSKGDKGEMGRP 
RRPVP 


14876 


45244 


A 


14963 


748 


1055 


DRKQTSPGDAYHTIPGSLSSSSD 
HVLSEPD*GEGSHL**SVQHDD 
VPPTA* * RLOYXRA V VLFPTATL 
PAILIM*GMRCPLVPRNCSRTW 
TAQIRAYIEVQQT 



A ooo 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14865 


45233 


A 


14952 


I 


1513 


M1IALQKESLMSLQAQLDKALQ 

KEK H YLQTTITKE A Y DA LS RKS 

AACQDDLTQALEKRTGRDWNP 

PPFRTQQRGSKSLTAIRPLCLFR 

1CLNHVTSETKSLQQSLTQTQEK 

KAQLEEEIIAYEERMKKLNTEL 

RKLRGFHQESELEV1LYEEEMG 

NHNENTGEKLHLAQEQLALAG 

DKITSLERSLNLYRDKYQSSLS 

NIELLECQVKMLQGELGGIMG 

QLSKTSSDLSKM/RCY/TTW*M 

WTKLQFIHS1LTSVIFHLLSFSSM 

GSI*KW1MALSGSSFLLDAHYIS 

QFGPRQLPSVCAEPEKEKATDG 

VVRNGKSTAGHQRYLCSHCRK 

TWQLQFTYTASQPAGQ*RHRL 

RG\MDEQWGYVGAKSRQRWLF 

Y A YDSLRKTV V AH H REQG S 1 K 

CKLEEDLQEATKLLEDKREQLK 

KSKEHEKLMEGELEALRQEFK 

KKDKTLKENSRKLEEENENLR 

AELQCCSTQLESSLNKYNTSQQ 

V1QDLNKSPMEIRFQLYIFTPDQ 


14866 


45234 


A 


14953 


125 


363 


rNVSVWSQPFPGG*QPEKGLKE 
HPADARPGSC\PPAGRPVQGRA 
EVASAAPPRGSSPAAAPGQSHP 
PSCLRAPLYWSFSR 


14867 


45235 


A 


14954 


306 


583 


TCSTRRRJCNDLSVKYVSVWSQ 
PFPGG*QPEKGLKEHPADARPG 
SCVPPAGRPVQGRAEVASAAPP 
RGSSPAAAPGQSHPPSCLRAPL 
YWSFSS 


14868 


45236 


A 


14955 


225 


407 


LRGMVTFSPFSSILNGQFEPNSG 
CPL/CPVCWVCLREPGDPEKLG 
EFLQKDN1SVHYFCLVS 


14869 


45237 


A 


14956 


484 


722 


NTCRCGHNRSPEVNSRRGGLRS 
IPRMPDAGSCS/PPAGRPSAGPG 
RRSPPPLLPRGSSPAAAPGQSHP 
PSSSQGAAVLEL 
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SEQID 
NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=p<>ssible nucleotide insertion) 


14857 


45225 


A 


14944 


1 


333 


LNLVLFQQRAELM!S*PQ*FSRA 
LLVIFPLLQTELQQLFFLLHVNP 
AAVEAPPSVPIGLYSENVRNNR 
LPETVIRVK.QPALARFSPDIAPL 
FVHFRADDDVTARRVEKRCK 


14858 


45226 


B 


14945 


1 


1794 




14859 


45227 


A 


14946 


1183 


1899 


LNRRDSYVEYLADKVADREED 

AEEYLEAIMEARVTVAGMGLV 

MEVQDYFDGEADRLAKAWLA 

EYTPQIKSLKDERKEAYRQIVE 

MSTEPQDVDLVRPANKFEMTR 

VREGEKEADLPVWKHHL/SV*R 

KRELSGSVEPLGNQVFEIETKRE 

NS*EL**KSLKDERKEAYRQIVE 

MSTEPQDVDLVRPANKFEMTR 

VREGEKEADLPVWKHHLLCDE 

SGNYPALLNHWETRFLRSKPN 

VKIHRSSDKSPTYFVFFISQYDL 

PAFYPINGHFLVERVVKVRJVFI 

EEFADHHHLAIFQFNNRLQRHA 

FVVTLANVTNQPFSVVVWNL 


14860 


45228 


B 


14947 


1 


3099 




14861 


45229 


A 


14948 


1 174 


1545 




14862 


45230 


A 


14949 


I 


945 




14863 


45231 


A 


14950 


62 


576 




14864 


45232 


A 


14951 


1 


1642 


MLANIGFY1MSNVI HRSKG AIGE 

GPPDPRGIVEQNLGGDISIPCYN 

GPRPRRSAQKTTLGPLNQPR1PS 

AQC AG AFPR V A A AG AGGGGG 

GGSGGSGFCLGWRLRRRRQRR 

RRWRRGEGEGDGDAGHMRPR 

PAGRA EARRRRRLRGNPPPG A R 

LPNREGNGSGVSWAAEVSGDG 

RGARTEAARTRRRPGGADNYP 

GAVPPVQLLTGWCVTAKAPPDI 

SAISALTAVKHGNCSSLTPLLNP 

PGSDVIVCAEMDEQWGYVGAK 

SRQR WLFYA YDSLRKTV V AH V 

FGERTMATLGRLMSLLSPFDVV 

IWMTDGWPLYESRLKGKLHVI 

SKRYTQR1ERHNLNLRQHLARL 

GRKSLSFSKSVELH DKEELA AL 

FSELKQEQKKVDELIAKLVKNR 

TRIVNESDVFSWVIRREFQELR 

HPVDEEKARCLEGIGGHTRGLV 

ASLDMQLEQAQGTRERLAQAE\ 

LCWNSSEMRTTMSSSGSSTPWP 

PVSRRRPWTERRLGSVRGDRLR 

CD CD D A \/\IDTDD \4CD X/DCP A DD 

bKbKivVVNK 1 rKMoRVroOAPK 
GTPSRRWWMMKCWDHQMRG 
LVEEEVG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 

*—Ston cnrlnn /=rv/icciKlr nnrl^AtiH^ 

deletion. \=possiblt nucleotide insertion) 


14846 


45214 


A 


14933 


1 


1429 


MVLAAGDPVEKGITWARENAG 

JYISCTMMKLSMIPIGDQSYRNL 

IPLKFVACILIEGNAKCWPLPEF 

DPSQIRLIVYQDCERRGRNVLF 

DSSVKRRNEDISVSRIKYLGIQL 

TRDVKDLFKENYK.PLLNEIKED 

TNKWICNIPCSWIER1NIVKIAILP 

KK.LG SDAQ VKVFG KCCQLKPG 

GDSSSSLDSSVTSSSDIKDQCLK 

YQRTVDLSAQLSSSGKGQTTSS 

SGSLTPMTPH WEIPPSGGQQTS 

HTGELRLASGRGSSGMKLPEEG 

TDRN LCCS A ASSG DTQANRD W 

SGPPANTSRPAAEGPDCDRENG 

TKLENTLKDIIHENFPNIARQAN 

IKIQEIQRTQQRYCSRRATPRHII 

VRFTKVEMKEKMLRAAGEKH 

WVIHKGKSIRLTVDLSAETLQA 

RREWG\P1FNVLKEKNFQLR1SY 

PAKLSFISEGEMKSFPEKQMLR 

DF VTI RLALQELLKEALNM A RE 

/NR*QPLQKHM 


14847 


45215 


A 


14934 


2320 


2811 


ESKLTRGVKDLFRENYKPLLNE 
IKRG HKQMEEHSMLMGRKNQ 
YREKWPYLPKVNL*IQCHPHQA 
TNDCFH RIGKKLL* SS YGTKKE 
PALPSQS*DKRTKLEASHYLTS 
NYTTRLQ*PKQHRYWYQNRDI 
DQWNRTEASEIMPHIYTILILWT 
NLRKTSMGERHP 


14848 


45216 


A 


14935 


2 


872 




14849 


45217 


A 


14936 


769 


828 




14850 


45218 


B 


14937 


1 


669 




14851 


45219 


A 


14938 


1 


807 




14852 


45220 


B 


14939 


35 


212 




14853 


45221 


A 


14940 


235 


837 


QQAHKTPQRRHSAFTEYVRNN 

RLPETVIRVKQPALAIFSPDIAPL 

FVHFRADDDVTARVIHAHMIF 

WCDRVEKRVSDAVACFTLESEI 

AEVGVLCRTHIRQ'RQVTPARM 

*ALSRILHACRSEDVRHNRPPYP 

VIRVKQPA\RRDLAPT*PHCSSIS 

AQTITSLPGCMREVT/ELRPEFF 

K*RKTVLRPTPIMRARAERRCK 


14854 


45222 


C 


14941 


1 


1755 




14855 


45223 


A 


14942 


1 


747 




14856 


45224 


B 14943 


1 


2466 





